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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5

» >
i i i | al i
i 1 1 1 1 " 1
i T 1 1 e 1 i 1
<! <! ' <! < <!
) gl a1 &l ol ol
Al £]Sglocale | Giliocsls @ JLevkooytes Bllymphooytes | 2 [Singlecells | @ 1L
FSC-A — FSC-H —»  Zombie——p  cpgs — FSC-A — FSC-H — Zombie- —p- cD45 —>
RED (APC/CyT) RED

L T CD86" cells

-] | i
< 1 <1 o
21 co4T cel i 2 ﬁ] g
CD4 s CD8s ——» «— S
— <
(AF700) 31 (PE) 2] .
i @ 1CD3'T cells B T {F4/80'CD11B" cell
] | Sl B 1 CD206" cells
i CD3e — i CD11B ——»
i oA ] & | (PC5.5) ] (FITC)
hd < <
o1 . o . S =
BlmvrToo g1oosTedls g M
IFNy ——> cDg —» CD206 ——»
(PE/CyT) (FITC) (APC)
c PBS CAP
ShNC shTbkbp1#2 shTbkbp1#5 ShNC shTbkbp1#2 shTbkbp1#5
i i i
i 101 i ;
] i i e
Gated on CD3'T cells _ 1 = 3 - L i !
h 20.7% 104 2134 | 23.4% 38.4% 433% 48.6%
@ H 1
(I)_;“_I e " v v vy - e = S - "
cD4 (AF700) —»°
1 i 1
1 104 1 H
1 i 1 1 .
Gated on CD3 T cells | } D " ! ] .
< 239% 104 206% 323% 4 377% 42.9% 50.9%
1 H i {
D2 v e e e vy 0 oy vy ey e Ly - B R R
o8 (FITC) T T T
7 ) 1 i 1
1 107 1 H 1
Gated on CD8'T cells T & ] ¢ i ! H
<! [ 93% ".7% 1 14.1% ! 19.4% 1 23.7%
51 1 i i 1
2 1 H : 3
D o v vy e o, 105 i L T —
Py (PEICYT) T T
Gated on ]
CD11B°F4/80" cells 5.1% 6.8% 10.7% 1.3% 13.2%
Gated on 2 q o
CD11B'F4/80" cells ] 83%

0 10° 100 107






