Table S1

Probe ID Gene symbol Cancer/Normal ratio P-value
210528 _at SEMAGA 0.357* 9.33x1013
2200454 s _at SEMAGA 0.700* 6.85x1010
223449 at SEMAGA 0.318** 7.44x10Y7
225660 _at SEMAGA 0.288** 9.87x1018

Down-regulation of SEMAGA in lung adenocarcinoma using Affymetrix GeneChip®
Human Genome U133 Plus 2.0 expression arrays. SEMAGA was analyzed from 60 pairs
of cancerous and normal tissues, and the ratio of expression is shown. *: P < 10-1° and

**: P <1083,



