[0.59 Supplementary Figure 7: Clustering of
human embryonal tumors after
ComBat based data harmonization

Hierarchical clustering of all human tumors of the
merged gene expression data of this study and
L1.0 GSE30074 and GSE172170 after ComBat harmo-
nization. Matching tumor entities homogenously
clustered together demonstrating the efficiency of
batch effect adjustment. Analysis was based on the
I+ 2.0 top 60% variant genes. Distance method used was
Pearson correlation, dendrogram drawing method
used was average linkage.
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