CBTCCCAS Certificate of STR Analysis

Report Date: 2024-03-18

1.Sample
SW 780 [SW-780, SW780]

2.Method and Procedure

Sample DNA was extracted by Microread Genomic DNA Kit.

PCR was amplified with STR Multi-amplification Kit(MicroreaderTM21 ID System).

PCR products were assayed with ABI 3730x] DNA Analyzer(Applied Biosystems®).

Data were analyzed using GeneMapperID-X software and then compared with the ATCC and
DSMZdatabases for reference matching.

3.Results

D5S818 11,2
D138317 11,12
D78820 9,10
D16S8539 9,11
viA 16,19
THO1 6
Amelogenin X
TPOX 8

CSF1PO 10, 11

The above results were consistent with the DNA profiles reported by ATCC and DSMZ,
and indicated no other human cell lines contamination.




Certificate of STR Analysis

1. Sample
T24
2. Methods
The sample DNA was analyzed in Genesky Biotechnologies. Inc., Shanghai.

The PCR product was loaded into ABl 3730xI Genetic Analyzer and the STR
profiling was generated by GeneMapper 5.0 software (Applied Biosystems®).

3. Results
Amelogenin: X
CSF1PO: 10,12
D13S317: 12
D168539: 9
D53818: 10,12
D7S820: 10,11
THO1: 6
TPOX: 8,11
VWA 17

The locations of the cell sample were consistent with the STR data of T24 cell found
in the databases of ATCC, DSMZ, JCRB and EXPASY.

There was no cross-contaminant of human source cell line.

Date: 2023/4/13



Certificate of STR Analysis

1. Sample
TCCSUP
2. Methods
The sample DNA was analyzed in Genesky Biotechnologies. Inc., Shanghai.

The PCR product was loaded into ABI 3730x! Genetic Analyzer and the STR
profiling was generated by GeneMapper 5.0 software (Applied Biosystems®).

3. Results

Amelogenin: X

CSF1PO: 10
D138317: 11,14
D16S539: 9.1
D5S818: 12
D7S820: 8,9
THO1: 6,9.3
TPOX: 8
VWA: 14,16

The locations of the cell sample were consistent with the STR data of TCCSUP cell
found in the databases of ATCC, DSMZ, JCRB and EXPASY.

There was no cross-contaminant of human source cell line.

Date: 2023/8/25



11 Line At ntication Servi
GENETIC TESTING BIOTECHNOLOGY STR Profile Report

Sample Submitted By: Dr. Yang Li

Anhui Medical University
Email Add i edu.cn
Sales Order: 240326L
Cell Line Designation: 5637
Date Sample Received: Mar 26, 2024
Report Date: Mar 26, 2024

Methodology: Twenty-one short tandem repeat (STR) loci plus the Amelogenin locus
were amplified using the commercially available SiFaSTR™ 23 plex
Kit. The cell line sample was processed using the ABI Prism® 3130 XL
Genetic Analyzer. Data were analyzed using GeneMapper® ID v3.2
software (Applied Biosystems). Appropriate positive and negative
controls were run and confirmed for each sample submitted.

Data Interpretation: Cell lines were authenticated using Short Tandem Repeat (STR)
analysis as described in 2021 in ANSI Standard (ASN-0002) by the
ATCC dards D Organization (SDO) and in Jamie L.

Almeida et al,, Authentication of Human and Mouse Cell Lines by
Short Tandem Repeat (STR) DNA Genotype Analysis. Assay Guidance
Manual. PMID: 23805434. Bookshelf ID: NBK144066.

GTB™ STR ing ing ISO and ISO/IEC 17025:2005 quality standards.

There are no warranties with respect to the services or results supplied, express or implied,
including, without limitation, any implied warranty of merchantability or fitness for a particular
purpose. Genetic Testing Biotechnology (GTB) is not liable for any damages or injuries resulting from
receipt and/or improper, inappropriate, i or other gful use of the test results supplied,
and/or from misi ification, i i

p 1, or lack of accuracy of those results. Your
exclusive remedy against GTB and those supplying materials used in the services for any losses or
damage of any kind whatsoever, whether in contract, tort, or otherwise, shall be, at GTB's option,
refund of the fee paid for such service or repeat of the service.

NOTE: A ding to the d of JC on cell line authentication, the report is valid
for 3 years since the issue date.

Technical Questions? Ordering Questions?

GTB Technical Support order@jsdna.org
+86-512-67486171 GTB Corporation
service@jsdna.org +86-512-62806339
Section 505, Yixin BLD Section 303, Yixin BLD
SIP, Suzhou, 215123 SIP, Suzhou, 215123
Jiangsu, P.R. China Jiangsu, P.R. China

For Research Use ONLY Page10f3 Ver.3.1.2

GENETIC TESTING BIOTECHNOLOGY STR Profile Report
Sales Order: 240326L
Test Results for Submitted Sample ExPASy Reference Database Profile
Lot | = QueryProfile:5637 | ~  DatabaseProfile:5637
‘Amelogenin X
D351358 15 17 15 17
D55818 11 12 11 12
D251338 25
TPOX 8 8 2
CSF1PO 11 11
Penta D 11
THO1 7 9 7 9
VWA 18 18
D75820 10 1 10 1
D21811 36 36
PentaE 10 12
D1051248 14
D8S1179 10 16 10 16
D151656 15
D18S51 16 18 16 18
D125391 20
D651043 16 20
D195433 13 15
D168539 9 9
D138317 11 11
FGA 22 22

The allele match sigorithe compares the 13 core STR loci only, even theugh slleles from all loci wil be reported when svailabie.

Nate: Loci highlighted i grey (13 core STR loci) can be made public (2 verssy cell identity. In order 0 protect the identity of the doncr, please do 2ot
Pablinh the alele calis from ol the STR doci tested.

m P b

Explanation of Test Results
Cell lines with 280% match are derived from the same donor. Cell lines with between a 70% to 79% match require further
profiling for authentication of relatedness. Cell lines with <70% match are very unlikely to be from the same donor.

The submitted sample profile is human, but not a match for any profile in the ExPASy STR
database.

r

~  The submitted profile is an exact match for the following human cell line(s) in the ExPASy
STR database (13 core STR loci):

7 The submitted profile is similar to the following ExPASy human cell line(s): 5637 (97.44%
match)

Digitally signed by Xuekun Chen

IN: cn=Xuekun Chen, o=Genetic Testing
2 Biotechnology (Suzhou), ou=DNA Typing Section,
email=order@jsdna.org, c=CN
Date: 2024.03.26 16:19:54 +08'00"
Digitally signed by Xiankun Zhao
DN: cn=Xiankun Zhao, o=Genetic Testing
Biotechnology (Suzhou), ou=Supervision Section,
email=service@jsdna.org, c=CN
Date: 2024.03.26 16:26:49 +08'00

Addend Elect for the 's sample set 1 0f 1

For Research Use ONLY Page2of3 Ver.3.1.2



GENETIC TESTING BIOTECHNOLOGY

Sample Submitted By: Dr. YangLi
Anhui Medical University

Email Address: liyang@ahmu.edu.cn

Sales Order: 240326N

Cell Line Designation: 82

Date Sample Received: Mar 26, 2024

Report Date: Mar 26, 2024

Methodology: Twenty-one short tandem repeat (STR) loci plus the Amelogenin locus
were amplified using the commercially available SiFaSTR™ 23 plex
Kit. The cell line sample was processed using the ABI Prism® 3130 XL
Genetic Analyzer. Data were analyzed using GeneMapper® ID v3.2
software (Applied Biosystems). Appropriate positive and negative
controls were run and confirmed for each sample submitted.

Data Interpretation: Cell lines were authenticated using Short Tandem Repeat (STR)

analysis as described in 2021 in ANSI Standard (ASN-0002) by the
ATCC ds D o (SDO) and in Jamie L.
Almeida et al.,, Authentication of Human and Mouse Cell Lines by
Short Tandem Repeat (STR) DNA Genotype Analysis. Assay Guidance
Manual. PMID: 23805434. Bookshelf ID: NBK144066.

GTB" performs STR Profiling following ISO and ISO/IEC 1 quality
‘There are no warranties with respect to the services or results supplied, express or implied,
including, without limitation, any implied warranty of merchantability or fitness for a particular

purpose. Genetic Testing Biotechnology (GTB) is not liable for any damages or injuries resulting from
receipt and/or improper, inappropriate, negligent or other wrongful use of the test results supplied,
and/or from misi ification, mi ion, or lack of accuracy of those results. Your
exclusive remedy against GTB and those supplying materials used in the services for any losses or
damage of any kind whatsoever, whether in contract, tort, or otherwise, shall be, at GTB's option,
refund of the fee paid for such service or repeat of the service.

NOTE: ding to the dati of JJC on cell line authentication, the report is valid
for 3 years since the issue date.

Technical Questions?
GTB Technical Support
+86-512-67486171
service@jsdna.org
Section 505, Yixin BLD
SIP, Suzhou, 215123
Jiangsu, P.R. China

order@jsdna.org

GTB Corporation
+86-512-62806339
Section 303, Yixin BLD
SIP, Suzhou, 215123
Jiangsu, P.R. China

For Research Use ONLY Page1of3 Ver.3.1.2

11 Line A ntication Servis
GENETIC TESTING BIOTECHNOLOGY STR Profile Report
Sales Order: 240326N
Test Results for Submitted Sample ExPASy Reference Database Profile
Loci Query Profile: j82 Database Profile: J82
Amelogenin X Y
D351358 16 18 16 18
D5s818 12 13 12 13
D251338 19
TPOX 11 12 11 12
CSF1PO 10 11 10 11
Penta D 9
THO1 9.3 93
vWA 17 18 17 18
D75820 9 11 9 11
D21511 30 30
Penta E 12 15
D1051248 13
D8s1179 8 13 8 13
D151656 14
D18s51 10 12 12
D125391 24
D651043 19
D195433 12 13
D165539 1 12 1 12
D13s317 10 12 10 12
FGA 20 24 20 24
the 13 even though alleles from ailloci will be reported when availabie.

Note: Loct highilghted in grey (13 care STR loci) can be made public (o veridy cell identity. In avder ta protect the identity of the danor, piesse da not
publish the allele calls from all the ST loci tesied
Th ilabi

) Ordering Questions?

Explanation of Test Results
Cell lines with 280% match are derived from the same donor. Cell lines with between a 70% to 79% match require further
profiling for authentication of relatedness. Cell lines with <70% match are very unlikely to be from the same donor.

The submitted sample profile is human, but not a match for any profile in the ExPASy STR

T database.

[~ The submitted profile is an exact match for the following human cell line(s) in the ExPASy
STR database (13 core STR loci):

The submitted profile is similar to the following ExPASy human cell line(s): J82 (97.87%
match)

Digitally signed by Xuekun Chen
_ DN:en=Xuekun Chen, o=Genetic Testing

* Biotechnology (Suzhou), ou=DNA Typing Section,
email=order@jsdna.org, c=CN

Date: 2024.03.26 16:26:21 +08'00"

Digitally signed by Xiankun Zhao

DN: cn=Xiankun Zhao, o=Genetic Testing
Biotechnology (Suzhou), ou=Supervision Section,
email=service@jsdna.org, c=CN

Date: 2024.03.26 16:27:33 +08'00

‘Addendum: Electropherogram for the customer’s sample set 1 of 1

For Research Use ONLY Page 20f3 Ver.3.1.2



1l Line A ntication Servis
STR Profile Report

GENETIC TESTING BIOTECHNOLOGY

Sample Submitted By: Dr. Yang Li

Anhui Medical University
Email Address: liyang@ahmu.edu.cn
Sales Order: 240326K
Cell Line Designation: SV-HUC-1
Date Sample Received: Mar 26%, 2024
Report Date: Mar 26", 2024
Methodology: Twenty-one short tandem repeat (STR) loci plus the Amelogenin locus
were amplified using the commercially available SiFaSTR™ 23 plex
Kit. The cell line sample was processed using the ABI Prism® 3130 XL
Genetic Analyzer. Data were analyzed using GeneMapper® ID v3.2
software (Applied Biosystems). Appropriate positive and negative
controls were run and confirmed for each sample submitted.
Data Interpretation: Cell lines were authenticated using Short Tandem Repeat (STR)
analysis as described in 2012 in ANSI Standard (ASN-0002) by the
ATCC Standards Development Organization (SDO) and in Capes-Davis
et al,, Match criteria for human cell line authentication: Where do we
draw the line? Int ] Cancer. 2013;132(11):2510-9.

GTB" performs STR Profiling following ISO 9001:2008 and 1SO/IEC 17025:2005 quality standards.
There are no warranties with respect to the services or results supplied, express or implied,
including, without limitation, any implied warranty of merchantability or fitness for a particular
purpose. Genetic Testing Biotechnology (GTB) is not liable for any damages or injuries resulting from
receipt and/or improper, inappropriate, negligent or other wrongful use of the test results supplied,
and/or from misidentification, misrepresentation, or lack of accuracy of theose results. Your
exclusive remedy against GTB and those supplying materials used in the services for any losses or
damage of any kind whatsoever, whether in contract, tort, or otherwise, shall be, at GTB's option,
refund of the fee paid for such service or repeat of the service.

NOTE: According to the recommendations of JCon cell line authentication, the report is valid
for 3 years since the issue date.

Technical Questions?
GTB Technical Support
+86-512-67486171
service@jsdna.org
Section 505, Yixin BLD
SIP, Suzhou, 215123
Jiangsu, P.R. China

Ordering Questions?
order@jsdna.org

GTB Corporation
+86-512-62806339
Section 303, Yixin BLD
SIP, Suzhou, 215123
Jiangsu, P-R. China

For Research Use ONLY Page 1of3 Ver.312

1l Line A ntication Servis
GENETIC TESTING BIOTECHNOLOGY STR Profile Report
Sales Order: 240326K
Test Results for Submitted Sample ExXPASy Reference Database Profile
Loci Query Profile: SV-HUC-1 Database Profile: SV-HUC-1
Amelogenin X Y X Y
D351358 14 17
Dssg18 12 14 12 14
D251338 17
TPOX 8 10 8 10
CSF1PO 10 11 10 11
Penta D 13
‘THOL 9 93 9 93
VWA 14 14
D75820 10 11 10 11
D21S811 29 30
Penta E 10 20
D1051248 13 14
D3s1179 14 16
D151656 11 15
D18551 15 16
D12s391 18
D651043 11
D195433 14
D165539 11 1
D135317 12 12 13
FGA 21 22
The allele match algerithm compares X il even h aliele: all loci will be reparted when available.

Note: Loci highlighted in grey (8 core STR loci pius Amelogenin) can be made public te verify cell identity. In order te protect the identity of the doner,
[please do not publish the slicle calls from il the STR loei tested
The sample match fs b h bie ot the time of comparisan

Explanation of Test Results

Cell lines with =80% match are considered to be related; i.e., derived from a common ancestry. Cell

lines with between a 55% to 80% match require further profiling for authentication of relatedness.
The submitted sample profile is human, but not a match for any profile in the ExPASy STR

™ database.

~  The submitted profile is an exact match for the following human cell line(s) in the ExPASy
STR database (8 core loci plus Amelogenin):

= The submitted profile is similar to the following ExPASy human cell line(s): SV-HUC-1 (96.77%
match)

Digitally signed by Xuekun Chen
DN: ecn=Xuekun Chen, o=Genetic Testing
 Biotechnology (Suzhou), ou=DNA Typing Section,
email=order@jsdna.org, c=CN

Date: 2024.03.26 16:16:46 +08'00'

Digitally signed by Xiankun Zhao

DN: cn=Xiankun Zhao, o=Genetic Testin
Biotechnology (Suzhou), ou=Supenvision Section,
email-service@jsdna.org, c=CN

Date: 2024.03.26 1627:53 +08'00'

Addendum: Electropherogram for the customer’s sample set 1 of 1

For Research Use ONLY Page20f3 Ver.312



GENETIC TESTING BIOTECHNOLOGY

ine A G 3
STR Profile Report

Sample Submitted By: br. Yang Li

Anhui Medical University
Email Address: liyang@ahmu.edu.cn
Sales Order: 240326M

Cell Line Designation: UM-UC-3
Date Sample Received: Mar 26%, 2024
Report Date: Mar 26%, 2024
Methodology: Twenty-one short tandem repeat (STR) loci plus the Amelogenin
were amplified using the commercially available SiFaSTR™ 22
Kit. The cell line sample was processed using the ABI Prism® 31
Genetic Analyzer. Data were analyzed using GeneMapper® IL
software (Applied Biosystems). Appropriate positive and ne;
controls were run and confirmed for each sample submitted.
Data Interpretation: Cell lines were authenticated using Short Tandem Repeat
analysis as described in 2021 in ANSI Standard (ASN-0002) b
ATCC Standards Development Organization (SDO) and in Jar
Almeida et al., Authentication of Human and Mouse Cell Lin
Short Tandem Repeat (STR) DNA Genotype Analysis. Assay Guis
Manual. PMID: 23805434. Bookshelf ID: NBK144066.

GTB" performs STR Profiling following ISO 9001:2008 and ISO/IEC 17025:2005 quality standar¢
There are no warranties with respect to the services or results supplied, express or i
including, without limitation, any implied warranty of merchantability or fitness for a pa
purpose. Genetic Testing Biotechnology (GTB) is not liable for any damages or injuries resultir
receipt and/or improper, inappropriate, negligent or other wrongful use of the test results su
and/or from misidentification, misrepresentation, or lack of accuracy of those results
exclusive remedy against GTB and those supplying materials used in the services for any lo
damage of any kind whatsoever, whether in contract, tort, or otherwise, shall be, at GTB's
refund of the fee paid for such service or repeat of the service.

NOTE: ding to the d of JJC on cell line authentication, the report i
for 3 years since the issue date.

Technical Questions? Ordering Question
GTB Technical Support order@jsdna.org
+86-512-67486171 GTB Corporation

+86-512-62806339
Section 303, Yixin
SIP, Suzhou, 2151%
Jiangsu, P.R. China

service@jsdna.org
Section 505, Yixin BLD
SIP, Suzhou, 215123
Jiangsu, P.R. China

For Research Use ONLY Page10f3 Ver

1l Line Au ntication Servi
STR Profile Report

Sales Order: 240326M

GENETIC TESTING BIOTECHNOLOGY

Test Results for Submitted Sample ExPASy Reference Database Profile
Loci Query Profile: UM-UC-3 Database Profile: UM-UC-3
Amelogenin X
D351358 17 18 17 18
D55818 12 12
D251338 23
TPOX 10 10
CSF1PO 10 11 10 11
Penta D 13
THO1 6 9 6 9
VWA 17 17
D7s820 8 9 8 9
D21511 31 31
Penta E 12
D10S1248 14 15
D8s1179 13 13
D151656 15 17.3
D18s51 14 14
D125391 22
D651043 11 13
D195433 14 15
D165539 8 9 8 9
D135317 8 8
EGA 20 21 20 21

hi the 13, v, even though alleles from ail loci will be reported when available.

Note: Loci ighlighted in grey (i3 core STR loci can be made public to verify cell identity. In order to protect the identity of the donor, please do ot
pubiliah the silele cails fram 2l the STR loci tested.
b abie

Explanation of Test Results
Cell lines with 280% match are derived from the same donor. Cell lines with between a 70% to 79% match require further
profiling for authentication of relatedness. Cell lines with <70% match are very unlikely to be from the same donor.

The submitted sample profile is human, but not a match for any profile in the ExPASy STR

™ database.

The submitted profile is an exact match for the following human cell line(s) in the ExPASy
W STR database (13 core STR loci): UM-UC-3

[~ The submitted profile is similar to the following ExPASy human cell linefs):
Digitally signed by Xuekun Chen

 DN: en=Xuekun Chen, o=Genetic Testing

" Biotechnology (Suzhou), ou=DNA Typing Section,
emait=order@jsdna.org, c=CN

Date: 2024.03.26 16:23:25 +08'00"

Digitally signed by Xiankun Zhao

DN: cn=Xiankun Zhao, o=Genetic Testing
Biotechnology (Suzhou), ou=Supervision Section,
email=service@jsdna.org, c=CN

Date: 2024.03.26 16:28:13 +08'00"

Addendum: Electropherogram for the customer’s sample set 1 of 1

For Research Use ONLY Page 20f3 Ver.312
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QD #7s

5637 (human bladder cancer cell line)
Mycoplasma Detection Report

1. Reaction System

Myco-PCR-Mix 9ul
Cell culture supemnatant to be tested 14

2. Test Procedure

According to the above reaction system, add 1 ul of the supematant of the
sample to be tested to 9 ul Myco-PCR-Mix in a PCR tube, use the Positive
control template as the positive control, and use the Negative control
template as the negative control. The PCR reaction program is: 95 C Smin,
(957C 15s, 56'C 15s, 72'C 5s), 35 cycles, 72°C 5Smin, and store at 4C . The PCR
product is subjected to 1% agarose gel electrophoresis, and the molecular
weight of the band is displayed with a DNA Marker. If a band with the same
molecular weight as the positive control (about 500bp) appears in the sample
to be tested, it means that the sample is contaminated with mycoplasma. If
there is no corresponding band, it means that the sample is not contaminated
with mycoplasma.

The electrophoresis image are shown in the figure below:

Website:www.zqxzbio.com Tel.:400-038-9959 1/2

o5 £

CELL RESEARCH

Lane S is 5637 (human bladder cancer cell line)
Lane P is Positive Control

Lane M is DNAMarker

Lane N is Negative Control

(Note: The band at the bottom of the sample loading wells in the gel image is
the primer dimer, which is a common phenomenon in PCR detection. Its
intensity is usually inversely proportional to the brightness of the positive band.
The PCR detection method Is very sensitive, and even a very weak positivity
can be distinguished from the dimer, making the results reliable.)

3. Testresult

Sample Test Result Test Criteria
Name Int
5637 (human Compare the positive Negative, no

bladder cancer
cell fine)

control to see if there is
characteristic band

2 W R EMR -
ai Zhong

Website:www.zqxzbio.com

Xin Zhéti Blytechnology Co.,Ltd.

Tel.:400-038-9959

mycoplasma
contamination

2/2



o 75 5 13

CELL RESEARCH

UM-UC-3
Mycoplasma Detection Report

1. Reaction System

Myco-PCR-Mix 9 ul
Cell culture supernatant to be tested 1u

2. Test Procedure

According to the above reaction system, add 1 ul of the supernatant of the
sample to be tested to 9 ul Myco-PCR-Mix in a PCR tube, use the Positive
control template as the positive control, and use the Negative control
template as the negative control. The PCR reaction program is: 95 C 5min,
(95°C 15s, 56'C 15s, 72C 5s), 35 cycles, 72'C 5min, and store at 4 C. The PCR
product is subjected to 1% agarose gel electrophoresis, and the molecular
weight of the band is displayed with a DNA Marker. If a band with the same
molecular weight as the positive control (about 500bp) appears in the sample
to be tested, it means that the sample is contaminated with mycoplasma. If
there is no corresponding band, it means that the sample is not contaminated
with mycoplasma.

The electrophoresis image are shown in the figure below:

Website:www.zgxzbio.com Tel.:400-038-9959 1/2

D 75 5 53

Lane S is UM-UC-3

Lane P is Positive Control
Lane M is DNAMarker
Lane N is Negative Control

(Note: The band at the bottom of the sample loading wells in the gel image is
the primer dimer, which is a common phenomenon in PCR detection. Its
intensity is usually inversely proportional to the brightness of the positive band.
The PCR detection method is very sensitive, and even a very weak positivity
can be distinguished from the dimer, making the results reliable.)

3. Test result

Sample Test Result Test Criteria Test
Name Interpretation
UM-UC-3 - Compare the positive Negative,no
control to see if there is mycoplasma
characteristic band contamination

2 T ¥ *me;/,g?zﬁ_
Sh; q&iai Zhong Qiao Xin &# technology Co.,Ltd.
orter: Ke L% v;/\
ate: 2024-06-
G & 5
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CELL RESEARCH

SV-HUC-1
Mycoplasma Detection Report

1. Reaction System

Myco-PCR-Mix 9w
Cell culture supernatant to be tested 1w

2. Test Procedure

According to the above reaction system, add 1 ul of the supernatant of the
sample to be tested to 9 wl Myco-PCR-Mix in a PCR tube, use the Positive
control template as the positive control, and use the Negative control
template as the negative control. The PCR reaction program is: 95 C 5min,
(95°C 15s, 56°C 15s, 72°C 5s), 35 cycles, 72°C 5min, and store at 4C. The PCR
product is subjected to 1% agarose gel electrophoresis, and the molecular
weight of the band is displayed with a DNA Marker. If a band with the same
molecular weight as the positive control (about 500bp) appears in the sample
to be tested, it means that the sample is contaminated with mycoplasma. If
there is no corresponding band, it means that the sample is not contaminated
with mycoplasma.

The electrophoresis image are shown in the figure below:

Website:www.zgxzbio.com Tel.:400-038-9959 1/2

o 75 £3

CELL RESEARCH

Lane S is SV-HUC-1

Lane M is DNA Marker
Lane N is Negative Control
Lane P is Positive Control

(Note: The band at the bottom of the sample loading wells in the gel image is
the primer dimer, which is a common phenomenon in PCR detection. Its
intensity is usually inversely proportional to the brightness of the positive band.
The PCR detection method is very sensitive, and even a very weak positivity
can be distinguished from the dimer, making the results reliable.)

3. Test result

Sample Test Result Test Criteria Test
Name P i
SV-HUC-1 - Compare the positive Negative, no
control to see if there is mycoplasma

characteristic band contamination

&ﬁﬁx ﬁ!”t%ls/ﬁ. y
Sh nﬁiai Zhong Qiao Xin Z?{ﬁg technology Co.,Ltd.
Rdporter: Ke L& my

o: 2024-06-
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