Supplemental Figure 1. USP5 expression and Cox regression analysis of its scores with clinicopathological features
(A) Pan-cancer view of USP5 expression with tumor and normal samples in TCGA database.
(B) Univariate Cox proportional hazards regression analysis evaluating the association between USP5 expression levels and key clinicopathological parameters.  

Supplemental Figure 2. Bioinformatic analysis of USP5 expression and tumor malignant phenotype
(A) USP5 expression positively correlates with DNA replication in LIHC according to the TCGA database.
(B) USP5 expression positively correlates with tumor proliferation in LIHC according to the TCGA database.
(C) USP5 expression positively correlates with the G2/M cell cycle checkpoint in LIHC according to the TCGA database.
Pearson correlation analysis was used to evaluate statistical significance.

Supplemental Figure 3. USP5 regulates FASN stability
A. The co-IP assays confirmed the interaction between purified recombinant USP5 and FASN protein. 
B.Effects of USP5 knockdown on FASN mRNA levels. 
Data are presented as mean ± SD from three independent experiments. ***P<0.001.
