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Supplementary Figure 1. Sequencing coverage across all samples. 
Estimations of community saturation across all individuals. A: Good’s coverage estimates. B: Rarefaction of increasing sequencing effort. Plots coloured according to sample group. 

[bookmark: _GoBack]Supplementary Figure 2. Shepard plot indicating fit of NMDS
Shepard plot indicating fit of observed dissimilarity to ordination distance

Supplementary Table 1. Percentage abundances from average bacterial profiles of all animals sampled over 52 weeks.
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