Supplementary Table S4. Genome statistics of metagenome-assembled genomes.

Strain
Genbank Microscope Closest relative [ANI (% aligned) / AAl (% Complete- Contam- heterog- Metagenome bin
MAG accession no. annotation ID GTDB classification aligned)] ness (%) ination (%) eneity origin
. . . . Psychromonas aquimarina ATCC BAA-1526
Psychromonas GLG-1 SAMN14421524 42481 Bin_4 0—Bacteriap_Proteobacteria,c__Gammaproteobacteria,o__Enterobacteralesit_Ps e 0381745 1 [80.7 (41.8) / 80.73 97.39 0.81 50  Lipid microcosm day 5
ychromonadaceae;g__Psychromonas;s_ (66.28)]
Clostridia GPF-1 SAMN14421525 42482 Bin_3 d_ Bacteria;p_ Firmicutes A:c_ Clostridia;o__ Tissierellales:f g :s__ g"é’/‘ir ag’oaoe{ ‘z’gggt;q a[z"/’ Z’;sé; '(333;';? el 99.07 0.7 0 Pmte'za";";rf"“m
. d__Bacteria;p__Desulfobacterota;c__Desulfobacteria;o__Desulfobacterales;f _Desulf Desulfoluna spongiiphila GCA_900101345.1 Lipid microcosm day
Desulfoluna GLD-1 SAMN14421526 42483 _Bin_2 obacteraceaeg._Desulfolunazs._ [79.42 (39.41) / 76.93 (68.72)] 94.95 1.36 0 17
. d__Bacteria;p__Desulfuromonadota;c__Desulfuromonadia;o__Desulfuromonadales;f_ Pelobacter sp. SFB93 GCF_001887775.1 Lipid microcosm day
G HiiL LN A _Pelobacteraceae_A;g_ SFB93;s__ [80.99 (60.65) / 84.98 (67.80)] = U/ s 25
d__Bacteria;p__Desulfobacterota;c__Syntrophobacteria;o_ BM002;f__BM002;g_ BM Desulfobacteraceae bacterium Protein microcosm
42482_Bin_1 SAMN14421528 —! P— -C_oynirop O— — 9—"M Gea 002899795.1 [95.31 (73.68) / 95.26 96.61 3.39 0
002;s__BMO002 sp002899795 (64.16)] day 17
d__Bacteria;p__Desulfobacterota;c__Desulfobacteria;o__Desulfobacterales;f___BuS5; PRI HUTEIRED) S Lipid microcosm da
40935_Bin_6_Spades SAMN14421529 — P— C— 0— 1—BUS9 GeA 002868985.1 [79.31 (38.02) / 76.48 87.49 2.71 30 P s Y
9—S— 45.11)]
42483 Bin_0_Spades_Anvio SAMN14421530 d__Bacteria;p__Firmicutes_A;c__Clostridia;o__Peptostreptococcales;f__;g_ ;s gacnlz/né((,‘)%lﬁggggo?in_elssg ﬁgﬂ (1‘2158011)] 85.99 4.25 0 Lipid m|cr107c osm day
. . . . . .~ Candidatus Bathyarchaeota archaeon S
40935 _Bin_7_Spades SAMN14421531 27—_?_;0“39""’p—Cre”a“’hae"ta'C—Bathyamhae'a'°—TCSG4'f—T0864’9—RBG 16~ GCA_ 004525915.1 [ 77.69 (15.99) / 71.11 83.64 3.74 0 LI m'°r2°5°°sm EEY
T (51.03)]
42485 Bin_1_Spades SAMN14421532 d__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Micavibrionales;f__;g_ ;s Azospirillum sp. K2W22B-5 807 043 0 Lipid microcosm day

GCF_003590795.1 [ - / 55.67 (43.89)]

25



