(A) Psychromonas OTU 4

Relative
PY abundance (%)

4

3
e 3 L&

2

1

C Y X X
B W N =

]

(B) Psychrilyobacter OTU 5

Relative
abundance (%)

4
3
2
1

(Y X X
B W N =

Supplementary Figure S7. Presence and relative abundances of Psychromonas OTU 4 (A) Psychrilyobacter OTU 5 (B)
related sequences (>97%) in publically available 16S rRNA gene datasets, as determined by IMNGS analyses
(see Materials and Methods). Additional samples from Svalbard that were determined in this study, are also included.



