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Bold = Reference nxrA genes from NCBI
Regular = hits to HMM in medium-high quality MAGs from Lake Tanganyika, 
with taxonomic information (Supplementary Table 2)
Italic = hits to HMM in low quality MAGs from Lake Tanganyika

Supplementary Figure 14. Single-gene phylogeny of nxrA to identify (MAFFT, RAxML) different groups 
of nitrite-oxidizing bacteria or nitrate-reducing bacteria.


