Supplementary Data

Figure S1. Clustering results of AIMs of Chinese Han population. Each color represents
collection site for a sample. Red: Taiyuan; Green: Jincheng.

Figure S2. The LD structures for CHRNA5/A3/B4 in the Chinese sample were drawn with
Haploview (v. 4.2),%2 and haplotype blocks were defined according to Gabriel et al.2¢ The
arrow above the figure represents the gene transcription direction from 5’ to 3'.

Figure S3. The LD structures for CHRNA7, CHRNA4, and CHRNB?2 in the Chinese sample were
drawn by Haploview (v. 4.2),45 and haplotype blocks were defined according to Gabriel et
al.46 The arrow above the figure represents the gene transcription direction from 5’ to 3'.

Figure S4. Associations between genotype data of risk-nominating variants and extent of
methylation in blood of 72 Chinese Han participants tested for cis-mQTLs. Distribution of the
values at the methylation sites is presented for individuals carrying zero, one, and two minor
alleles. Only the marginally significant cis-mQTLs are shown for each variant (p < 4.7 x 104).



All others

Cluster 1

Cluster 2

Taiyuan: Green
Jincheng: Red

Supplementary Figure S1



CHRNB4

CHRNA3

CHRNAS

Supplementary Figure S2



CHRNA7 CHRNA4

> &
(S S L L [ [ — = L == L i 18 - 1 )
: / ‘ 1 | | . 1
2 ~ - 2 3 3 3 g F = 2 = e z 2 H 8 = = 2 3z = N
S jd 2 g 2 2 g s g 2 4 e g g 3 o & 2 =
3 § 5 § 8 8 5 £ 8 § ° §§ 2 £ § § £ 38 ¢
I I A E 8 3§ : ¢ ] E 2§ & 5 § = S
Block 1 (34 ko) Block 3 (12 ki) Block 4 (21 ko) —_ ~— = o= —d
1 2 7 13 14 15 16 18 19 20 21 22 = o oJ = - >
— — — o — —
. o - = — — — — P ]
o <o oJd — ==d L
9 57 od ~— <= — ~— s
. - o3 o o -— o —
o o o fod o o>
4 ) [} T T T T— T— —_—
1 ! 7 )

50

2 . Elock 1 {11 kb
62 1

N
W
"
)
o

’

v

rs4845378
rs12072348
rs3811450

Block 1 (6 kh)
1 2

Supplementary Figure S3



e
1
1

-
-

I

-
m
1
1
1
L
I

80 ¥0 00
2006 9dD

: B

¢ ¢ —ll |I*o_|

|+|

1T T T T1

80 ¥0 00
6E0E” 0dD

80 0 00

£662° 0do

-
_ T !

- ==
T O
.

1
! b
L
T T T

80 0 00

Lwog 0do

-
R
+--JH

80 0 00

CC GC GG

2008 9dD

cc Ccr T7IT GG GA AA

cc cr 7T

cc cr 7T

rs19438

rs374307S

rs374307S

rs3743075

rs7178270

. .
I
-
1
I
1 -1
I
. .
L
I I I

80 ¥0 00
900¢” 9do

-l
_.--+

GG GA AA

B
T T T

80 0 00

I

GE0E” 0do

-

+-JH
-
L L

80 0 00

zayz 0do

GG GA AA

80 0 00

bog 0do

,,_.-._°
°_..-:_ .

CC GC GG

-l
L
80 ¥0 00

Lwog 9do

CC GC GG

CC GC GG

rs7178270

rs1943

rs7178270

rs19438

rs7178270

- T T
| =
1
-4
\ -
1 : °
-
s
I I I

LI I I B
0L 80 90 ¥0

L0ge 9do

-}

-l
B
L

g0 2o

T

ccC CT

86ve 0do

e - T
' ]
1
.
| *
1 @
! L
.
-
T T T

LI I B B
0L 80 90 ¥O

lose™ 0do

|
B
T
1T 17T 1T T
80 ¥0 00
6262 0do

-
.,_.---._ o

-l

1 T T 1
0L 80 90

cc cr 717

868¢” 0dD

T

cc cCT

GG GA AA

CC GC GG

rs374307S

rs374307S

rs19438

rs7178270

rs374307S

Supplementary Figure S4

cc cr 77

80 0 00

9p0e” 9do

| BE

||+ -

cc cr 77

-l
L
80 ¥0 00

a6ve 0do

rs3743075

rs3743075



