Association study and mutation sequencing in chromosome 15q11-q13 identified GABRG3 as a susceptibility gene for autism in Chinese Han population
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Figure S1. Schematic of sample processing by targeted sequencing.
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Abbreviations: QC: Quality controls; PCR: polymerase chain reaction. 

Figure S2. Schematic of data analysis by targeted sequencing.
[image: C:\Users\Administrator\Desktop\流程图2.png]
Abbreviations: QC: Quality controls; ngs: next generation sequencing; BWA: Burrows-Wheeler Aligner; GATK: Genome Analysis Toolkit.

Figure S3. Six rare variants in GABRB3 validated by Sanger sequencing. 
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The position and alleles of each SNP are indicated with an arrow.

Figure S4. eQTL effects of rs4906771 in ATP10A on 10 brain regions in the Braineac database.
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Abbreviations: WHMT: white matter; MEDU: medulla; PUTM: putamen; THAL: thalamus; SNIG: substantia nigra; HIPP: hippocampus; FCTX: frontal cortex; TCTX: temporal cortex; OCTX: occipital cortex; CRBL: cerebellum.


[bookmark: _GoBack]Figure S5. Dynamic expression of GABRG3 in human brain and 11 areas of neocortex.
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Dynamic expression of GABRG3 in 6 brain regions (a) and 11 area of neocortex (b).
Abbreviation: NCX: neocortex; STR: striatum; HIP: hippocampus; MD: mediodorsal nucleus; AMY: amygdala; CBC: cerebellar cortex; OFC: the orbital cortices; M1C: the primary motor cortices; STC: the posterior superior cortices; DFC: the dorsolateral cortices; S1C: the primary somatosensory cortices; ITC: the anterior inferior cortices; VFC: the ventrolateral cortices; IPC: the posterior inferior cortices; V1C: the primary visual cortex; MFC: the media cortices; A1C: the primary auditory cortic.
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