
1 .3 .5 .1 4 .2 .1 .3

4.
2.

1.
3

TCA cycle

Succinate (S)-Malate Citrate 

Oxaloacetate

cis-Aconitate

2-Oxoglutarate Oxalosuccinate Isocitrate

Pantothenate and CoA biosynthesis

Pyruvate Pantothenate Pantetheine 5,6-Dihydrouracil

Uracil

−6.5

−6.0

−5.5

−5.0

−4.5

EC: 4
.2.

1.3

EC: 1
.3.

5.1

HC MDD

0

1e-06

2e-06

3e-06

HC MDD

R
el

at
iv

e 
ab

un
da

nc
e

Top 10 contributors
Bacteroides_vulgatus

Escherichia_coli

Bacteroides_dorei

Alistipes_putredinis

Parabacteroides_distasonis

Prevotella_stercorea

Bifidobacterium_longum

Bacteroides_massiliensis

Alistipes_finegoldii

Escherichia_fergusonii

Other
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Top 10 contributors
Escherichia_coli

Bacteroides_uniformis

Megamonas_funiformis

Bacteroides_stercoris

Prevotella_copri

Klebsiella_pneumoniae

Faecalibacterium_prausnitzii

Bifidobacterium_pseudocatenulatum

Anaerostipes_hadrus

Parabacteroides_distasonis

Other

Average abundance of EC: 4.2.1.3
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