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Supplemental Fig. 1 Timeline of behavioural testing. Zdhhc7 wildtype and knockout mice (n=182) after control or chronic stress conditions at 14 weeks of age
went through the following behavioural tests: elevated plus maze (EPM) test for the evaluation of anxiety-like behaviour and locomotion; spontaneous alternation
test (SAT) for the evaluation of basal spatial working memory and locomotion; social interaction (Sl) test for the assessment of depression-like behaviour; nest

building (NB) test for the assessment of attention and general stress load; tail suspension (TS) test for the evaluation of depression-like behaviour.
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Supplemental Fig. 2 Heatmap and dendrogram illustrating hippocampal genes in different group comparisons: to be continued below



Suppl. and tintagram

Fig. 2 C top sig genes with absFC>1.5

transformation=rid, KO_f K H_vs WT_f K H

Count
0 40 80

Value

[ —1
M T T T P | R e e T T e

giﬁﬁﬁﬁa

01 1_| [« oo o R I Y|

T @
NR‘IE'EE

Hip_2
P
P
P
P_

TTT

v

-v-

-v-
TV

F{Nﬁ_r_v_l-ip
AT v

E%%% 5”55 mm§§§§§%%zé 555555 <'3'ss

IEroeoeoeoe | | | | |0 oF e

,,:m,s mhes "ﬁﬁﬂamvEEESSFLL"@%g «,--h
ﬁ"hsaELr%"u "'gg'LngLE

Suppl. and Histogeam

Fig. 2 D top sig genes with absFC>1.5

80

transformation=rid, KO_m_CS H_vs_WT_m_CS_H

Pﬁh%%ﬂ%ﬁfm

Count

ENE B E Tt E E I E T E I E T T EE I EEEEET
| Sl e lrr 1 =i rnlr-|r~.m e g
R e R
g e el o o o o e o e N S e
M S e D e MO e s M M i M s M M
<L | |4Z:Idz.JdZ.Jﬂ IL <L (é‘ii{ =L |§izﬂﬂ'i'( | |§§5 (R 4
5555111555555511 B2ZEEoE2ERRRooRR222237
x m:lﬂtl |D| |‘_II ‘_mn':l ml! | | |l:k:I |I:r:I |‘_|h|‘_| | IIIII")IP'—IIIEIEIEIE |
gﬁwagwawma E% g g gr-—wq-wr-dung'%
== I'“LIIII |3|||"' ||||| L=
bllﬁwmlmlgggr-llv |-:-|mw-—zg||3|||m||n
HY¥BEE™T "‘3"" r-— D=l ahochet S A

Supplemental Fig. 2 Heatmap and dendrogram illustrating hippocampal genes in different group comparisons: to be continued below
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Supplemental Fig. 2 Heatmap and dendrogram illustrating hippocampal genes in different group comparisons: to be continued below
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Supplemental Fig. 2 Heatmap and dendrogram illustrating hippocampal genes in different group comparisons. Top significant genes (ensemble IDs;
statistics: Wald test) with absolute Fold changes (FC) > 1.5 were plotted against RNA-seq based gene expression data (normalized (rld transformation) counts)
from Zdhhc7 mice (N=40) from eight groups (1. C-WT-m, N=4; 2. CS-WT-m, N=4; 3. C-KO-m, N=4; 4. CS-KO-m, N=4; 5. C-WT-f, N=6; 6. CS-WT-f, N=6; 7. C-
KO-f, N=6; 8. CS-KO-f N=6); for individual sample allocation to groups see GEO data deposition (GSE281404). Individual group comparisons were displayed in
different parts of Fig.: A) KO_f CS_H_vs._ KO _f K_H,B)KO f CS H vs. WT_f CS H,C)KO_f K H_vs. WT_f K H,D)KO_m_CS_H_vs. WT_m_CS_H,
E)KO_m_CS_H_ vs. KO.m K H,F)KO_m K H vs. WT_m_K_H,G)WT_f CS H_vs. WT_f K H,H)WT_m_CS_H_vs. WT_m_K_H.



Color Key
and Histogram

Suppl.

LLPE D 4dW T YNE 2T 2

top sig genes with absFC>1.5

-
WBEEZ Oddu N BE o WGS7Z_Oddw ) YN _BZ__6E
P_ |wammmuu_o.t|wuuzmﬂnmmunw S_ ﬂ|w.mN|wM_H|“|ﬁm|wmiwm
FLPE OddW S YNy LE SE u e
X GEEZ_D AW YNH_LL__LL Q J_GEET_DddW I W NH_LL_ L
- e ! W
| BL2Z DddwT I TyNY 2 20 I u . 1z
GEZZ O4dw i wMe T B0 W EREZ_O4dW 1 YNY_GE_EE
m _9¥ZZ_OddWTI_WNY_8Z_ 92 Ty m WTLHEZ DddW 4 YNY FE ED
_ N R - 7 B0 D ddu YN Bk
W FPZZ D4 dWTYNYTEE 62 _B0FEZ 1 W
= LEET DAdWT T uNY 2L ZL mw o }BLZEZ DddW 1 WNY £ 2D
| LPEZ Dl WNY VE- £9 rd - W IGZZ DI WMY_0E_ 08
o L0¥Z_DAdW_ITgNY_GL_BL s I W LLZE_Dddw_J YN _8z__6e
| BAEZ_ O yNE 8L 81 a P_ WL LE DT yNELET GE
o) 1 ¥EZE_D4dWTI T yNE L L0 © W pHEE Dl YNy G2 62
'3 4 LBEZ DddwT i YNE TGl 61 ] JLERZ DddW NS 2L 2L
| ZL¥E OddW S WNY BE SE £ o W BEEZ DddW 1 WNY EE 66
= VLIZE D4dW I TYNE v B0 = wl 1TLIPZ DWW 22 22
| 18LP2 03dW I TYNE_ 1212 = | W vEPE DddW S YNY 0F_ 8e
g e g2 2 e S s
- PIZZ DAdWTYNYE D m X I_BZ¥Z_0d4dW I wNY_EZ_ £2
= . D4 YN LE T LE @ = IwLZE 04U TN E B0
= GHEZ OddW i WNY BET ¥E o . ITLBEE Wi TYNE 6L 51
n €222 DAdWTITWNY L 10 i VGLEZ D4 TYNH B 60
c _1GT2_ 0 dWTI WNY_DE__0E o c W Z0EZ DddW S WNY LE LE
o —wEYE_OddW I WNY_Dv__8E " ) VLT D4dW T WNE £ 2D
=} E0EZ_DddW 1 WNH_ZE_ZE o — W ZL¥E DddW 1 YN BE_ 9E
© _LLZE_Od Wi wNY_BZ__6E o T J_EVEZ_Dd4dWTI WY _Fl__ ¥l
m CEEVE_OddW I WNY_BE__LE - £ H|w._mmw|muﬂ|“|ﬁM|__ﬂmr &w
BOZZ OddW WNY T LE LT _ELZE . L WNH L
..m vam u_o.._._uhud_znmtml.t __m I_ZSEZ_Dd4dw I wNH_5__S0
o ma..m.ﬂuu_n.t yNd 8L 8L = SPRZE AW YN L 20
= G622 O4dw YNy B2 62 n w D4dW I YNy 28 2
© EREZ_DddW TN L ¥l = J_BREZ_Ddel” I wNE_BL_ 6l
= BZ¥E_Doddw_ I wNY_EZ” €T © 1_L0wE_04dW I YN _BL__BL
Z52Z_04dW I TyN_S S0 = JLLET DadWITYNE_ 0L 01
ZFEZ_D4dW I TYN_EL EL 175822 D4dW I wWNE_ 8 80
ESZZ Dddw U TYNY 9 90 FBOPE D 44w YNY 02 0
[=n]
wm © g
52 ©
= =+ =
2
L]
W o~
0og 0OrF O 08 o 0
unooy unooy
< . m
™ cm
- p -
2 5.2
LL N

Supplemental Fig. 3 Heatmap and dendrogram illustrating prefrontal cortex genes in different group comparisons: to be continued below
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Supplemental Fig. 3 Heatmap and dendrogram illustrating prefrontal cortex genes in different group comparisons: to be continued below
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Supplemental Fig. 3 Heatmap and dendrogram illustrating prefrontal cortex genes in different group comparisons. Top significant genes (ensemble IDs;
statistics: Wald test) with absolute Fold changes (FC) > 1.5 were plotted against RNA-seq based gene expression data (normalized (rld transformation) counts) from
Zdhhc7 mice (N=40) from eight groups (1. C-WT-m, N=4; 2. CS-WT-m, N=4; 3. C-KO-m, N=4; 4. CS-KO-m, N=4; 5. C-WT-f, N=6; 6. CS-WT-f, N=6; 7. C-KO-f, N=6;
8. CS-KO-f N=6); for individual sample allocation to groups see GEO data deposition (GSE281404). Individual group comparisons were displayed in different parts
of Fig.. A)KO_f CS P vs. KO f K P,BYKO f CS P vs. WT f CS P,C)KO f K P vs. WT f K P,D)KO m CS P_vs. KO m K P, E)

KO m CS P vs. WT_ mCS P,F)KO.m K P vs. WT_ m KP,GYWT fCS P vs. WT f K PHHWT m_CS P _vs. WT_m _K P.
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Suppl. Color Key
Fig. 4B and Histogram
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Supplemental Fig. 4 Heatmap and dendrogram illustrating hippocampal (Fig. A) and prefrontal cortex (Fig. B) gene counts sample by sample. RNA-
seq based gene expression data (normalized (rld transformation) counts) from Zdhhc7 mice (N=40) from eight groups (1. C-WT-m, N=4; 2. CS-WT-m, N=4; 3.
C-KO-m, N=4; 4. CS-KO-m, N=4; 5. C-WT-f, N=6; 6. CS-WT-f, N=6; 7. C-KO-f, N=6; 8. CS-KO-f N=6) were plotted against each other; for individual sample
allocation to groups see GEO data deposition (GSE281404).
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Supplemental Fig. 5 Volcanoplots illustrating hippocampal genes in different group comparisons: to be continued below
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Supplemental Fig. 5 Volcanoplots illustrating hippocampal genes in different group comparisons. Differentially expressed genes via DESeg2 with top
significant candidates highlighted in red (statistics: Wald test, alpha-level of significance (uncorrected for multiple testing): 0.05) are plotted against log, fold
change. Data were based on RNA-seq gene expression data (normalized (rld transformation) counts) from Zdhhc7 mice (N=40) from eight groups (1. C-WT-
m, N=4; 2. CS-WT-m, N=4; 3. C-KO-m, N=4; 4. CS-KO-m, N=4; 5. C-WT-f, N=6; 6. CS-WT-f, N=6; 7. C-KO-f, N=6; 8. CS-KO-f N=6); for individual sample
allocation to groups see GEO data deposition (GSE281404). Individual group comparisons were displayed in different parts of Fig.: A)

KO f CS_H_vs. KO f K H,B)KO_ f CS_H vs. WT_f CS_H, C)KO_f K H_vs. WT_f K_H, D) KO_m_CS_H_vs. WT_m_CS_H, E)

KO _m_CS_H vs. KOm K H,F)KO_m K H vs. WT_m_K_H,G)WT_f CS H_vs. WT_f K H,H)WT_m_CS_H_vs. WT_m_K_H.
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Supplemental Fig. 6 Volcanoplots illustrating prefrontal cortex genes in different group comparisons: to be continued below
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Supplemental Fig. 6 Volcanoplots illustrating prefrontal cortex genes in different group comparisons. Differentially expressed genes via DESeq2 with
top significant candidates highlighted in red (statistics: Wald test, alpha-level of significance (uncorrected for multiple testing): 0.05) are plotted against log, fold
change. Data were based on RNA-seq gene expression data (normalized (rld transformation) counts) from Zdhhc7 mice (N=40) from eight groups (1. C-WT-
m, N=4; 2. CS-WT-m, N=4; 3. C-KO-m, N=4; 4. CS-KO-m, N=4; 5. C-WT-f, N=6; 6. CS-WT-f, N=6; 7. C-KO-f, N=6; 8. CS-KO-f N=6); for individual sample
allocation to groups see GEO data deposition (GSE281404). Individual group comparisons were displayed in different parts of Fig.: A)

KO f CS_P vs._ KO f K P,B)KO f CS_ P vs. WT_f CS P,C)KO_f K P_vs. WT_f K P,D)KO_m_CS_P_vs._ KO_m_K_P, E)

KO _m_CS_P vs. WT_m_CS_P,F)KO_m_K_P_vs. WT_m_K P,G)WT f CS P vs. WT_f K P,H)WT_m_CS_P_vs. WT_m_K_P.



