Supplementary Figure Legends
[bookmark: _Hlk179119677]Sup. Fig. 1 The impact of bedding exchange treatment on genera commonly found in depression and cell clusters UMAP of hypothalamus. A) After bedding exchange treatment, changes of common bacterial genera related to depression. B) Spearman correlation between the common bacterial genera and depressive-like behaviors. Red rectangle indicates positive associations between these microbial species and behavior indices, gray rectangle indicates negative associations (n=8 per group). The statistical significance was denoted on the rectangle (*p < 0.05, **p < 0.01). C) UMAP graph showed 166,867 nuclei divided into 33 unbiased initially identified clusters in hypothalamus. 
Sup. Fig. 2 Depressive-like behavioral and cell-type-specific WGCNA modules. A) WGCNA modules of interneuron and depressive-like behavioral. B) WGCNA modules of astrocyte and depressive-like behavioral. C) WGCNA modules of microglia and depressive-like behavioral. D) WGCNA modules of oligodendrocyte and depressive-like behavioral. E) WGCNA modules of oligodendrocyte precursors and depressive-like behavioral. The color (blue to red) indicates the coefficient between the expression of gene modules and depressive-like behaviors (*p < 0.05, **p < 0.01, ***P < 0.001, Pearson correlation, two-sided). WGCNA, weighted gene co-expression network analysis.
Sup. Fig. 3 After bedding exchange treatment, the abundance of reversed genus and 4 special KOs. The statistical significance was denoted on the rectangle (*p < 0.05). KO, KEGG Orthology.
