Supplementary Table 1: Patients, donor and transplant characteristics for intermediate risk AML in CR1
	
	Haplo TBF
	MUD  FB
	p-value

	
	N (%)
	N (%)
	

	Total Patients
	234
	1124
	

	Age median (range)
	56 (18-73)
	58 (18-76)
	0.006

	Patient Male
	143 (61)
	609 (54)
	NS

	Patient CMV negative [missing]
	48 (21) [0]
	411 (37) [6]
	 < 0.0001 

	de novo AML
	206 (88)
	951 (85)
	NS

	Secondary AML
	28 (12)
	173 (15)
	NS

	Donor age median (range)
	37(14-72)
	30 (16-68) 
	 < 0.0001

	Donor male
	139 (59)
	791 (70)
	0.001

	Donor CMV negative [missing]
	73 (31) [2]
	657 (59) [5]
	 < 0.0001 

	Year of Transplant median (range)
	2017 (2011-2018) 
	2016 (2010-2018) 
	 < 0.0001

	Months Diagnosis-Transplant median (range)
	5 (2-17) 
	5 (2-18) 
	NS

	Conditioning: MAC/RIC
	122 (52) / 112 (48)
	397 (35) / 727 (65)
	 < 0.0001 

	Stem cell source: BM / PB
	124 (53) / 110 (47)
	73 (6) /1051 (94)
	 < 0.0001 

	No Female->Male
	178 (76)
	983 (87)
	 < 0.0001 

	Female->Male
	56 (24)
	141 (13)
	

	Karnofsky [missing]
	[17]
	[92]
	

	<80
	13 (6)
	36 (3)
	NS

	>=80
	204 (94)
	996 (97)
	

	<90
	48 (22)
	317 (31)
	0.01

	>=90
	169 (78)
	715 (69)
	

	Follow-up months’ median (range)
	18 (7-31)
	24 (12-43)
	0.001




























Supplementary Table 2: Patients, donor and transplant characteristics for high risk AML in CR1

	
	Haplo TBF
	MUD  FB
	p-value

	
	N (%)
	N (%)
	

	Total Patients
	79
	280
	

	Age median (range)
	52 (22-72) 
	60 (18-75) 
	<0.001

	Patient Male
	41 (52)
	151 (54)
	NS

	Patient CMV negative [missing]
	21 (27) [0]
	104 (37) [1]
	NS

	de novo AML
	68 (86)
	233 (83)
	NS

	Secondary AML
	11 (14)
	47 (17)
	

	Donor age median (range)
	36 (16-62)
	29 (19-56) 
	 < 0.0001

	Donor male
	49 (62)
	204 (73)
	NS

	Donor CMV negative [missing]
	25 (32) [1]
	159 (58) [4]
	 < 0.0001 

	Year of Transplant median (range)
	2017 (2011-2018) 
	2016 (2010-2018)  
	 < 0.0001

	Months Diagnosis-Transplant median (range)
	4.9 (3-12) 
	5 (1-16) 
	NS

	Conditioning: MAC/RIC
	38 (48) / 41 (52)
	106 (38) / 174 (62)
	NS

	Stem cell source: BM / PB
	30 (38) / 49 (62)
	19 (7) / 261 (93)
	 < 0.0001 

	No Female->Male
	69 (87)
	246 (88)
	NS

	Female->Male
	10 (13)
	34 (12)
	

	Karnofsky [missing]
	[5]
	[21]
	

	<80
	1 (1)
	12 (5)
	NS

	>=80
	73 (99)
	247 (95)
	

	<90
	18 (24)
	83 (32)
	NS 

	>=90
	56 (76)
	176 (68)
	

	Follow-up months’ median (range)
	18 (4-31)
	24 (13-42)
	0.001

























Supplementary Table 3: Patients, donor and transplant characteristics for AML in CR2

	CR2 Patients donor and Transplant characteristics
	Haplo TBF
	MUD  FB
	p-value

	
	N (%)
	N (%)
	

	Total Patients
	165
	440
	

	Age median (range)
	52 (18-73) 
	57 (20-76)
	 < 0.001

	Patient Male
	88 (53)
	229 (52)
	NS

	Patient CMV negative [missing]
	32 (20) [2]
	132 (30) [7]
	0.0082

	de novo AML
	157 (95)
	398 (90)
	0.06

	Secondary AML
	8 (5)
	42 (10)
	

	Donor age median (range)
	35 (14-70) 
	30 (18-61)
	 < 0.0001

	Donor male
	95 (58)
	300 (68)
	0.01

	Donor CMV negative [missing]
	61 (38) [5]
	259 (60) [7]
	 < 0.0001 

	Year of Transplant median (range)
	2016 (2011-2018) 
	2014 (2010-2018) 
	 < 0.0001

	Months Diagnosis-Transplant median (range)
	18 (3-170) 
	18 (2-223) 
	NS

	Conditioning: MAC/RIC
	94 (57) / 71 (43)
	181 (41) / 259 (59)
	< 0.0001

	Stem cell source: BM / PB
	92 (56) / 73 (44)
	23 (5) / 417 (95)
	 < 0.0001 

	No Female->Male
	131 (79)
	383 (87)
	0.02

	Female->Male
	34 (21)
	57 (13)
	

	Karnofsky [missing]
	[11]
	[33]
	

	<80
	8 (5)
	35 (9)
	NS

	>=80
	146 (95)
	372 (91)
	

	<90
	32 (21)
	138 (34)
	0.003

	>=90
	122 (79)
	269 (66)
	

	Follow-up months’ median (range)
	25 (14-42)
	23 (12-49)
	NS
























Supplementary Table 4: Patients, donor and transplant characteristics for AML in active disease

	Active disease Patients donor and Transplant characteristics
	Haplo TBF
	MUD  FB
	p-value

	
	N (%)
	N (%)
	

	Total Patients
	230
	239
	

	Age median (range)
	57 (18-74) 
	61 (19-78) 
	 < 0.0001

	Patient Male
	133 (58)
	126 (53)
	NS

	Patient CMV negative [missing]
	44 (19) [3]
	78 (33) [4]
	 < 0.001 

	de novo AML
	179 (78)
	160 (67)
	0.009

	Secondary AML
	51 (22)
	79 (33)
	

	Donor age median (range)
	37 (17-72) 
	30 (19-75) 
	 < 0.0001

	Donor male
	133 (58)
	180 (75)
	 < 0.0001 

	Donor CMV negative [missing]
	89 (40) [5]
	128 (54) [3]
	0.002

	Year of Transplant median (range)
	2016 (2010-2018)  
	2014 (2010-2018) 
	 < 0.0001

	Months Diagnosis-Transplant median (range)
	7 (1-309) 
	6 (1-475)
	NS

	Conditioning: MAC/RIC
	133 (58) / 97 (42)
	84 (35) / 155 (65)
	 < 0.0001 

	Stem cell source: BM / PB
	142 (62) /  88 (38)
	9 (4) / 230 (96)
	 < 0.0001 

	No Female->Male
	174 (76)
	219 (92)
	 < 0.0001 

	Female->Male
	56 (24)
	20 (8)
	

	Karnofsky [missing]
	[13]
	[12]
	

	<80
	41 (19)
	42 (19)
	NS

	>=80
	176 (81)
	185 (82)
	

	<90
	93 (43)
	90 (40)
	NS

	>=90
	124 (57)
	137 (60)
	

	Follow-up months’ median (range)
	25 (13-50)
	31 (13-71)
	0.04

























Supplementary table 5 Multivariate analysis for patients with active disease
	
	RELAPSE
	NRM
	LFS
	OS
	GRFS
	acute GVHD II-IV
	chronic GVHD

	
	HR (95% CI)
P
	HR (95% CI)
P`
	HR (95% CI)
P
	HR (95% CI)
P
	HR (95% CI)
P
	HR (95% CI)
P
	HR (95% CI)
P

	
	
	
	
	
	
	
	

	Haplo TBF vs UD BF
	0.8 (0.5-1.28)
0.36
	1.38 (0.76-2.52)
0.29
	0.98 (0.68-1.42)
0.93
	1.17 (0.8-1.71)
0.41
	1.2 (0.85-1.68)
0.30
	1.2 (0.64-2.24)
0.57
	1.13 (0.53-2.39)
0.75

	Relapse vs Primary Refractory
	1.15 (0.84-1.57)
0.39
	1.03 (0.69-1.54)
0.89
	1.09 (0.86-1.39)
0.48
	1 (0.77-1.28)
0.97
	1.03 (0.82-1.31)
0.78
	0.63 (0.4-0.97)
0.04
	1 (0.6-1.66)
0.99

	Age (per 10y)
	0.95 (0.83-1.08)
0.44
	1.41 (1.13-1.77)
0.002
	1.07 (0.96-1.19)
0.25
	1.12 (0.99-1.25)
0.07
	1.09 (0.98-1.21)
0.11
	0.87 (0.72-1.05)
0.15
	1.19 (0.94-1.49)
0.14

	Female vs male Recipient
	1.15 (0.85-1.55)
0.38
	0.95 (0.64-1.43)
0.82
	1.07 (0.85-1.36)
0.56
	1 (0.78-1.29)
0.97
	1 (0.79-1.25)
0.97
	1.02 (0.66-1.56)
0.94
	0.89 (0.54-1.47)
0.66

	Patient CMV positive
	1.04 (0.72-1.5)
0.83
	1.38 (0.81-2.37)
0.24
	1.16 (0.86-1.57)
0.32
	1.11 (0.81-1.51)
0.53
	1.16 (0.88-1.55)
0.30
	1 (0.61-1.64)
0.99
	1.51 (0.81-2.84)
0.20

	Year of Transplant
	1.01 (0.94-1.08)
0.88
	1.05 (0.96-1.16)
0.30
	1.02 (0.97-1.08)
0.45
	1.04 (0.98-1.11)
0.20
	1.01 (0.96-1.07)
0.62
	0.96 (0.87-1.06)
0.40
	0.94 (0.84-1.05)
0.29

	PB vs BM
	1.09 (0.68-1.74)
0.71
	1.04 (0.59-1.85)
0.89
	1.03 (0.72-1.47)
0.87
	1.09 (0.76-1.57)
0.64
	1.28 (0.91-1.78)
0.15
	1.49 (0.78-2.85)
0.23
	1.47 (0.72-3.03)
0.29

	KPS>=90
	0.69 (0.5-0.94)
0.02
	0.4 (0.27-0.6)
<10-5
	0.57 (0.45-0.73)
<10-5
	0.52 (0.41-0.67)
<10-5
	0.61 (0.48-0.77)
<10-4
	0.87 (0.55-1.37)
0.54
	1.14 (0.67-1.94)
0.63

	RIC vs MAC
	0.83 (0.59-1.18)
0.30
	0.88 (0.55-1.39)
0.57
	0.89 (0.68-1.16)
0.40
	0.98 (0.74-1.3)
0.89
	0.94 (0.73-1.21)
0.63
	0.96 (0.58-1.57)
0.86
	0.78 (0.43-1.4)
0.40

	Secondary AML vs de novo
	0.86 (0.6-1.24)
0.43
	0.91 (0.57-1.43)
0.67
	0.9 (0.68-1.19)
0.45
	0.85 (0.63-1.14)
0.28
	0.91 (0.69-1.18)
0.47
	0.89 (0.54-1.46)
0.65
	0.92 (0.52-1.64)
0.78

	Donor female vs donor male
	1.15 (0.83-1.6)
0.40
	1.31 (0.86-2)
0.21
	1.22 (0.94-1.58)
0.13
	1.21 (0.93-1.58)
0.16
	1.27 (0.99-1.63)
0.06
	1.32 (0.83-2.11)
0.24
	1.51 (0.88-2.6)
0.14

	 Donor CMV positive
	1.01 (0.74-1.39)
0.94
	0.76 (0.5-1.16)
0.21
	0.91 (0.7-1.16)
0.44
	1.01 (0.77-1.31)
0.96
	0.9 (0.71-1.15)
0.41
	0.91 (0.58-1.42)
0.67
	0.83 (0.49-1.39)
0.48

	Centre (frailty)
	0.20
	0.93
	0.32
	0.90
	0.90
	0.07
	0.28


Abbreviations: CR1: first complete remission; RI: relapse incidence; NRM: non rtelapse mortality; LFS: leukemia free survival; OS: overall survival; GRFS: GVHD free Relapse free survival; aGVHD II-IV: acute graft versus host disease grade II to IV; cGVHD: chronic graft versus host disease; PB: peripheral blood stem cells; BM: bone marrow; KPS: Karnofsky performance status; RIC: reduced intensity conditioning; MAC: myeloablative conditioning
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