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Supplementary Figure S1. 
Survival analysis of C57/BL6 mice bearing ID8-GFP peritoneal tumor treated with anti-VEGF antibody or Rat IgG control(n=6). **P<0.005.
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Supplementary Figure S2. 
(A) Quantitative PCR analysis of HM-1 cells cultured under normoxic condition(20%O2) or hypoxic condition(2%O2). Data are represented as mean ± SE (n=5)　*p<0.05 **p<0.005.
 (B) Quantitative PCR analysis of HM-1 cells cultured in the medium supplemented with or without Cocl2 solution. Data are represented as mean ± SE (n=5)　**p<0.005.
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Supplementary Figure S3.
Flow cytometric analysis of in-vitro induced myeloid cell populations. Total myeloid cells were gated for CD45+. CD11b+F4/80+ cells indicate Macrophages. CD11b+ CD11c+ cells indicate Dendritic cells. CD11b+ Gr-1+ populations indicate MDSCs.
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Supplementary Figure S4.
Flow cytometric analysis of HM-1 tumors treated with alone or combination of anti-VEGF antibody and anti-GM-CSF antibody. Data are represented as mean ± SE (n=6). *p<0.05 **p<0.005. Data are represented as mean ± SE (n=6)
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Supplementary Figure S5.
(A)The growth curve of HM-1 subcutaneous tumors under different treatments as indicated: control (Rat IgG), aVEGF(5mg/kg), CXCR2a (2mg/kg), combination of anti-VEGF antibody and CXCR2 antagonist. Data are represented as mean ± SE (n=6)
 (B) Growth curves of HM-1 tumors in CD-1 Nude mice under different treatments as indicated: control (Rat IgG), anti-VEGF, anti-VEGF+anti-GM-CSF. Data are represented as mean ± SEM (n=6). 
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Supplementary Figure S6.
(A) Correlation analysis of gene expression values of CD33 and CSF2 receptors in ovarian cancer tissues in TCGA dataset. 
(B) Analysis of gene expression microarray of glioma xenografts treated with or without
Bevacizumab deposited at GSE37956. Data are represented as mean ± SE (n=3)




Supplementary Table S1.
The list of pathway scores of HM-1 tumors treated with anti-VEGF antibody or Rat IgG control. 
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Supplementary Table S2. 
[image: ]Protein expression profiles of HM-1 tumor lysates treated with anti-VEGF antibody or Rat IgG control.
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Pathway lists control_1control_2control_3control_4aVEGF_1aVEGF_2aVEGF_3aVEGF_4p.value

MIPS_EMERIN_COMPLEX_52 4764.12 4270.75 4504.82 4498.73 3399.16 3400.25 3619.23 3596.15 0.000728

REACTOME_PASSIVE_TRANSPORT_BY_

AQUAPORINS

1343.39 1097.32 1204.54 1196.57 532.13 660.40 337.73 387.21 0.00079

BIOCARTA_GABA_PATHWAY -3295.23 -3008.03 -3107.12 -2888.03 -2444.15 -2115.57 -2115.98 -2288.85 0.000839

BIOCARTA_TNFR1_PATHWAY 2171.43 2563.83 2206.97 2587.37 3069.73 3309.86 3275.00 3264.10 0.00088

BIOCARTA_AGPCR_PATHWAY 1801.95 2037.85 1978.07 2236.86 2644.83 2877.87 3009.77 2772.30 0.000901

KEGG_ARACHIDONIC_ACID_METABOLI 923.81 1020.93 1103.30 1007.92 628.28 571.29 422.49 521.35 0.000921

KEGG_MATURITY_ONSET_DIABETES_O

F_THE_YOUNG

-114.46 315.65 918.32 372.88 -716.90 -1001.88 -1023.45 -1037.30 0.000942

REACTOME_SIGNALING_BY_ROBO_REC 3326.11 3455.73 3428.30 3448.78 3826.59 3753.70 3738.90 3772.76 0.000963

KEGG_LINOLEIC_ACID_METABOLISM 1510.96 1033.09 613.06 1314.26 113.99 -766.82 -1016.38 -670.30 0.001004

KEGG_LIMONENE_AND_PINENE_DEGR 2598.52 2457.33 2288.21 2513.64 2904.62 3236.79 3268.29 3242.19 0.001025

BIOCARTA_ATRBRCA_PATHWAY 816.72 1278.61 1174.97 1238.25 1772.23 2573.48 2458.62 2517.54 0.001046

PID_ARF6_TRAFFICKINGPATHWAY 2907.63 2967.91 2941.28 3126.46 3362.17 3417.54 3473.46 3400.29 0.001066

BIOCARTA_IL10_PATHWAY -393.44 -160.72 -213.10 3.47 439.43 635.49 1088.80 945.43 0.001087

REACTOME_AMINE_LIGAND_BINDING_

RECEPTORS

-1522.43 -1792.77 -1508.71 -1646.12 -2154.56 -2134.85 -2182.10 -2024.48 0.001135

KEGG_MISMATCH_REPAIR 2142.59 2882.99 2294.53 2683.18 3452.85 3516.30 3413.83 3418.84 0.001177

PID_BARD1PATHWAY 473.05 1310.85 993.66 1525.97 2079.42 2497.65 2396.67 2472.93 0.001197

REACTOME_INNATE_IMMUNE_SYSTEM 2077.92 2148.86 2025.58 2085.41 2347.89 2475.67 2513.78 2547.40 0.001239

PID_TOLL_ENDOGENOUS_PATHWAY 972.60 1404.29 781.23 1173.20 1759.49 2488.21 2566.75 2791.24 0.001259

KEGG_TYROSINE_METABOLISM 1499.62 1192.59 1300.85 1442.71 1855.65 1928.72 2116.65 1834.58 0.00128

PID_SYNDECAN_3_PATHWAY 682.97 751.74 842.63 849.42 1115.74 1463.55 1504.38 1358.90 0.001322

BIOCARTA_SHH_PATHWAY 3358.50 3413.60 3326.98 3491.45 3730.77 3740.30 3723.09 3675.41 0.001363

REACTOME_DOUBLE_STRAND_BREAK_ 1422.50 2060.69 1487.43 2165.02 2684.50 2811.64 2743.52 2863.45 0.001384

REACTOME_TRANSPORT_OF_ORGANIC -471.84 -1303.38 -1289.77 -955.84 -1981.82 -2076.06 -1894.23 -2107.92 0.001432

REACTOME_CLASS_B_2_SECRETIN_FA

MILY_RECEPTORS

1212.42 1028.32 883.36 854.03 558.22 470.54 452.04 441.61 0.001473

PID_ATR_PATHWAY 2465.34 2834.06 2302.77 2652.76 3106.65 3279.75 3231.08 3310.50 0.001494

MIPS_AP3_BLOC1_COMPLEX 2705.79 2766.71 2414.19 3041.04 3362.83 3428.71 3473.77 3431.47 0.001536

PID_RANBP2PATHWAY 4275.42 4393.43 4365.43 4133.40 3947.39 3705.36 3673.36 3824.37 0.001556

REACTOME_FGFR4_LIGAND_BINDING_

AND_ACTIVATION

1619.77 1573.85 514.73 571.20 -334.61 -189.31 -504.54 -477.17 0.001577

MIPS_BASC_COMPLEX 1058.18 2048.44 986.74 2001.11 2737.39 3025.20 2860.43 2886.75 0.001618

PID_CDC42_PATHWAY 3750.15 3763.16 3776.38 3755.58 3935.47 4001.67 4022.14 3975.46 0.001639

BIOCARTA_NFKB_PATHWAY 2811.16 3468.89 2561.89 3318.19 3856.39 4154.67 4100.14 4178.20 0.001736

BIOCARTA_TOLL_PATHWAY 2754.55 2841.39 2306.48 2507.12 3059.86 3558.96 3544.59 3518.38 0.001756

PID_ARF6_PATHWAY 1116.00 769.52 1104.54 904.96 1532.59 1444.35 1576.63 1386.58 0.001805

KEGG_GLYCOSPHINGOLIPID_BIOSYNT

HESIS_GLOBO_SERIES

1302.67 1605.68 669.07 1788.18 2212.50 2817.46 2662.61 2592.49 0.001825

KEGG_TOLL_LIKE_RECEPTOR_SIGNALI

NG_PATHWAY

1410.48 1599.19 1862.78 1710.16 2030.86 2376.82 2427.38 2389.26 0.001846

PID_VEGFR1_PATHWAY 3441.31 3583.26 3705.47 3652.42 3915.70 4016.93 4020.97 3960.22 0.001867
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control aVEGF ratio(aVEGF/control)

CXCL13 225.77 177.31 0.79

C5a 1197.91 1949.72 1.63

G-CSF 181.08 190.34 1.05

GM-CSF 286.65 726.50 2.53

CCL1 189.60 203.67 1.07

CCL11 127.56 161.51 1.27

CD54 463.68 654.08 1.41

IFN-g 258.49 275.15 1.06

IL1α 301.37 389.00 1.29

IL1β 396.23 435.74 1.10

IL1-Ra 8432.55 9431.18 1.12

IL2 176.52 196.08 1.11

IL3 192.63 156.43 0.81

IL4 266.10 254.50 0.96

IL5 112.31 140.61 1.25

IL6 133.97 167.19 1.25

IL7 266.75 362.72 1.36

IL10 168.07 204.87 1.22

IL13 179.05 217.79 1.22

IL12-p70 113.52 172.95 1.52

IL16 334.09 482.88 1.45

IL17 188.32 230.46 1.22

IL23 359.38 424.39 1.18

IL27 164.87 176.10 1.07

CXCL10 265.54 396.94 1.49

CXCL11 218.93 197.88 0.90

CXCL1 190.97 259.48 1.36

M-CSF 378.37 652.53 1.72

CCL2 2418.94 4933.45 2.04

CCL12 474.52 653.17 1.38

CXCL9 283.51 506.25 1.79

CCL3 281.69 620.69 2.20

CCL4 136.98 173.79 1.27

CXCL2 475.98 1432.36 3.01

CCL5 165.53 205.58 1.24

CXCL12 262.95 242.42 0.92

CCL17 159.72 136.10 0.85

TIMP-1 1434.77 1310.15 0.91

TNF-α 298.30 298.02 1.00

TREM-1 363.10 527.25 1.45
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