ARCAP_M

gene
IFI27

KRT20

TNFRSF14
FLI39653

CARD10
KCNMB4
KIAA1211
TNFSF10
SAMD9
FYN
UBE2L6
APOL6
NAGPA
GAS6

locus sample_1
chr14:94577( shneg
chr11:20164( shneg
chr17:390321 shneg
chr22:36536: shneg
chr1:158979¢ shneg
chr20:56223¢ shneg
chr1:156669: shneg
chr13:78271¢ shneg
chr9:133320( shneg
chr1:153516( shneg
chr1:111729¢ shneg
chr19:48988° shneg
chr1:894723¢ shneg
chr17:80278¢ shneg
chr19:49977¢ shneg
chr1:1847601 shneg
chr2:549521¢ shneg
chr1:934341- shneg
chr3:498426: shneg
chr12:656117 shneg
chr14:21152: shneg
chr18:97082: shneg
chr22:366491 shneg
chr10:10535: shneg
chr16:20695: shneg
chr12:718751 shneg
chr1:2487207 shneg
chr4:162282¢ shneg
chrX:135228¢ shneg
chr22:39214¢ shneg
chrX:375451: shneg
chr4:175411: shneg
chr4:106816¢ shneg
chr17:74561¢ shneg
chr11:75133¢ shneg
chr12:11334¢ shneg
chr17:607047 shneg
chr2:190425: shneg
chr13:20712: shneg
chr19:17905¢ shneg
chr4:169137¢ shneg
chr6:263653¢ shneg
chr3:854351( shneg
chr22:37886: shneg
chr12:70760( shneg
chr4:570363¢ shneg
chr3:172223: shneg
chr7:927288: shneg
chr6:111981¢ shneg
chr11:573191 shneg
chr22:36044¢ shneg
chr16:50748¢ shneg
chr13:11452: shneg

sample_2
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
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shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
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shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
shCHD1
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shCHD1
shCHD1
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shCHD1
shCHD1
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status
oK
oK
oK
OK
OK
oK
oK
oK
oK
OK
OK
oK
oK
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oK
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OK
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value_1
120,055
3917
6,51106
0,988266
0,826723
49,337
132,954
0,91839
1416,89
3212,65
1,09222
0,878442
3,2245
22,7208
4,31578
4,13441
0,905352
9,20437
1,86675
10,0709
8,93406
1,36023
6,92312
1,54173
22,5068
3,08879
24,6876
1,91828
265,727
22,7503
2,2147
225,068
114,309
3,89257
3,6394
76,6079
29,6336
1,06242
3,7792
1,67561
63125
6,39248
11,6768
13,45
1,39937
5,81063
6,10309
2,07533
1,16359
68,9381
4,77562
5,45885
58,2301

value_2
19,46
6,49447
1,45311
0,271575
023382
14,2023
44,7795
0,352615
586,617
1352,19
0,469823
0,394582
1,48662
10,6579
2,02579
1,95103
0,430381
4,43999
0,896102
4,99996
4,53211
0,704383
3,59549
0,821919
12,2868
1,7018
13,8742
1,08316
152,108
13,3411
1,30583
133,644
68,7373
2,34454
2,23498
48,5128
18,8491
0,686092
2,48731
1,10311
4,16465
4,21991
7,78416
8,98175
093733
3,8935
4,10199
1,39971
0,786967
46,8936
3,29304
3,79445
40,9149

log2(fold_cha test_stat

-2,62511
-2,59247

-0,50914

12,3472
-12,9506
-6,70073
-2,49183
-2,90603
-9,84587

2,71721

p_value

5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
0,0001
5,00E-05
5,00E-05
0,00115
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
0,0001
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
0,0001
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
0,0001
5,00E-05
5,00E-05
0,00415
5,00E-05
0,00295
5,00E-05
5,00E-05
5,00E-05
5,00E-05
0,0005
5,00E-05
5,00E-05
5,00E-05
0,00645
5,00E-05
5,00E-05
0,0001
5,00E-05

q_value
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,00078473
0,0004193
0,0004193
0,00656221
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,00078473
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,00078473
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,0004193
0,00078473
0,0004193
0,0004193
0,0191853
0,0004193
0,0144329
0,0004193
0,0004193
0,0004193
0,0004193
0,00321686
0,0004193
0,0004193
0,0004193
0,0276097
0,0004193
0,0004193
0,00078473
0,0004193

significant ~ PC-3

value_1
66,4985
2,20531
10,0302
11,1335
35,2272
1,14319
57,598
11,4386
20,6981
377,797
2,82679
0,857073
18,7682
21,4401
1,91351
3,25023
4,22228
18,0082
5,20478
3,26329
56,4083
5,11658
4,08238
4,8065
6,02829
2,13337
5,5427
221572
19,105
2,23421
11,4057
33,5362
13,0651
8,55943
7,57512
28,1823
2,84216
1,58098
1,56745
15,5281
6,48649
82177
2,52592
10,7522
6,651
6,9456
2,01415
6,83899
575212
79,6735
11,6575
9,14025
4,57102

value_2

22,7318
1,21959
3,98458
3,95788
22,5265
0,622919
35,1687
561471
14,5521
203,229
1,6044
0,595887
11,342
12,2113
1,01378
1,67978
2,68154
11,5216
234421
1,66893
39,0636
3,40492
1,11669
3,3197
1,56357
0,692733
2,87072
1,47488
9,77813
1,29748
7,21173
16,5993
7,44131
4,8892
5,01829
16,9771
1,5985
0,877393
1,00821
9,72135
2,78485
4,70379
0,990512
7,59665
2,06264
2,96439
0,884046
4,6529
3,81265
34,7975
6,43603
6,39933
3,01404

log2(fold_cha p_value

-1,54861
-0,912297
-1,33186
-1,49211
-0,645063
-0,875948
-0,711725
-1,02663
-0,508268
-0,894504
-0,817135
-0,524379
-0,726624
-0,812095
-0,916479
-0,95227
-0,654963
-0,644313
-1,15073
-0,9674
-0,530083
-0,587556
-1,87019
-0,560699
-1,94691
-1,62276
-0,949177
-0,587175
-0,966323
-0,784055
-0,661337

-0,600819

5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
0,00575
5,00E-05
5,00E-05

0,0055
5,00E-05
5,00E-05
5,00E-05
5,00E-05
0,00035
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
0,00065
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05

0,0001
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05
5,00E-05

q_value
0,00089885

0,00089885
0,0443088
0,00089885
0,00089885
0,0428566
0,00089885

0,00166847
0,00089885

0,00089885
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