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Uncropped blots related to Figure 2C
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Uncropped blots related to Figure 2D
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Uncropped blots related to Figure 2E-F
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Uncropped blots related to Figure 2G-I
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Uncropped blots related to Figure 3B
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Uncropped blots related to Figure 3D
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Uncropped blots related to Figure 3H
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Uncropped blots related to Figure 4E
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Uncropped blots related to Figure S5K-L
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Uncropped blots related to Figure 6C
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Uncropped blots related to Supplemental Figure 2A
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Uncropped blots related to Supplemental Figure 2B
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Uncropped blots related to Supplemental Figure 3B
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Uncropped blots related to Supplemental Figure 3D
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Uncropped blots related to Supplemental Figure 3H
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Uncropped blots related to Supplemental Figure 4B
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Uncropped blots related to Supplemental Figure 4E

E-cadherin

a~catenin

y-catenin

N-cadherin

Vimentin

Fibronectin

IL8

PTH1R

MMP3

VEGFA

RUNX2

MTA1

CuL4B

B-actin

SUM159
—————— — 125 kDa
— e - == == — 100 kDa
—_e == == —82kDa
_— — == == — 130 kDa

— e e - — 54 kDa
- - = e= — 200 kDa

B Ao ™ s — 11 kDa

== - e=w= _ 66 kDa
— o v = — 54 kDa
— e ——— — 22 kDa
TRER s Eee- — 55kDa
-sx--.'v’- — 90 kDa
o - e e o« — 100 kDa
— e —— = — 43 kDa
LA
é\é\o % é\é\o
Vector RUNX2



