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Homer de novo Motif Results
(motif/20211105_h33_gwVsWt_noRep7_pnasParam_ql0RmdupBiop_pj001_f0_up_osteo202103_zbthb40InDb/)

Known Motif Enrichment Results
Gene Ontology Enrichment Results
If Homer is having trouble matching a motif to a known motif, try copy/pasting the matrix file into STAMP
More information on motif finding results: HOMER | Description of Results | Tips
Total target sequences = 9064

Total background sequences = 41240
* - possible false positive

qlORmdu...

file:///vol001/Erik/01_prj/london/osteo202103_chipseq/diffreps...

Rank|Motif P-value[log P-pvalue|% of Targets|% of Background[STD(Bg STD)  |Best Match/Details [Motif File
1 A le-17 [-3.920e+01 [5.90% 4.02% 133.8bp (102.2bp) [T~ OZIP) ThioMac-PU.1-ChIP-Seq(GSE21512)/Homer(0.973) motif file (matrix)
SE More Information | Similar Motifs Found
= 1 &
Pit1+1bp(Homeobox)/GCrat-Pit1-ChIP-Seq(GSE: H 7
> A le-15 |3.561e+01 [0.70% 0.20% 106.3bp (96.0bp) || 1+ 1bp(Homeobox)/GCrat-Pit1-ChIP-Seq(GSES8009)Homer(0.759) motif fille (matrix)
More Information | Similar Motifs Found
P = = k =
3 AAC I le-15 |3.479+01 [0.17% 0.01% 132.5bp (125.2bp) [ R-halfsiteNRYLNCaP-AR-ChIP-Seq(GSE27824)/Homer(0.576) motif file (matrix)
T More Information | Similar Motifs Found
W —
5 3-ZNF528.GFP-ChIP- 3 .
L |A A A l QQITC I A le-l4 3439401 [0.12%  [0.00% 133.7bp (0.0bp) [ 2S(AD/HEK293 ZNFS28.GRP-ChIP-Seq(GSESS341)/Homer(0.699) motif file (matrix)
C!t —AX XA AT = More Information | Similar Motifs Found
ZNF652/HepG2-ZNF652.Flag-ChIP-Seq(Encode)/Homer(0.701) . -
s ‘ I I A A I C le-14 |3.291e401 [0.28% 0.04% 118.26p 99.36p) [0 o e s o motif file (matrix)
6 A le13 [3.032e401 [021%  [0.02% 96.6bp (122.8bp) [ Ur v (Runt)/Jurkat-RUNXI-ChIP-Seq(GSE29180) Homer(0.562) motif file (matrix)
More Information | Similar Motifs Found
ETS:RUNX(ETS R kat-RUNX1-ChIP- E17954)/H . o )
7 D12 [2saer0l [571%  [413% 115.96p (101.2bp)| - R UNX(ETS RundJurkat-RUNX 1-ChIP-Seq(GSEI7954)Homer(0.647) motif file (matrix)
E _'_ G - More Information | Similar Motifs Found
Mef2a(MADS)/HL1-Mef2a biotin-ChIP-Seq(GSE21529)/Homer(0.641) N
3 A ! I: I, I I le-12 |2.837e+01 [0.44% 0.11% 123.00p (89.36p) |1 S s M Found motif file (matrix)
IRF3(IRF)BMDM-Itf3-ChIP-Seq(GSE67343)/Homer(0.679) ) )
9 CCCC le 11 |-2.749e+01 |0.40% 0.09% 133.0bp (92.8bp) More Information | Similar Motifs Found motif file (matrix)
I ix2(Homeobox)/NephronProgenitor-Six2-ChIP-Seq(GSE39837)/H, .
10 * le-11 |-2.697e+01 [0.12% 0.01% 126.6bp (72.40p) |2 X2 (Homeobox)/NephronProgenitor-Six2-ChIP-Seq(GSE39837)/Homer(0.596) motif file (matrix)
A cC More Information | Similar Motifs Found
<A
11+ A le-11 |-2.568¢+01 [0.43% 0.11% 118.1bp (98.2bp) |-x2(Homeobox/HFSC-Lhx2-ChIP-Seq(GSE48068)/Homer(0.690) motif file (matrix)
< More Information | Similar Motifs Found
e 4—J/A ) 4
12+ I A I I I le-11 |-2.560e+01 [0.19% 0.02% 109.0bp (100.7bp)| MOPOAPYMEF-Chop-ChIP-Seq(GSE35681)/Homer(0.800) motif file (matrix)
C A 1 More Information | Similar Motifs Found
HINFP(Z£)/K562-HINFP.¢GFP-ChIP-Seq(Encode)/Homer(0.560) . )
13 I A‘ A A C A 1e-10 |-2.348¢+01 [0.56% 0.20% 074D O740p) [ il Motife Fo motif fille (matrix)
14+ ( :I A I CC le9  [-2.293e+01 [0.09% 0.00% 152.9bp (63.8bp) [ N 0(Homeobox)/Liver-FHnf6-ChIP-Seq(ERP000394)/Homer(0.620) motif file (matrix)
AC A More Information | Similar Motifs Found
AP-2alpha(AP2)/Hela-AP2alpha-ChIP- E31477)/H 631
15 le9 | 2237+01 [0.14%  [0.01% 135.6bp (75.1bp) alpha(AP2)/Hela-AP2alpha- ChIP-Seq(GSE31477)/Homer(0.631) motif file (matrix)
More Information | Similar Motifs Found
Egr2(Z6)/Th -Egr2-ChIP-Seq(GSE34254)/Homer(0.753
16 * le9  |2.226e+01 [0.33% 0.08% 105.3bp (92.8bp) |LEr2ED/Thymocytes-Egr2-ChIP-Seq( VHomer(0.753) motif file (matrix)
More Information | Similar Motifs Found
| T 562-  ¢GFP-ChIP- .
17+ C 19 |-2.164e401 [0.18% 0.02% 155.9bp (111.5bp)| INFP(ZD/KS62-HINFP.cGFP-ChIP-Seq(Encode)/Homer(0.588) motif file (matrix)
More Information | Similar Motifs Found
A CHR(?)/Hela-CellCycle-Expression/Homer(0.560) . -
18 A Yl I I I I&AAQ 1e-9  |2.101e+01 [0.39% 0.11% 106.56p (104.96p) 0ty Fou motif file (matrix)
19+ ( : ‘ : g; I le-8  |2.020e+01 [0.14% 0.02% 73.9bp (53.50p) [V 1 (PHLH)/HepG2-MNT-ChIP-Seq(Encode)/Homer(0.629) motif file (matrix)
— | My More Information | Similar Motifs Found
4 5  GFP-ChIP- 583 .
20 = le-8  |-1.988¢+01 [0.11% 0.01% 50.1bp (102.2bp) [P H6ZDMHEK293-ZNF416.GEP-ChIP-Seq(GSES8341)/Homer(0.392) motif file (matrix)
More Information | Similar Motifs Found
. T T A T Bell 1a(Z/HSPC-BCL11A-ChIP-Seq(GSE104676)/Homer(0.553) . )
21 s.:g AC le-8  [1950e+01 [2901%  [26.29% 122,50 (10036p)| L e ot P motif file (matrix)
22+ A le7  |-1.816e+01 [0.17% 0.03% 99.8bp (87.1bp) [ RE(HSEYStriatum-HSFIL-ChIP-Seq(GSE38000)/Homer(0.693) motif file (matrix)
More Information | Similar Motifs Found
AMYB(HTH)/Testes-AMYB-ChIP- E44588)/H .
23 * le7  |-1.790e+01 [0.13% 0.02% 148.1bp (40.7bp) (HTH)/Testes- AMYB-ChIP-Seq(GSEA4588)/Homer(0.555) motif file (matrix)
More Information | Similar Motifs Found
TEADI1(TEAD)/HepG2-TEAD1-ChIP-Seq(Encode)/Homer(0.858) N
24 C C le7  |[1.776e401 [1141%  [9.65% 12170 (99.3p) |1 ar orite Foune motif file (matrix)
_'_C/\ e A
g -ChIP- 3 555
25 * le-7  |-1.758e+01 [0.09% 0.01% 116.0bp (24 1bp) |0220ZD/HUGIN-GATAG-ChIP-Seq(GSES1936)/Homer(0.555) motif file (matrix)
7 More Information | Similar Motifs Found
Sox3(HMG)/NPC-Sox3-ChIP-Seq(GSE33059)/Homer(0.599) ) "
26 ‘ A A A ‘ I le-6  |-1517e+01 [0.11% 0.01% 107.00p (121.26p) Mt Foand Imotif file (matrix)
07 % CQI A I A le-6  |-1.467e+01 [0.08% 0.01% 127.7bp (50.0bp) [T 1AOHLH/MCFT-HIFLa-ChIP-Seq(GSE8352)/Homer(0.787) motif file (matrix)
— More Information | Similar Motifs Found
‘ : ( : I (: I A Smad4(MAD)/ESC-SMAD4-ChIP-Seq(GSE29422)/Homer(0.542) o i
28 AC le-6  |-1467¢+01 [0.08% 0.01% 72T (55.00p) [ ol Simmiter Maifs Found motif file (matrix)
ETS:RUNX(ETS Runt)/Jurkat-RUNX1-ChIP-Seq(GSE17954)/Homer(0.601
29 « A le-6  |-1.459+01 [0.33% 0.11% 105.9bp (100.1bp) (ETS Runt)/Jurkat-RUN e WHomer(0.601) Imotif file (matrix)
Y More Information | Similar Motifs Found
I ~Egr1-ChIP- 3 )
30 CQ C le-6  |-1.404e+01 [1528%  [13.52% 122.8bp (102.2bp) | & ZD/KS (fz_ Eerl _C}_‘I? Seq(GSE32465)/Homer(0.716) motif file (matrix)
ANy More Information | Similar Motifs Found
I IRF4(IRF)/GM 12878-IRF4-ChIP- E32465)/H .
31 I le-6  |-1399e+01 [0.21% 0.05% 105.0bp (104.4bp | ¥ HIRFYGMI2878-IRF4-ChIP-Seq(GSE32465)/Homer(0.576) Imotif file (matrix)
More Information | Similar Motifs Found
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motif/20211105_h33_gwVsWt_noRep7_pnasParam_ql0Rmdu... file:///vol001/Erik/01_prj/london/osteo202103_chipseq/diffreps...
32 AA ATCQQ le-5  |-1.310e401 [0.17% 0.04% 106.9bp (113.9p) | KB-P30:pS2(RHD)Monocyte-pS0-ChlP-Chip(Schreiber_et_al. /Homer(0.384) | ¢ 510 (marrix)
T w_w_w W More Information | Similar Motifs Found
e e S [More Information | Similar Motifs Found
33+ le-s |-1.295e+01 [0.10% 0.01% 248.0bp (88.4bp) [T +13(ZO/HEK293-ZNF415.GFP-ChIP-Seq(GSES8341)/Homer(0.822) motif file (matrix)
More Information | Similar Motifs Found
LRF(Zf)/Erythroblasts-ZBTB7A-ChIP- E74977)/H 691
34 + -1.255¢+01 [0.06% 0.00% 77.3bp (0.0bp) (ZD)/Erythroblasts-2 - ChIP-Seq(GS VHomer(0.691) motif file (matrix)
More Information | Similar Motifs Found
35 - T less 1190401 [0.07% 0.01% 118.9bp (42.5bp) HoxalO(Homef)box)/.Ch.lckenM.SG-Hoxa1OAFlag-ChIP-Seq(GSE86088)IH0mer(OA586) motf file (matrix)
More Information | Similar Motifs Found
36 A C le-5  |-1.190e+01 [0.07%  [0.01% 195.1bp (84.6bpy | U CRECZIPVKS62-clun-ChIP-Seq(GSE3 1477)/Homer(0.682) motif file (matrix)
T More Information | Similar Motifs Found
T
A ERG(ETS)/VCaP-ERG-ChIP-Seq(GSE14097)/Homer(0.633) . )
37 I I CT ‘ ‘ T le-5  |-1.182e+01 [0.12% 0.02% 103.86p (78.10p) |1 Similar Motits Found motif file (matrix)
38 AC ATAAT le2  |-6.505¢+00 [0.03% 0.00% 87.3bp (0.0bp) Tgle(Hmneob.ox)/ml.ES. Tgif2 (?hIP Seq(GSE55404)/Homer(0.730) motif file (matrix)
More Information | Similar Motifs Found
HOXA2(H ES-Hoxa2-ChIP-Seq(Donalds 1)/H. 654
39 le2  |-5371e+00 [0.04%  [0.01% 96.1bp (88.1bp) || LOvA2(Homeobox)/mES-Hoxa2-ChIP-Seq(Donaldson_et_al./Homer(0.634) motif file (matrix)
1 More Information | Similar Motifs Found
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Homer de novo Motif Results
(motif/20211105_h33_gwVsWt_noRep7_pnasParam_ql0RmdupBiop_pj001_f0_up_oste0202103_inK4mel1MinOI150/)

Known Motif Enrichment Results
Gene Ontology Enrichment Results
If Homer is having trouble matching a motif to a known motif, try copy/pasting the matrix file into STAMP
More information on motif finding results: HOMER | Description of Results | Tips
Total target sequences = 5240

Total background sequences = 44822
* _ possible false positive

qlORmdu...

file:///vol001/Erik/01_prj/london/osteo202103_chipseq/diffreps...

Rank|[Motit P-value|log P-pvalue % of Targets|% of Background|[STD(Bg STD) [Best Match/Details Motif File
1T C c le-42 [9.770e+01 [10.42%  |5.57% 135.5bp (102.7bp) [ 72 (PZIPVBTS49-Fral-ChIP-Seq(GSE46166)/Homer(0.985) motif file (matrix)
< More Information | Similar Motifs Found
r—aL W T A
HOXB13/MA0901.2/Jaspar(0.610) I
2 ‘ ‘ AAT TAA.[AT le23 |5.385¢+01 [0.50% 0.03% 103.86p (106.76p) | e Mot cound Imotif file (matrix)
3 I I A A le-19 |-4.570e+01 [3.24% 1.47% 113.06p (102.1bp)|[CEBPAPI(GZIP) ThioMac CEBPb-ChIP-Seq(GSE21512)/Homer(0764) |\ ir 1o (1nyiriny
5.9 More Information | Similar Motifs Found
A PB0137.1_Irf3_2/Jaspar(0.615) e .
4 A IA‘ ‘ AT_'_S;I‘ le-19 [-4395e+01 [0.29% 0.01% 112:60p 96.96p) | it Found Imotif file (matrix)
5 C le-17 |-4.03de+01 [0.38% 0.02% 111.4bp (97.9bp) [F15:E-POX(ETS.LHLEHPCT-Scl-ChIP-Seq(GSE21T8)/Homer(0.647) |, 5t 10 (matrisg
2 wlil¥= More Information | Similar Motifs Found
3 TA A le-16 |-3.8260401 [1.93% 0.73% 135.3bp (100.9bp) | LR E(HSF/Striatum-HSFI-ChIP-Seq(GSE38000)Homer(0.595) motif file (matrix)
— vy More Information | Similar Motifs Found
A MZF 1 (var.2)/MA0057. 1/Jaspar(0.677) . .
7 I TAA AAAA le-16 [-3.779¢+01 [8.76% 5.86% 128.5bp (102.5bp) | round Imotif file (matrix)
ISL2/MA0914.1/Jaspar(0.684) - )
16 |- g P
s —-—A TAA T CA le-16 [-3.765¢+01 [0.23% 0.01% 13330p 24.30p) | e Motifs Found motif file (matrix)
o ATA AC le-15 [3.677e+01 [0.94% 0.22% 104.4bp (103 2bp) [ ILA/MA0025 2Jaspar(0.693) motif file (matrix)
nani C I 2 More Information ilar Motifs Found
10 T A AT le15 [3.580e+01 [036%  [0.03% 123.70p (114.9bp) || HAPIMAO39T.1/1aspar(0.653) Imotif file (matrix)
A — More Information | Similar Motifs Found
1 _A_AA cA:AI IQQ le-15 [3521e401 [1628%  [12.47% 126.9bp(104.3bp)IdEA[)I(TfEA)(F_‘b'T"SI?‘Sf'I?U;'C,}f‘p:seqiu""“bl”hed)”'[0"“6’(0'640) motif file (matrix)
L TP >-4 ore Information | Similar Motifs Foun
12 A A A A A le14 | 34146401 [0.42% 0.04% 105.4bp (107 8 SO HMOLimb-SOX9-ChIP-Seq(GSE73225) Homer (0.608) i il (matin)
ina) A} More Information | Similar Motifs Found
[ZNF341/MA1655.1/Jaspar(0.605) . )
13 '7| I \J AA ‘ T I le-14 [:3371e+01 [0.21% 0.01% 108.86p 93.4bp) [F 0 ot Found Imotif file (matrix)
C
14 A T, le-14 [:3.326e+01 [0.27% 0.01% 105.20p (88.3bp) |LCr  2(var-2/MA1648. Jaspar(0.627) motif file (matrix)
CAE - More Information | Similar Motifs Found
[EHF/MAO0598.3/Jaspar(0.682) e -
15 AICA . AAA?T,;T le-13 [3.184e+01 [0.61% 0.11% 126.36p (102.96p) | o At Found Imotif file (matrix)
PHO048.1_Hoxal3/Jaspar(0.645) - )
16 A‘ FCI IAAAI le-13 [ -3.168¢+01 [0.29% 0.02% 10L0bp (94.9bp) |1 s Found Imotif file (matrix)
A RBPJ/MA1116.1/Jaspar(0.671) . )
17 ‘ !: AACQ le-13 [ -3.153¢+01 [0.48% 0.06% 99.3bp 98.26p) | Mot Found Imotif file (matrix)
18 le-12 2955401 [1.95% 0.86% 110.55p (101.9p) [ MAPIYMAO79S. Vaspar(0.720) Imotif file (matrix)
More Information | Similar Motifs Found
,AT
_y_
PB0058.1_Sfpil_I Jaspar(0.765) I
19 IA :| I! :! T‘ I le-12 [2.828¢+01 [3.91% 2.29% 12L1bp (104.5bp) | ot Found Imotif file (matrix)
LINS4/MAO619.1/Jaspar(0.716) . )
20 I I I AA‘ le-12 [ -2.826e+01 [0.92% 0.26% 150.9p (106.7bp) oy > o Found Imotif file (matrix)
> - P [More Information | Similar Motifs Found
21 A C Q le-12 |-2.805¢+01 |0.46%  0.07% 129.5bp (112.9bp) |SPO002 1-atAC acceptorJaspar(0.691) motif file (matrix)
AUVwvA -4 More Information | Similar Motifs Found
T PB0091.1_Zbtb3_1/Jaspar(0.674) -
22 g:cA g:cAC g: le-12 [2.788e+01 [0.15% 0.00% 7920 (00bp) | i Found Imotif file (matrix)
23 A le-12 |-2.782¢+01 [0.25% 0.01% 50.1bp (105.4bp) || LADHTEA) Tropoblast-Teadd-ChIP-Seq(GSEST350/Homer(Q.719) | e 1o (agris)
A Tg More Information | Similar Motifs Found
. TA Ahr:: Arnt/MA0006.1/Jaspar(0.680) . .
24 TTAA‘ T le-11 [-2.638e+01 |3.89% 2.33% 133.8bp (104.7bp) More Information | Similar Motifs Found motif file (matrix)
. PB0187.1_Tcf7_2/Jaspar(0.639) I
25 AI I I TAAAACT le-11 |2.629e401 [0.21% 0.01% 86.2bp (47.00p) | e Mot Found Imotif file (matrix)
26 AA CC le-11 [-2.597e+01 [6.95% 4.81% 127.8bp (1014bp) [\ ROAIMALSA0. Iaspar(0.726) Imotif file (matrix)
- ~ ,\@C More Information | Similar Motifs Found
A NFIL3/MA0025.2/Jaspar(0.602
CI CI1 L ’ ’ 2/3aspar(0.602) S
27 AA Q—CrTA le-11 |-2.576e+01 [19.89% 16.33% 127.2bp (102.8bp) More Information | Similar Motifs Found motif file (matrix)
= L GAN
28 * ‘ :(:CA I CACAAC le-11 | -2553e401 [2.65% 1.42% 111.7bp (99.9bp) ifo{zlo'rlj ‘f"_llffgf‘“_’f‘((;fs‘_‘f) Found motif file (matrix)
MY A A IAA ore Information | Similar Motifs Foun
[ZNF528/MA1597.1/Jaspar(0.668) . )
29 T ‘ I “ ‘ ‘ T le-10 [-2.489e+01 [0.23% 0.01% 114.26p (109.00p) 1 e ot Found Imotif file (matrix)
S
. [ZNF263/MA0528.2/Jaspar(0.766) . )
| C o Tamo e b o 5 2o T .
30 T A A A le-10 |-2.429e+01 (0.25% 0.02% 107.6bp (91.4bp) More Information | Similar Motifs Found imotif file (matrix
PH0024.1_DIx5/Jaspar(0.646) e .
31 g A CT le9  [-2256e+01 [8.15% 5.98% 125.26p (10430p) | i Found Imotif file (matrix)
1 =1 [More Information | Similar Motifs Found
32+ AAT T 19 |2.176e401 [0.27% 0.03% 123.5bp (81.3bp) [~ D41 ZD/EBV-ZNESA1-ChIP-Seq(GSEL13194)/Homer(0.713) Imotif file (matrix)
P e e S More Information | Similar Motifs Found
33 + CT 1e-9  |-2.106e+01 [0.74% 023% 121.1bp (101.7bp) [ T 2¢3/MAO164.Jaspar(0.664) Imotif file (matrix)
-4 n I . More Information | Similar Motifs Found
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file:///vol001/Erik/01_prj/london/osteo202103_chipseq/diffreps...

. T TCC I TC I SD0003.1_at_AC_acceptor/Jaspar(0.722) e
34 A A le-8 2.019e+01 0.50% 0.12% 104.8bp (101.4bp) More Information | Similar Motifs Found motif file (matrix)
. (:( :( : I I I PB0046.1_Mybl1_1/Jaspar(0.744) e .
35 A AA le-8  |-1.956e+01 (0.11% 0.00% 47.9bp (139.2bp) More Information | Similar Motifs Found motif file (matrix)
ZBTB12(Zf)/HEK293-ZBTB12.GFP-ChIP-Seq(GSE58341)/Homer(0.753). e .
_ 9 q atrs
1.890e+01 [0.13% 0.01% 73.8bp (86.0bp) More Information | Similar Motifs Found motif file (matrix)
Ascl2/MAO0816.1/Jaspar(0.705) e .
-1.890e+01 10.13% 0.01% 65.8bp (22.6bp) More Information | Similar Motifs Found motif file (matrix)
(CHR(?)/Hela-CellCycle-Expression/Homer(0.666) e .
1. .3 . . K
1.803e+01 (0.32% 0.06% 129.2bp (97.6bp) More Information | Similar Motifs Found imotif file (matrix)
39 I QAC le-6  |-1.555e+01 |1.70% 0.94% 111.3bp (98.5bp) [ 21F-AMUMAQ006. 1 aspar(0.739) motif file (matrix)
-8 More Information | Similar Motifs Found
o e A 4
. I E! ! PB0159.1_Rfx4_2/Jaspar(0.688) . -
40 E:QAAQ le-6  |-1.550e+01 |0.11% 0.00% 85.5bp (58.2bp) More Information | Similar Motifs Found motif file (matrix)
. I PB0106.1_Arid5a_2/Jaspar(0.639) e .
41 AC A A A le-6  |-1.443e+01 [4.28% 3.04% 120.0bp (102.6bp) More Information | Similar Motifs Found imotif file (matrix)
. g ; A A g ; I ! ; I PB0099.1_Zfp691_1/Jaspar(0.595) o )
142 g le-5  |-1.186e+01 [0.08% 0.00% 149.5bp (75.3bp) More Information | Similar Motifs Found motif file (matrix)
PB0106.1_Arid5a_2/Jaspar(0.715) e .
* I I I 5 | 4
43 CTA A le-5 1.184e+01 [3.70% 2.68% 129.1bp (102.0bp) More Information | Similar Motifs Found motif file (matrix)
l44 * Lg 111 le-d  |-1.034e401 [2.56% 1.78% 107.5bp (104.1bp) I/[CFWIMfAms?’Z/JIL';?"“{O‘%\T) e Found Imotif file (matrix)
AR?%F%% ore Information | Similar Motifs Foun
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Homer de novo Motif Results
(motif/20211105_h33_gwVsWt_noRep7_pnasParam_ql0RmdupBiop_pj001_f0_up_oste0202103_inGenhMinOI50/)

Know

n Motif Enrichment Results

Gene Ontology Enrichment

If Homer is having trouble matching a motif to a known motif, try copy/pasting the matrix file into STAMP
More information on motif finding results: HOMER | Description of Results | Tips
Total target sequences = 397

Total background sequences = 49499
* - possible false positive

file:///vol001/Erik/01_prj/london/osteo202103_chipseq/diffreps...

Rank [Motif P-value [log P-pvalue|% of Targets|% of Background|STD(Bg STD) Best Match/Details Motif File
1 A C—.-A le-18 [-4371e+01 [22.92%  [8.08% 142.4bp (1 12.4ppy | "B (CZIP/DendriticCells-Junb- ChIP-Seq(GSE36099)/Homer(0.973) | ie t1e (narrisy
< “ More Information | Similar Motifs Found
L e
2 A A AC le13 [3201e401 [8.56%  [165% 1077bp (109, 1bp) 2P IRFOZIPIRE)Th1 7-Batk ChIP.Seq(GSE3ITS6) Homer(0.696) |, 1ip e 1)
A o b4 More Information | Similar Motifs Found
[ZKSCANS5/MA1652.1/Jaspar(0.758) e o
le-13 |-3.062e+01 |7.56% 1.33% 110.0bp (112.0bp) More Information | Similar Motifs Found motif file (matrix)
KLF9/MA1107.2/Jaspar(0.720) . N
le-12 |-2.886e+01 |11.84% 3.43% 133.6bp (111.8bp). More Information | Similar Motifs Found motif file (matrix)
IPB0120.1_Foxjl_2/Jaspar(0.634) . .
le-10 |-2.442e+01 |3.27% 0.24% 130.0bp (112.1bp). More Information | Similar Motifs Found motif file (matrix)
Is11/MA1608.1/Jaspar(0.660) e .
. 5 7 q '
le-10 |-2.402e+01 |2.02% 0.05% 114.9bp (82.0bp) More Information | Similar Motifs Found motif file (matrix)
IZNF740/MA0753.2/Jaspar(0.788) e
7 -2.250e+01 |1.01% 0.00% 84.9bp (0.0bp) More Information | Similar Motifs Found motif file (matrix)
KLF4/MA0039.4/Jaspar(0.708) . .
» 5
8 2.250e+01 (1.01% 0.00% 142.5bp (0.0bp) More Information | Similar Motifs Found motif file (matrix)
; PB0041.1_Mafb_1/Jaspar(0.660) e .
* B 9 17
9 2.204e+01 [1.26% 0.01% 72.8bp (44.4bp) More Information | Similar Motifs Found motif file (matrix)
IPBO119.1_Foxa2_2/Jaspar(0.809) e .
= R ’
10 2.166e+01 |4.53% 0.67% 100.3bp (111.0bp) More Information | Similar Motifs Found motif file (matrix)
. AR-halfsite(NR)/LNCaP-AR-ChIP-Seq(GSE27824)/Homer(0.686) . -
11 -2.127e+01 |4.03% 0.52% 121.9bp (112.3bp). More Information | Similar Motifs Found motif file (matrix)
IZNF652/MA1657.1/Jaspar(0.616) . .
-2.057e+01 |1.76% 0.05% 60.8bp (110.5bp) More Information | Similar Motifs Found motif file (matrix)
. RBPJ/MA1116.1/Jaspar(0.628) e .
* _ 9 %
13 1.974e+01 [1.01% 0.00% 179.8bp (93.0bp) More Information | Similar Motifs Found motif file (matrix)
MafA(bZIP)/Islet-MafA-ChIP-Seq(GSE30298)/Homer(0.688) . .
* _ ’
14 1.943e+01 |4.03% 0.59% 118.3bp (106.8bp) More Information | Similar Motifs Found motif file (matrix)
PB0159.1_Rfx4_2/Jaspar(0.636) e .
15 -1.935e+01 |2.77% 0.23% 103.4bp (111.7bp). More Information | Similar Motifs Found motif file (matrix)
IPB0200.1_Zfp187_2/Jaspar(0.607) . .
16 -1.895e+01 |6.80% 1.79% 146.8bp (112.6bp) More Information | Similar Motifs Found motif file (matrix)
RAR:RXR(NR),DRO/ES-RAR-ChIP-Seq(GSE56893)/Homer(0.713) . .
* i 9 9
17 1.812e+01 |1.01% 0.01% 24.2bp (88.4bp) More Information | Similar Motifs Found motif file (matrix)
Mef2c(MADS)/GM12878-Mef2c-ChIP-Seq(GSE32465)/Homer(0.757)! e .
5 . 4
18 1.799e+01 {17.63% 8.74% 127.1bp (111.1bp) More Information | Similar Motifs Found motif file (matrix)
. I I RELB/MA1117.1/Jaspar(0.706) - .
19 QA— AAA le-7  |-1.784e+01 |8.31% 2.69% 130.4bp (110.0bp). More Information | Similar Motifs Found motif file (matrix)
—1_ wor Lol = 1 ——
[ [ N
20+ | I A le7  |-1749e401 [3.53%  [051% 59.0bp (106.4bp) [ < ZD/MES-ZE-ChIP-Seq(GSE 1431)/Homer(0.630) motif file (matrix)
3R A Z More Information | Similar Motifs Found
b1+ CI l I I I ! le7  [-1.737e+01 [11.84%  |4.88% 121.0bp (111.3bpy| O P(Z/HPCT-GEiLb-ChIP-Seq(GSE22178)/Homer(0.668) motif file (matrix)
XIAA \More Information | Similar Motifs Found
> =< A =
22 I I A ‘ A A le7  |-1.647e+01 [17.13%  [8.72% 129.4bp (110.9bp)| o041 Mafb_1aspar(0.735) motif file (matrix)
=1L\ Ala) More Information | Similar Motifs Found
23 * A A I I AA%A A le-6  |-1.592e+01 |2.77% 0.33% 106.6bp (108.6bp). ifOOlI&fl_FoxJ1_:@?51?;1(((;\.459?: Found motif file (matrix)
AALLA A ore Information | Similar Motifs Founs
04 % A I le6  |-1.505e+01 [2.52% 0.28% 52.6bp (115.7bp) 20X 7/MAQVT8 1aspar(0.763) Imotif file (matrix)
More Information | Similar Motifs Found
= A
25 A A I A I AAA le-6  |-1.421e+01 0.76% 0.01% 106.5bp (77.26p) || ISREURE)/ ThioMac-Ifnb-Expression/Homer(0.713) [motif file (matrix)
T, More Information | Similar Motifs Found
26+ C I les  |[-1222e401 [2529%  [039% 133.4bp (114.6bp)|C 2 MAC463 2aspar(0.704) Imotif file (matrix)
A More Information | Similar Motifs Found
27 le-5  [-1.214e+01 [0.76% 0.01% 38.2bp (127.5bp) |1 A-Box(TBP)Promoter/Homer(0.679) motif file (matrix)
P More Information | Similar Motifs Found
8 * I led  |-1.151e+01 |1.01% 0.03% 52.5bp (104.8bp) || 0024 1-Geml_1/Jaspar(0.678) Imotif file (matrix)
More Information | Similar Motifs Found
~ A
PB0182.1_Srf_2/Jaspar(0.841) e -
29 ) 1 le-4 1.067e+01 6.55% 2.61% 123.4bp (117.5bp) More Information | Similar Motifs Found motif file (matrix)
30 A I A I le2  |4.830e+00 [0.25% 0.00% 25.5bp (0.0bp) | SO N2/MAOL43.4/aspar(0.662) Imotif file (matrix)
< More Information | Similar Motifs Found
= =<l <
31 le-2  |-4.830e+00 |0.25% 0.00% 53.6bp (0.0bp) [PBO039. 1_Klt7v_1/Ja.sp€?r(0.786). N motif file (matrix)
A More Information | Similar Motifs Found
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Known Motif Enrichment Resul

Gene Ontolo,

If Homer is having trouble matching a motif to a known motif, try copy/pasting the matrix file into STAMP

More information on motif finding results: HOMER | Description of Results | Tips

Total target sequences = 2633

Total background sequences = 47292
- possible false positive

qlORmdu...

file:///vol001/Erik/01_prj/london/osteo202103_chipseq/diffreps...

[Rank|[Motif P-value[log P-pvalue|% of Targets|% of Background[STD(Bg STD) _|Best Match/Details [Motif File
C AAA POLO013.1_MED-1/Jaspar(0.592) )
1 XooohRg ACC le53 |-1232e402 [1.10% 0.01% [6abp (125.90p) | et Found motif file (matrix)
o) CACCCQTAA A leS1 |-1.184e+02 [0.99% 0.01% 90.3bp (97.1bp) :fo ?gg;i:iz‘:ﬁ{?ﬁ:ﬁ;ﬁzifgmed motif file (matrix),
3 ‘ (:I éA_;Am le-49 |-1.138e+02 [2.32% 0.15% 143.4bp (113.8bp) ﬁ::(is:)’r/gi‘:lﬁzﬁzﬁi‘gﬁfﬁsEm“)/H"ms“o'“o) Imotif file (matrix)
3 588. .
4 T AACCAA AAA le-49 [-1.130e+02 |1.03% 0.01% 144.0bp (139.6bp) fd]\i]:ell:gf::“::Ilgi:ﬁ:i(%ﬁlf:Found [motif file (matrix)
ZNF341/MA1655.1 72
5 TA AACA C le-46 [-1.079e+02 |0.99% 0.01% 132.4bp (73.6bp) Mm:lnf/mmu:z: éﬁﬁﬂf&z‘;ﬁ Found Imotif file (matrix)
I AI I More Information | Similar Motifs Found
SR2/MA1646.1/Jaspar(0.650;
6 AAACACAA CCT le-46 |-1.060e+02 [0.80% 0.00% 106.1bp (48.1bp) S‘m;:/;mmam"/f;':: lrl(arl\f[o:il'sFoun | motif file (matrix)
U ANT] CTC AC.[ le-46 |-1.060e+02 [0.80% 0.00% 18.0bp (0.0bp) :,lCF LIS/;"‘AOE_SZ'ZULTSPT(O;%f . motif file (matrix)
T QT <¥f ore Information | Similar Motifs Found
8 A‘ ACC TCTA le-d3 |-1.001e+02 [0.76% 0.00% 31.3bp (0.0bp) ;ﬁ?ﬁ’xﬁ?jjf;fﬁzﬁmﬁf; und Imotif file (matrix)
o ‘ I AACCC (:I le-42 [-9.782e+01 |0.91% 0.01% 91.8bp (73.9bp) fifflffxﬁﬁfllslf:l‘l’::ﬁzzz%und Imotif file (matrix)
c A [Aore Intormarion | Sinilar Mol Lownd
NAI3/MAI559.1 662
10 (:I AAC% l A 139 [-9.164e+01 |1.60% 0.08% 102.7bp (79.7bp) i/‘m lr/lfurmj\siin I’gﬁ:ﬁ)&z“}s Found Imotif file (matrix)
i A A [rrore niormation | SImiar Votlls tound
Etv2(ETS)/ES-ER71-ChIP-Seq(GSES9402, 0.594
11 1e-37 [-8.600e+01 [1.10% 0.03% 90.9bp (93.5bp) N;Zre(lnfozmiionl S;‘larijﬂim::;: )/Homer(0.554) motif file (matrix)
12 1e-37 |-8.566e+01 [0.91% 0.01% 58.2bp (98.8bp) ;'];’:gﬁ:ﬁ[z;iﬁé?“pﬁgﬁg )med motif file (matrix)
13 1e-35 |-8.107e+01 |0.72% 0.01% 82.5bp (51.4bp) a:ﬁg‘?:‘;gx‘zﬂmﬂnﬂf';:Jiiapfﬁ)‘;ﬂ?; und Imotif file (matrix)
14 ICI A 1e-33 |-7.686e+01 |0.61% 0.00% 75.5bp (0.0bp) ;ﬁ)?:(i;L;ifﬁ?:nlé/i:;{’;'&fﬁi>Found Imotif file (matrix)
— PN AS( ———————————
57, .
15 T CCC TA 1e-32 [7.593¢+01 [0.68% 0.01% 70.7bp (62.9bp) ;?Jiit/:fri?niltgxgziﬂgjzsFound Imotif file (matrix)
Erra(NR)/HepG2-Erra-ChIP- E31477 0.768
16 C.[ ‘ ‘ I I I Cle-32 7.593e+01 |0.68% 0.01% 94.5bp (50.2bp) M';i(elnf)m;sgmIg:n?larMs:l‘i‘r(sGFso ui | )/Homer(0.768) motif file (matrix)
A C A NR113/MA1534.1/Jaspar(0.667) o )
17 AA AT‘ ICATC 1e-32 [7.454e401 0.91% 0.02% 13bp (11430p) |0 e M Found motif file (matrix)
18 TéAQC I I T le-32 [ -7.431e+01 |1.18% 0.05% 92.8bp (104.3bp) :/ﬁgg‘:g"i;rﬂih14?2:‘;;‘:%2:2med Imotif file (matrix)
- W =
=
19 I IACTC ‘ AT le31 [-7.292e+01 |1.18% 0.05% 116.3bp(108.1bp);ﬁ?ﬁf:ﬁz:z::J;::?l'i?ﬁlﬁu)ﬁFound Imotif file (matrix)
20 AQ TCT@TQC le31 [-7.250e+01 |0.76% 0.01% 140.5bp (135.5bp) ;ﬁfj?jﬁ:ﬁﬁfg:ﬁ:?ﬂif:x Found Imotif file (matrix)
?/\/\?/\/\ R
EBPB/MA0466.2/Jaspar(0.659
21 AI !CC—rC le31 [-7.242e+01 |0.80% 0.01% 76.8bp (67.9bp) ;mlnﬁm;aliil Siar:qpi:i()\:oslil]sl:oun | motif file (matrix)
22 T‘ ‘ TQ A CT le-31 |-7.242e401 [1.48% 0.10% 1()6A9bp(107.2hp);i?ff;?::ﬂﬁ?;ﬁ’;?::?;fﬁ:ﬁsmed motif file (matrix)
23 A AA 1e30 |7.120e401 [0.57% 0.00% 120.4bp (0.0bp) :4}‘::?::3:::;?:2:ﬁ’:{ﬁi;iPFSS:;GSWﬁWH""‘“(O8 D ot file (matrix)
I I 3 V- ~ChIP- .
24 QTA TQ 1630 [-7.103¢+01 |1.14% 0.05% 130.6bp (95.2bp) |- T S41(ZD/EBV-ZNF341-ChIP-Seq(GSEII3194)/Homer0.641) | e 1o (1nii)
w L L AR AW N More Information | Similar Motifs Found
31, .
25 A Q QC QT 1630 [-7.085e+01 |0.65% 0.01% 23.5bp (70.7bp) g::ffx?n?j‘ lnzlusa;:;j?;?fi)ﬁ Found Imotif file (matrix)
e= - —~ o< =
1s11/MA1608. 1/Jaspar(0.7
26 ClAAT QCCAC 1e-30 [-6.949¢+01 |0.84% 0.02% 56.6bp (117.5bp) kj‘mm;nf;(:mgﬁp;‘(n;lafi/)lomsFoun | motif file (matrix)
27 ‘ ‘ A T C 1630 [6.914e+01 |1.10% 0.04% 169A0hp(107.lhp):i?iii%t:xf;}zﬁa;::ﬁS‘I_f;j;‘o)ﬁfsmed motif file (matrix)
o (TTTATCTATCGT e fossiean s oove  pomoonn) — [RISLEONCPTRS: QP St GREITDIDHNI0T5) o e s
e |More Information | similar oufs Found
PAXS/MA0014.3/Jaspar(0.703) e )
29 C ACCA 1627 |-6316¢+01 [0.91% 0.03% 28.80p (104.6bp) |1 Motifs Found motif file (matrix)
- -ChIP- 4 .
30 C A AC A 126 |-6.180e+01 [2.62% 0.50% 87.9bp (110.0bp) i;‘::fm?ﬂ?ﬁ:f:ﬁ::ﬁf;:{;f:jﬁf:mg 22/Homer(0.650) | ¢ file (matrix)
PDEF/MA0686. 1/Jaspar(0.674
31 CCTA ATCC 1e-26 [-6.030e+01 [1.60% 0.17% 136.8bp (96.5bp) ;‘Umx‘mﬁ?:nI’;?;‘]’i“l;(:}\f’lz“}ﬁwn | [motif file (matrix)
32 1e-26 [-6.008e+01 |0.49% 0.00% 0.3bp (0.0bp) mﬂimﬁgﬁfgﬁﬁmﬁlpmnd motif file (matrix)
33 C T AA% ;!: le24 |-5.626e+01 |1.41% 0.14% 146.1bp(1ox.3bp)aiilxgomll‘i'(;:\’f:jﬁ:gi;::mFou“d motif file (matrix)
x I < More Information | Similar Motifs Found
AT A A A Crx/MAO467. 1 /Jaspar(0.734) . )
34 le-24 |5.595¢+01 [0.53% 0.01% 06 (30bp) [ e s Motifs Found motif file (matrix)
35 TQCC T A le-24 [-5.564c+01 |4.52% 151% 96.4bp (106.8bp) Ebfz/MA]sof‘im“pf"(,OjSSG) . Imotif file (matrix)
4 1 More Information | Similar Motifs Found
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SOX2/MAO143.4/Jaspar(0.787)

36 C CCA I I AIA le-24 |-5.543e+01 [0.65% 0.01% 40.6bp (102.5bp) More Information | Similar Motifs Found motif file (matrix)
37 A I AQ I AQ I m 1623 |-5.463¢+01 [0.46% 0.00% 0.00p B6.3bp) |0 XH/MAOT12.2Jaspar(0.619) Imotif file (matrix)
paSm Awn AR 22 More Information |
38 A I m I I I C;»—L 1e23 |5365¢+01 [068%  [0.02% 127.3bp (123.1bp) i,IDOO?}'fl*a[fécflasc,cq,’lm'ﬁs"?f(g'62]d) Imotif file (matrix)
T?/\/\%/\ ore Information imilar Motifs Foun
39 ‘ : I A le21 [-5.012¢+01 2071%  [13.78% 151.5bp (110.3bp) [ F 263/MA0528.2Maspar(0.681) Imotif file (matrix)
Vi) § More Information | Similar Motifs Found
TFAP2A ~2)/MA0810.1/Jas 0.
40 A le21 |-4978e+01 [11.59%  [6.47% 135.3bp (115.8bp) (var:2/MAOBI. /Jaspar(0.689) motif file (matrix)
< ) More Information | Similar Motifs Found
I I I I INRI1H4/MA1110.1/Jaspar(0.630) P N
41 C \J CA le-20 |-4.743e+01 {12.92% 7.60% 114.3bp (106.7bp)’ More Information | Similar Motifs Found motif file (matrix)
NFY(CCAAT)/Promoter/Homer(0.680) . )
42 CCCA le-19 |-4.543e+01 [2.70% 0.72% 109.2bp (120.6bp): More Information | Similar Motifs Found motif file (matrix)
T C . 0006
43 AA le-19 [-4.413¢401 |6.80% 3.23% 113.2bp (105.6bp) | AN+ ATVMAG006. | /Jaspar(0.823) Imotif file (matrix)
forma .
CAVI IS T More Information | Similar Motifs Found
0009. 784,
44 I A le-17 |-4.008¢401 [12.54%  [7.69% 114.9bp (104.4bp)[ 100091 TRP(MYB)_class/Jaspar(0.784) Imotif file (matrix)
C=A More Information | Similar Motifs Found
=G 13ZxA [More Information | Similar Motifs Found
|ATF4/MA0833.2/Jaspar(0.748) . N
45 A - -3. 4. .08% 314 X f fil
‘ I ‘ AA“ le-17 | 39448401 [486%  [2.08% 13100 (102.6bp) | Mo Found motif file (matrix)
N ( :‘ :‘ :‘ :‘ :‘ : VEZF1/MA1578.1/Jaspar(0.852) P N
46 A le-11 |-2.725e+01 [6.50% 13.66% 115.3bp (116.2bp)’ More Information | Similar Motifs Found motif file (matrix)
C CI N12¢3/MAO164.1/Jaspar(0.695) N )
47 A AA le-11 |-2.703e+01 [4.98% 2.56% 127.1bp (100.5bp) More Information | Similar Motifs Found motif file (matrix)
] ZNF263/MA0528 2/Jaspar(0.783) e )
m CCCC le-10 |2342e401 [737%  [4.53% 12196p (108.20p)| e b Found Imotif file (matrix)
'V » X
49 + A 1e9  |-2.251e401 [3.27% 1.53% 140.36p (109.3bp)| 1 ¥ /MA0764.2/Jaspar(0.677) Imotif file (matrix)
= R More Information | Similar Motifs Found
21(HM( -SOX21-ChIP-. E110505 .694
50 * 1111 I Q le-5  [-1.255e+01 [2.05% 1.04% 115.36p (109.5bpy| 02| HMGYVESC-SOX21-ChIP-Seq(GSEI0505/Homer(0.69) |\ ir i1e (maurix)

=_—=== ==

More Information | Similar Motifs Found
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