Supplementary table 2. The information of ESCC cell lines used in this study [1-4]
	
	KYSE150
	KYSE450

	[bookmark: OLE_LINK8][bookmark: OLE_LINK9]DSMZ No.
	[bookmark: OLE_LINK6][bookmark: OLE_LINK7]ACC 375
	ACC 387

	Patients information

	age
	49
	59

	gender
	female
	Male

	Histology Grade
	G3
	G1

	Immunology
	cytokeratin +, cytokeratin-7 -, cytokeratin-8 +, cytokeratin-17 +, cytokeratin-18 +, cytokeratin-19 -, desmin -, endothel -, EpCAM +, GFAP -, neurofilament -, vimentin -
	cytokeratin +, cytokeratin-7 -, cytokeratin-8 +, cytokeratin-17 +, cytokeratin-18 +, cytokeratin-19 +, desmin -, endothel -, EpCAM +, GFAP -, neurofilament -, vimentin -

	Cytogenetics 
	human hypertriploid karyotype with 12% polyploidy - 70(68-75)<3n>XderX, -X, +1, -3, -4, -8, -9, +11, -14, -15, -16, -18, -21, +12mar (4xbisat), add(X)(q27), inv(1)(p34q32), del(1)(p32), del(1)(q11), del(7)(q32), del(8)(p21), i(9q), add(9)(q34), add(11)(p11), der(11)add(11)(p1?)add(11)(q24), del(1)(p11), del(12)(q21), del(15)(q23q25), add(19)(q13)
	human hyperdiploid karyotype with 6.7% polyploidy - 57(49-57)<2n>, -Y, +1, +3, +3, +7, +12, +17, -18, +7mar, der(1)t(1;6)(p22;q11), add(1)(p32/34), del(2)(p23), del(3)(p22), del(4)(q21), add(5)(q35), del(6)(q25), add(7)(p22), add(8)(p23), add(9)(q34), del(11)(q14q21), add(12)(q14), del(12)(p11p12), der(14)t(8;14)(q21;p11), del(17)(p11), der(19)t(1;19)(q11;q12) - sideline with add(11)(q?23) - extensive subclonal rearrangements of ch 7

	Major molecular aberrations

	TP53
	Mutation
	Mutation

	EGFR
	WT
	Mutation

	ALK
	WT
	[bookmark: OLE_LINK2]Mutation

	SMAD4
	WT
	[bookmark: OLE_LINK3]Mutation

	NOTCH1
	WT
	[bookmark: _GoBack]Mutation

	NOTCH2
	WT
	Mutation

	PTEN
	WT
	WT

	ERBB3
	[bookmark: OLE_LINK4]Mutation
	WT

	PDGFRA
	Mutation
	WT

	Cyclin D1
	[bookmark: OLE_LINK10][bookmark: OLE_LINK11]Amplification (4)
	Single copy

	EGFR
	Amplification (8) 
	Single copy

	MYC
	Single copy
	Amplification (6)


Note：-, no information was obtained.
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