Table S3. The functions of 114 genes predicted to be miR-29a targets by all the three algorithms (TargetScan, miRanda and PicTar).
	Gene Name
	Tumor activator
	Tumor suppressor
	Tumor activator or suppressor
	miR-29a target
	Related to tumor metastasis
	Function unknown

	COL1A1
	√
	
	
	√
	√
	

	COL3A1
	√
	
	
	√
	√
	

	TRIB2
	√
	
	
	
	√
	

	SUV420H21, 2
	
	√
	
	
	√
	

	COL1A2
	
	
	√
	
	
	

	EIF4E2
	√
	
	
	
	√
	

	HBP1
	
	√
	
	√
	√
	

	IFI30
	
	
	
	
	
	√

	ADAMTS9
	
	√
	
	
	√
	

	COL2A1
	
	
	
	
	
	√

	COL5A3
	
	
	
	
	
	√

	IREB2
	√
	
	
	
	
	

	NASP
	√
	
	
	
	√
	

	COL4A5
	√
	
	
	
	
	

	COL4A1
	
	
	
	√
	
	√

	SPARC
	
	
	√
	√
	√
	

	PMP22
	
	
	√
	√
	√
	

	PPIC
	√
	
	
	
	
	

	GPR37
	√
	
	
	
	√
	

	HIF3A
	
	
	√
	
	√
	

	COL5A2
	
	
	
	
	
	√

	COL7A1
	
	
	
	
	
	√

	COL9A1
	
	
	
	
	
	√

	SESTD1
	
	
	
	
	
	√

	ZBTB5
	
	
	
	
	
	√

	ZNF282
	√
	
	
	
	
	

	COL19A1
	
	
	
	
	
	√

	HAS3
	
	
	√
	√
	√
	

	NAV1
	
	
	
	
	
	√

	TRAF4
	√
	
	
	√
	√
	

	ZFP36L1
	
	√
	
	
	
	

	PTEN
	
	√
	
	√
	√
	

	RNF39
	
	
	
	
	
	√

	ELOVL4
	
	
	
	
	
	√

	FEM1B
	
	√
	
	
	
	

	KCTD5
	
	
	
	
	
	√

	NAV3
	
	√
	
	
	√
	

	TFEB
	
	
	
	
	
	√

	LSM11
	
	
	
	
	
	√

	FOXJ2
	
	
	√
	
	√
	

	MYBL2
	√
	
	
	√
	√
	

	ENTPD7
	
	
	
	
	
	√

	ABCB6
	
	
	
	
	
	√

	BMF
	
	√
	
	√
	√
	

	TNFRSF1A
	√
	
	
	√
	√
	

	TFAP2C
	
	
	√
	
	√
	

	COL15A1
	
	
	
	
	
	√

	DNMT3B
	
	
	√
	√
	√
	

	PDGFC
	
	
	√
	√
	√
	

	MFAP3
	
	
	
	
	
	√

	CAV2
	√
	
	
	√
	√
	

	FSTL1
	
	
	√
	√
	√
	

	ADAMTS7
	
	
	
	√
	
	√

	GNG12
	
	
	
	
	
	√

	KCTD3
	
	
	
	
	
	√

	COL6A3
	
	√
	
	
	√
	

	TLL1
	
	
	
	
	
	√

	RAB30
	
	
	
	
	
	√

	MCL1
	√
	
	
	√
	√
	

	PPP1R3D
	
	
	
	
	
	√

	COL22A1
	
	
	
	
	
	√

	DGKD
	
	
	
	
	
	√

	ELF2
	
	
	√
	
	
	

	SCAMP5
	
	
	
	
	
	√

	DGKH
	
	
	
	
	
	√

	RAPGEFL1
	
	
	
	
	
	√

	LPL
	
	
	
	
	
	√

	GLIS2
	
	
	
	
	
	√

	PALM
	
	
	
	
	
	√

	SETDB1
	√
	
	
	√
	√
	

	TP53INP2
	
	
	
	
	
	√

	CALM3
	
	
	
	
	
	√

	AKT3
	
	
	√
	√
	√
	

	EHD2
	
	√
	
	
	√
	

	CCNT2
	√
	
	
	
	√
	

	SCHIP1
	
	
	
	
	
	√

	EML5
	
	
	
	
	
	√

	BACE1
	
	
	
	√
	
	√

	E2F7
	√
	
	
	
	√
	

	PLAG1
	√
	
	
	
	√
	

	PRKG1
	
	
	
	
	
	√

	CX3CL1
	√
	
	
	
	√
	

	FKBP4
	
	
	
	
	
	√

	MTMR4
	
	
	
	
	
	√

	LAMC1
	√
	
	
	√
	√
	

	NAV2
	
	
	
	
	
	√

	SVIL
	√
	
	
	
	
	

	PHC1
	
	
	
	
	
	√

	SLK
	
	
	
	
	
	√

	SLC16A7
	√
	
	
	
	
	

	OXTR
	
	
	
	
	
	√

	TP53INP1
	
	√
	
	√
	√
	

	PLXNA1
	
	
	
	
	
	√

	PCDHA1
	
	
	
	
	
	√

	RLF
	
	
	
	
	
	√

	GOLGA7
	
	
	
	
	
	√

	SLC31A1
	
	
	
	
	
	√

	PCDHA7
	
	
	
	
	
	√

	PCDHA5
	
	
	
	
	
	√

	PCDHA12
	
	
	
	
	
	√

	PCDHA6
	
	
	
	
	
	√

	PCDHA8
	
	
	
	
	
	√

	PCDHA10
	
	
	
	
	
	√

	PCDHA11
	
	
	
	
	
	√

	PCDHA3
	
	
	
	
	
	√

	PCDHA2
	
	
	
	
	
	√

	PCDHA4
	
	
	
	
	
	√

	PCDHA9
	
	
	
	
	
	√

	PCDHA13
	
	
	
	
	
	√

	PCDHAC1
	
	
	
	
	
	√

	PCDHAC2
	
	
	
	
	
	√

	DICER1
	
	√
	
	
	√
	

	ETV6
	
	
	
	
	
	√

	CFL2
	√
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