
RIPK1 WT

RIPK1 D324A

RIPK1 D324WT Forward 5’‐AGAATGTTTTCACTGCAGCATGAC‐3’
RIPK1 D324A Forward 5’‐AATGTTTTCACTGCAGCATGCT‐3’
RIPK1 common Reverse 5’‐GGTACACAGACTCAGACACACATAC‐3’
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RIPK1 WT

RIPK1 D324A

FADD WT

FADD KO

RIPK3 WT
RIPK3 KO

RIPK1 D324WT F 5’‐AGAATGTTTTCACTGCAGCATGAC‐3’
RIPK1 D324A F 5’‐AATGTTTTCACTGCAGCATGCT‐3’
RIPK1 common R 5’‐GGTACACAGACTCAGACACACATAC‐3’
FADDWT F 5’‐ATG GAC CCA TTC CTG GTG CTG CTG ‐3’
FADDWT R 5’‐CAG TAG ATC GTG TCG GCG CAG CG ‐3’
FADD KO F 5’‐ACTGTAGTGCCCAGCAGAGACCAGC ‐3’
FADD KO R 5’‐CGCTCGGTGTTCGAGGCCACACGC ‐3’
RIPK3 WT F 5’‐CCAGAGGCCACTTGTGTAGCG‐3’
RIPK3 KO F 5’‐GCCTGCCCATCAGCAACTC‐3’
RIPK3 common R 5’‐CGCTTTAGAAGCCTTCAGGTTGAC‐3’
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