Supplementary Table Legends
Supplementary Table 1. Nucleic acids sequences. Sequences of miRNA mimics, miRNA inhibitors, primers for RT-qPCR, vector construction and mutagenesis are listed.
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Supplementary Table 2. Predicted miR-200b/c-3p target genes. Listed 1196 and 2690 miR-200b/c-3p target genes were predicted by TargetScan and DIANA microT, respectively. Gene symbols of 987 shared putative target genes by the two algorithms are listed.

Supplementary Table 3. Enriched pathways for predicted miR-200b/c-3p target genes. Gene ontology analysis of 987 putative miR-200b/c-3p target genes by DAVID showed pathway enrichment in the databases of BIOCARTA, KEGG and REACTOME.
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