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Figure S1. RT-qPCR analysis of miR-143 expression of MC3T3-E1 cultured in osteogenic induction medium at day 0, 7, 14, and 21. Data are reported as the mean ± s.d. ** p < 0.01.

Figure S2. RT-qPCR analysis of miR-143 expression of MC3T3-E1 transfected with miR-143 mimics or N.C. (A) and inhibitors or I.N.C. (B) cultured in osteogenic induction medium at day 0, 7, 14, and 21. Data are reported as the mean ± s.d. ** p < 0.01.

Figure S3. (A). The Northern blot analysis of mmu-miR-143 and U6 snRNA in BMSCs derived from miR-143 knockout mice and their controls. (B). PCR analysis data of miR-143 knockout mice (-/-), together with their WT controls (+/+) and heterozygous (+/-). (C). RT-qPCR analysis of miR-145 expression of BMSCs derived from miR-143 knockout mice and their WT controls. Data are reported as the mean ± s.d.

Figure S4. The quantification analysis of the Western Blot by densitometric analysis in Figure 5D (A), Figure 5F (B), Figure 6B (C), Figure 6D (D). Data are reported as the mean ± s.d. ** p < 0.01.

Figure S5. qRT-PCR analysis of the relative expression levels of Bglap and Alp in BMSCs derived from WT, miR-143 knockout mice transfected with HDAC7-siRNA and miR-143 knockout mice. Data are reported as the mean ± s.d. ** p < 0.01.

Figure S6. Western blot analysis of HDAC7 and GADPH in BMSCs of mice injected with Agomir miR-143 or Agomir N.C..
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