Supplementary Table S1. Sequencing of BRAF V600 codon of CM cells

	Mel
	BRAF status
	Braf mutation

	272
	mut/mut1
	V600K (AAG)2

	380
	wt/mut
	V600E (GAG)

	514
	wt/mut
	V600K (AAG)

	593
	wt/mut
	V600E (GAG)

	599
	wt/mut
	V600E (GAG)

	611
	wt/mut
	V600E (GAG)


1 wt = wild tipe sequence; mut = mutated sequence
2 sequence of the mutated codon and respective amino acid substitution

