Supplementary figure legends
Supplementary Fig. S1. RT-qPCR analysis of the expression of 4E-T in 3T3L1 preadipocytes on each day.
[bookmark: _GoBack]Individual RNA expression levels were normalized to Gapdh expression levels. The error bars indicate the SDs (n = 3).

Supplementary Fig. S2. Overexpression of Ddx6.
For overexpression of Ddx6, Ddx6 was fused with EGFP. The sequence was inserted into the retroviral vector pMXs with a puromycin resistance gene.

Supplementary Fig. S3. DDX6 KO in hMSCs.
The DDX6 gene was knocked out using CRISPR/Cas9 technology in hMSCs. KO of DDX6 was verified by Western blotting. A scramble sequence was used as a negative control.

Supplementary Fig. S4. Adipogenic differentiation of DDX6-KO hMSCs.
(A) Phase-contrast microscopy images during adipogenesis. On day 12, cells were fixed and stained with Oil Red O. The scale bar is 100 μm. (B) Relative absorbance of Oil Red O. The error bars indicate the SDs (DDX6-KO: n = 3, control and scramble: n=4). ** indicates significance (P<0.01).
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