Table S1 HITS-CLIP reads mapped to mouse genome and transcriptome 

	sample
	 Total reads
	Mapping rate (genome)
	Mapping rate (transcriptome)

	e12.5 
	67,897,472
	79%
	74%

	e15.5 
	26,518,252
	79%
	75%

	e18.5 
	22,049,975
	72%
	68%

	P7
	20,229,361
	80%
	78%

	Adult 
	30,524,418
	90%
	87%

	e18.5 rep2
	94,032,967
	82%
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