Supplementary figure legends
[bookmark: _GoBack]Supplementary Fig. 1 The coding potential and subcellular distribution of PAARH in HCC cells. a The coding potential of PAARH was calculated using Coding Potential Assessment Tool (CPAT). b The coding potential of PAARH was calculated using Coding Potential Calculator (CPC) 2.0. c The coding potential of PAARH was calculated using TestCode. d Biochemical fractionation of SNU-398 cells, followed by qRT-PCR to detect the subcellular distribution of PAARH. GAPDH and MALAT1 were used as cytoplasmic and nuclear controls, respectively.
Supplementary Fig. 2 PAARH did not regulate VEGF under normoxia. a VEGF expression in SNU-398 and SK-HEP-1 cells with PAARH overexpression or control under normoxia was measured by qRT-PCR. b VEGF expression in SNU-398 and Huh7 cells with PAARH silencing or control under normoxia was measured by qRT-PCR. Results are shown as mean ± SD based on three independent experiments. ns, not significant, by Student’s t-test (a) or one-way ANOVA followed by Dunnett's multiple comparisons test (b).
