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Supplementary Figure S2. NR2F1-AS1 is an oncogenic gene in PC cells.
Supplementary Figure S3. NR2F1-AS1 facilitates the proliferation, migration and invasion of PC cells. 
Supplementary Figure S4. NR2F1-AS1 knockdown attenuates tumor growth and metastasis in nude mice. 

Supplementary Figure S5. NR2F1 is a key target of NR2F1-AS1 in PC cells.

Supplementary Figure S6. The NR2F1 expression level in PC cells after transfected with siNR2F1s.

Supplementary Figure S7. The correlation of NR2F1-AS1, NR2F1 and AKT in  TCGA-PAAD data, PC cells and tissues.

Supplementary Figure S8. HIF-1α regulates positively NR2F1-AS1 expression in PC cells. 
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Supplementary Figure S10. Effect of NR2F1-AS1 on hypoxia-induced migration and invasion in PC cells. 
