
Fasta headers Protein names Gene names Unique peptidesUnique sequence coverage [%]Mol. weight [kDa]Sequence lengthQ-value Score Heart_4 mon_1Heart_4 mon_2Heart_4 mon_3Heart_24 mon_1Heart_24 mon_2Heart_24 mon_3
tr|Q5RJR9|Q5RJR9_RAT Serine (Or cysteine) proteinase inhibitor, clade H, member 1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Serpinh1 PE=1 SV=1;sp|P29457|SERPH_RAT Serpin H1 OS=Rattus norvegicus OX=10116 GN=Serpinh1 PE=1 SV=1Myosin-binding protein C, cardiac-type (Cardiac MyBP-C) (C-protein, cardiac muscle isoform)Mybpc3 13 37.6 46.561 417 0 234.39 49.65461255 52.59440003 51.63894088 28.60134846 31.44486275 31.17721018
sp|P04785|PDIA1_RAT Protein disulfide-isomerase OS=Rattus norvegicus OX=10116 GN=P4hb PE=1 SV=2Aconitate hydratase, mitochondrial (Aconitase) (EC 4.2.1.3) (Citrate hydro-lyase)Aco2 20 43.6 56.951 509 0 149.65 126.2018188 126.8296501 124.0297838 91.85539903 95.6750198 95.69456169
tr|D4A4D5|D4A4D5_RAT Similar to 60S acidic ribosomal protein P2 OS=Rattus norvegicus OX=10116 GN=LOC498555 PE=3 SV=1;sp|P02401|RLA2_RAT 60S acidic ribosomal protein P2 OS=Rattus norvegicus OX=10116 GN=Rplp2 PE=1 SV=2;tr|D3ZN03|D3ZN03_RAT Ribosomal protein NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial (EC 7.1.1.2)Ndufs1 6 70.4 11.706 115 0 83.036 25.81888345 25.99280124 26.67959594 18.08635107 18.7123984 19.32882324
tr|F1M1A6|F1M1A6_RAT Similar to potassium channel tetramerisation domain-containing 12b OS=Rattus norvegicus OX=10116 GN=LOC681355 PE=1 SV=2Fibrillin 1 (Fibrillin 1, isoform CRA_a)Fbn1 4 15.1 33.279 292 0 6.511 8.191775088 8.282024667 8.626383493 5.5925758 5.942514495 5.456088773
tr|D4A771|D4A771_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|D3ZZN4|D3ZZN4_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P04646|RL35A_RAT 60S ribosomal protein L35a OS=Rattus norvegicus OX=10116 GN=Rpl35aNicotinamide nucleotide transhydrogenaseNnt 2 14.5 12.584 110 0 3.9609 11.54447813 12.03849574 12.33125763 8.304877404 7.95558233 8.571140773
sp|P19945|RLA0_RAT 60S acidic ribosomal protein P0 OS=Rattus norvegicus OX=10116 GN=Rplp0 PE=1 SV=2RCG55135, isoform CRA_b (Talin 1)Tln1 9 43.5 34.215 317 0 80.509 75.93718891 76.03786157 73.88807903 55.06202297 54.19294797 54.82778953
tr|F1LWG8|F1LWG8_RAT Sarcalumenin OS=Rattus norvegicus OX=10116 GN=Srl PE=1 SV=3Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 (SERCA2) (SR Ca(2+)-ATPase 2) (EC 7.2.2.10) (Calcium pump 2) (Calcium-transporting ATPase sarcoplasmic reticulum type, slow twitch skeletal muscle isoform) (Endoplasmic reticulum class 1/2 Ca(2+) ATPase)Atp2a2 25 37.1 98.363 904 0 323.31 383.2224502 373.0026431 366.3831018 299.7160549 295.2154953 281.7713127
sp|P62912|RL32_RAT 60S ribosomal protein L32 OS=Rattus norvegicus OX=10116 GN=Rpl32 PE=1 SV=2;tr|D4A412|D4A412_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1Talin 2 Tln2 6 39.3 15.86 135 0 20.726 37.7217966 36.41512977 36.72887726 30.35703097 31.29897878 31.50519144
sp|P10860|DHE3_RAT Glutamate dehydrogenase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Glud1 PE=1 SV=2Dynamin-like 120 kDa protein, mitochondrial (EC 3.6.5.5) (Optic atrophy protein 1 homolog) [Cleaved into: Dynamin-like 120 kDa protein, form S1]Opa1 27 52 61.415 558 0 323.31 250.8726137 256.5273074 260.351562 320.6106299 330.5809077 315.8577525
sp|P24049|RL17_RAT 60S ribosomal protein L17 OS=Rattus norvegicus OX=10116 GN=Rpl17 PE=2 SV=3;tr|A0A0H2UHQ1|A0A0H2UHQ1_RAT 60S ribosomal protein L17 OS=Rattus norvegicus OX=10116 GN=Rpl17 PE=1 SV=1;tr|F1LZX7|F1LZX7_RAT 60S ribosomal protein L17 OS=Rattus nFilamin A (Filamin alpha) (Filamin, alpha (Predicted), isoform CRA_a)Flna 4 27.2 21.397 184 0 19.401 25.16181904 23.92907271 26.22047844 14.3510226 15.6213593 15.62504745
sp|P29147|BDH_RAT D-beta-hydroxybutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bdh1 PE=1 SV=2;tr|A0A0G2JSH2|A0A0G2JSH2_RAT 3-hydroxybutyrate dehydrogenase, type 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Bdh1 PE=1 SV=1Very long-chain specific acyl-CoA dehydrogenase, mitochondrial (VLCAD) (EC 1.3.8.9)Acadvl 12 39.7 38.201 343 0 323.31 330.9244292 301.9683364 327.4968434 187.5997759 202.0198486 181.0312804
tr|Q6P3V9|Q6P3V9_RAT 60S ribosomal protein L4 OS=Rattus norvegicus OX=10116 GN=Rpl4 PE=1 SV=1;sp|P50878|RL4_RAT 60S ribosomal protein L4 OS=Rattus norvegicus OX=10116 GN=Rpl4 PE=1 SV=3Clathrin heavy chain 1 Cltc 14 34.7 47.3 421 0 203.46 95.68101751 91.14840678 89.00702279 60.49617501 64.82154316 67.6852706
tr|A0A0G2K757|A0A0G2K757_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 OS=Rattus norvegicus OX=10116 GN=Rpn2 PE=1 SV=1;sp|P25235|RPN2_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 OS=Rattus norvTrifunctional enzyme subunit alpha, mitochondrial (Monolysocardiolipin acyltransferase) (EC 2.3.1.-) (TP-alpha) [Includes: Long-chain enoyl-CoA hydratase (EC 4.2.1.17); Long chain 3-hydroxyacyl-CoA dehydrogenase (EC 1.1.1.211)]Hadha 10 22.2 69.122 630 0 160.44 43.9850398 45.17896061 45.59607496 36.01644857 38.09206874 37.34007546
tr|D3ZRM9|D3ZRM9_RAT 60S ribosomal protein L13 OS=Rattus norvegicus OX=10116 GN=LOC100360491 PE=3 SV=1;sp|P41123|RL13_RAT 60S ribosomal protein L13 OS=Rattus norvegicus OX=10116 GN=Rpl13 PE=1 SV=2;tr|A0A0G2JYG9|A0A0G2JYG9_RAT 60S ribosomal protein L13 OS=RMICOS complex subunit Mic60 (Mitochondrial inner membrane protein) (Mitofilin) (Fragment)Immt 5 24.2 24.202 211 0 14.194 28.14771428 26.47127806 26.47019229 15.83846981 17.56560654 18.4403482
tr|F1LX28|F1LX28_RAT Acyl-CoA thioesterase 11 OS=Rattus norvegicus OX=10116 GN=Acot11 PE=4 SV=3Myomesin 2 Myom2 11 17 67.13 594 0 18.726 45.48815438 45.33163562 48.05028577 32.34101731 31.38271487 32.88846136
tr|F1LTF8|F1LTF8_RAT Laminin subunit alpha 4 OS=Rattus norvegicus OX=10116 GN=Lama4 PE=1 SV=3Long-chain-fatty-acid--CoA ligase 1 (EC 6.2.1.3) (Arachidonate--CoA ligase) (EC 6.2.1.15) (Long-chain acyl-CoA synthetase 1) (LACS 1) (Long-chain-fatty-acid--CoA ligase, liver isozyme) (Phytanate--CoA ligase) (EC 6.2.1.24)Acsl1 9 7.8 196.95 1773 0 109.64 17.10640077 18.131703 18.79659542 11.34531151 12.68994211 12.32727037
sp|P29117|PPIF_RAT Peptidyl-prolyl cis-trans isomerase F, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ppif PE=1 SV=2Myosin-7 (Myosin heavy chain 7) (Myosin heavy chain slow isoform) (MyHC-slow) (Myosin heavy chain, cardiac muscle beta isoform) (MyHC-beta)Myh7 5 35 21.81 206 0 67.43 30.38883021 31.13095736 27.19682297 43.28658009 42.86764237 46.36186966
sp|Q497B0|NIT2_RAT Omega-amidase NIT2 OS=Rattus norvegicus OX=10116 GN=Nit2 PE=1 SV=1Transitional endoplasmic reticulum ATPase (TER ATPase) (EC 3.6.4.6) (15S Mg(2+)-ATPase p97 subunit) (Valosin-containing protein) (VCP)Vcp 6 23.2 30.701 276 0 22.32 10.30251476 11.12434818 9.895369632 15.31067996 14.48699701 14.93520895
tr|F1LQJ7|F1LQJ7_RAT Phosphoenolpyruvate carboxykinase 2 (mitochondrial) OS=Rattus norvegicus OX=10116 GN=Pck2 PE=1 SV=2ATP synthase subunit alpha, mitochondrial (ATP synthase F1 subunit alpha)Atp5f1a 2 4.7 71.206 641 0 2.7495 5.466632349 5.755514874 6.153849858 8.623895116 7.897359583 8.354026422
tr|Q32Q54|Q32Q54_RAT RCG37273, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Uqcc1 PE=1 SV=1Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial (EC 1.3.5.1) (Flavoprotein subunit of complex II) (Fp)Sdha 4 16.7 34.546 299 0 27.861 32.47405282 31.15521414 30.04628318 19.73395819 19.19518927 18.72778091
tr|G3V886|G3V886_RAT ATP-dependent zinc metalloprotease YME1L1 OS=Rattus norvegicus OX=10116 GN=LOC108348078 PE=1 SV=1;sp|Q925S8|YMEL1_RAT ATP-dependent zinc metalloprotease YME1L1 OS=Rattus norvegicus OX=10116 GN=Yme1l1 PE=2 SV=1IQ motif containing GTPase activating protein 1 (Predicted), isoform CRA_b (IQ motif-containing GTPase-activating protein 1)Iqgap1 9 18.7 79.795 715 0 40.477 18.29414038 18.49888402 18.30763789 19.86764181 19.67732595 20.08590047
tr|B0K031|B0K031_RAT 60S ribosomal protein L7 OS=Rattus norvegicus OX=10116 GN=Rpl7 PE=1 SV=1;sp|P05426|RL7_RAT 60S ribosomal protein L7 OS=Rattus norvegicus OX=10116 GN=Rpl7 PE=1 SV=2Glycogen phosphorylase, muscle form (EC 2.4.1.1) (Myophosphorylase)Pygm 6 23.1 30.313 260 0 20.724 50.61947655 47.6146264 47.21057712 25.60127986 31.22309296 29.669215
sp|Q5RKI9|RRFM_RAT Ribosome-recycling factor, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrrf PE=2 SV=160 kDa heat shock protein, mitochondrial (EC 5.6.1.7) (60 kDa chaperonin) (Chaperonin 60) (CPN60) (HSP-65) (Heat shock protein 60) (HSP-60) (Hsp60) (Mitochondrial matrix protein P1)Hspd1 3 18.3 29.152 262 0 8.4867 3.033500515 3.322274766 3.165136218 4.206563204 4.062704789 3.957743115
tr|G3V679|G3V679_RAT Transferrin receptor protein 1 OS=Rattus norvegicus OX=10116 GN=Tfrc PE=1 SV=1;sp|Q99376|TFR1_RAT Transferrin receptor protein 1 (Fragment) OS=Rattus norvegicus OX=10116 GN=Tfrc PE=1 SV=1Stress-70 protein, mitochondrial (75 kDa glucose-regulated protein) (GRP-75) (Heat shock 70 kDa protein 9) (Mortalin) (Peptide-binding protein 74) (PBP74) (mtHSP70)Hspa9 11 14.8 85.875 761 0 28.574 28.73061972 27.47484276 25.68964017 17.42531165 13.99504751 14.12167172
sp|Q5M9G9|FAKD4_RAT FAST kinase domain-containing protein 4 OS=Rattus norvegicus OX=10116 GN=Tbrg4 PE=2 SV=1Annexin A6 (Annexin VI) (Annexin-6) (Calcium-binding protein 65/67) (CBP 65/67)Anxa6 6 15.6 71.18 629 0 111.71 11.95195375 11.98760407 11.16802033 15.39575135 14.62110559 14.47429007
tr|D3ZIL6|D3ZIL6_RAT Enoyl CoA hydratase domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Echdc2 PE=1 SV=1Endoplasmic reticulum chaperone BiP (EC 3.6.4.10) (78 kDa glucose-regulated protein) (GRP-78) (Binding-immunoglobulin protein) (BiP) (Heat shock protein 70 family protein 5) (HSP70 family protein 5) (Heat shock protein family A member 5) (Immunoglobulin heavy chain-binding protein) (Steroidogenesis-activator polypeptide)Hspa5 6 24.3 31.779 296 0 62.519 47.86841804 46.15398792 49.89670248 82.89252047 83.21273517 75.92329739
sp|A0JPQ9|CHID1_RAT Chitinase domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Chid1 PE=2 SV=2;tr|A0A0G2JSR1|A0A0G2JSR1_RAT Chitinase domain-containing protein 1-like OS=Rattus norvegicus OX=10116 GN=LOC100911881 PE=1 SV=1;tr|Q7TP14|Q7TP14_RAT Sodium/potassium-transporting ATPase subunit alpha-1 (Na(+)/K(+) ATPase alpha-1 subunit) (EC 7.2.2.13) (Sodium pump subunit alpha-1)Atp1a1 4 10.2 44.874 393 0 32.947 23.15713467 24.40136642 23.45530319 14.26638525 16.51955966 16.08750615
tr|Q6IRE3|Q6IRE3_RAT GIMAP4 OS=Rattus norvegicus OX=10116 GN=Gimap4 PE=1 SV=1;sp|Q8K3K9|GIMA4_RAT GTPase IMAP family member 4 OS=Rattus norvegicus OX=10116 GN=Gimap4 PE=1 SV=1;tr|Q0R3X4|Q0R3X4_RAT GIMAP4 OS=Rattus norvegicus OX=10116 GN=Gimap4 PE=1 SV=1Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial (ETF-QO) (ETF-ubiquinone oxidoreductase) (EC 1.5.5.1) (Electron-transferring-flavoprotein dehydrogenase) (ETF dehydrogenase)Etfdh 6 21.9 35.875 310 0 10.81 12.46070023 11.61376433 11.76115618 7.12863523 7.272609881 7.367003025
sp|Q9QY17|PACN2_RAT Protein kinase C and casein kinase substrate in neurons 2 protein OS=Rattus norvegicus OX=10116 GN=Pacsin2 PE=1 SV=2;tr|R9PXU3|R9PXU3_RAT Protein kinase C and casein kinase substrate in neurons 2 protein OS=Rattus norvegicus OX=10116 GNMitochondrial proton/calcium exchanger protein (Leucine zipper-EF-hand-containing transmembrane protein 1)Letm1 14 33.6 55.977 488 0 150.56 70.23571983 71.54797971 69.95652544 47.93078351 51.01228509 52.57965512
tr|Q6PDV8|Q6PDV8_RAT 60S ribosomal protein L22 OS=Rattus norvegicus OX=10116 GN=LOC100360057 PE=1 SV=1;sp|P47198|RL22_RAT 60S ribosomal protein L22 OS=Rattus norvegicus OX=10116 GN=Rpl22 PE=2 SV=2Aspartate aminotransferase, mitochondrial (mAspAT) (EC 2.6.1.1) (EC 2.6.1.7) (Fatty acid-binding protein) (FABP-1) (Glutamate oxaloacetate transaminase 2) (Kynurenine aminotransferase 4) (Kynurenine aminotransferase IV) (Kynurenine--oxoglutarate transaminase 4) (Kynurenine--oxoglutarate transaminase IV) (Plasma membrane-associated fatty acid-binding protein) (FABPpm) (Transaminase A)Got2 2 20.3 14.759 128 0 11.554 2.615020658 2.627865071 2.476041146 1.916797303 1.653198923 1.799944695
sp|Q5XIE6|HIBCH_RAT 3-hydroxyisobutyryl-CoA hydrolase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hibch PE=1 SV=2Albumin Alb 12 36.1 43.024 385 0 189.97 27.95952593 28.01657744 29.5431909 41.90113175 39.21138469 38.66534556
sp|F1LR10|LIMA1_RAT LIM domain and actin-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Lima1 PE=1 SV=2Glutamate dehydrogenase 1, mitochondrial (GDH 1) (EC 1.4.1.3) (Memory-related gene 2 protein) (MRG-2)Glud1 5 12.1 83.796 755 0 10.599 1.474168656 1.299449813 1.368766979 1.85125761 1.907481865 2.044929754
tr|G3V6S5|G3V6S5_RAT C-1-tetrahydrofolate synthase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Mthfd1 PE=1 SV=1;sp|P27653|C1TC_RAT C-1-tetrahydrofolate synthase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Mthfd1 PE=1 SV=3;tr|D3ZZM8|D3ZZM8_RAT UncharactAnkyrin 1 (Ankyrin 1, erythroid)Ank1 8 11.8 100.96 935 0 44.127 16.97163877 18.14073984 16.8753169 12.24463763 13.59926367 13.47956758
sp|Q5XIK2|TMX2_RAT Thioredoxin-related transmembrane protein 2 OS=Rattus norvegicus OX=10116 GN=Tmx2 PE=2 SV=1AFG3-like matrix AAA peptidase subunit 2Afg3l2 7 29.5 33.865 295 0 15.875 23.32140077 24.37045092 25.11273311 18.75303298 17.87045823 18.2673753
tr|M0RAM5|M0RAM5_RAT Glutathione peroxidase OS=Rattus norvegicus OX=10116 GN=Gpx1 PE=1 SV=1;sp|P04041|GPX1_RAT Glutathione peroxidase 1 OS=Rattus norvegicus OX=10116 GN=Gpx1 PE=1 SV=43-ketoacyl-CoA thiolase, mitochondrial (EC 2.3.1.16) (Acetyl-CoA acetyltransferase) (EC 2.3.1.9) (Acetyl-CoA acyltransferase) (Acyl-CoA hydrolase, mitochondrial) (EC 3.1.2.-) (EC 3.1.2.1) (EC 3.1.2.2) (Beta-ketothiolase) (Mitochondrial 3-oxoacyl-CoA thiolase)Acaa2 11 60.5 22.155 200 0 121.1 76.96983261 69.98317978 71.73645649 98.66545059 94.79186577 104.4766575
sp|P12001|RL18_RAT 60S ribosomal protein L18 OS=Rattus norvegicus OX=10116 GN=Rpl18 PE=1 SV=2;tr|A0A0H2UHS7|A0A0H2UHS7_RAT 60S ribosomal protein L18 OS=Rattus norvegicus OX=10116 GN=Rpl18 PE=1 SV=1ATP synthase subunit beta, mitochondrial (EC 7.1.2.2) (ATP synthase F1 subunit beta)Atp5f1b 4 23.4 21.658 188 0 25.857 30.3593261 31.26555869 32.08430423 21.26697936 24.05122805 23.2717841
tr|D3ZBM3|D3ZBM3_RAT Ferrochelatase OS=Rattus norvegicus OX=10116 GN=Fech PE=1 SV=1NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial (EC 7.1.1.2) (Complex I-49kD) (CI-49kD) (NADH-ubiquinone oxidoreductase 49 kDa subunit)Ndufs2 11 32.5 47.551 422 0 103.21 22.98011003 20.60636988 21.78321502 29.13564887 27.65973 27.97130892
tr|F1LQS3|F1LQS3_RAT 60S ribosomal protein L6 OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P21533|RL6_RAT 60S ribosomal protein L6 OS=Rattus norvegicus OX=10116 GN=Rpl6 PE=1 SV=5;tr|A0A0G2KBA1|A0A0G2KBA1_RAT Uncharacterized protein OS=Rattus norvegicus OX=10Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial (EC 1.2.4.1) (PDHE1-A type I)Pdha1 10 28.9 33.545 298 0 100.93 35.93400727 35.40205261 38.43865809 20.32945792 24.59093329 24.62579747
sp|Q5U1X1|ORN_RAT Oligoribonuclease, mitochondrial OS=Rattus norvegicus OX=10116 GN=Rexo2 PE=2 SV=1;tr|A0A0G2K038|A0A0G2K038_RAT Oligoribonuclease, mitochondrial OS=Rattus norvegicus OX=10116 GN=Rexo2 PE=1 SV=1Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial (MCCase subunit alpha) (EC 6.4.1.4) (3-methylcrotonyl-CoA carboxylase 1) (3-methylcrotonyl-CoA carboxylase biotin-containing subunit) (3-methylcrotonyl-CoA:carbon dioxide ligase subunit alpha)Mccc1 2 11.8 26.751 237 0 25.16 1.670091867 1.9524803 1.97012192 3.161834453 2.740328823 3.037804459
sp|Q9QX69|LANC1_RAT Glutathione S-transferase LANCL1 OS=Rattus norvegicus OX=10116 GN=Lancl1 PE=1 SV=2Carnitine O-palmitoyltransferase 2, mitochondrial (EC 2.3.1.21) (Carnitine palmitoyltransferase II) (CPT II)Cpt2 4 14 45.239 399 0 8.1698 16.21649315 15.07725159 14.86085376 19.27865264 21.12373599 20.74802225
tr|B1WC34|B1WC34_RAT Protein kinase C substrate 80K-H OS=Rattus norvegicus OX=10116 GN=Prkcsh PE=1 SV=1Isocitrate dehydrogenase [NADP], mitochondrial (IDH) (EC 1.1.1.42) (ICD-M) (IDP) (NADP(+)-specific ICDH) (Oxalosuccinate decarboxylase)Idh2 8 14.1 59.218 525 0 34.931 13.96301739 14.1787996 14.79750915 11.14912647 11.49735708 11.3171497
tr|A0A0A0MXZ3|A0A0A0MXZ3_RAT D-2-hydroxyglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=D2hgdh PE=1 SV=1;sp|P84850|D2HDH_RAT D-2-hydroxyglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=D2hgdh PE=3 SV=1Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial (MMSDH) (Malonate-semialdehyde dehydrogenase [acylating]) (EC 1.2.1.18) (EC 1.2.1.27) (Aldehyde dehydrogenase family 6 member A1)Aldh6a1 5 14 57.74 527 0 95.543 2.645362043 2.522799933 2.026032696 4.69889217 3.990613253 4.165515903
tr|A0A140TAF1|A0A140TAF1_RAT Mitochondrial 2-oxodicarboxylate carrier OS=Rattus norvegicus OX=10116 GN=Slc25a21 PE=1 SV=1;sp|Q99JD3|ODC_RAT Mitochondrial 2-oxodicarboxylate carrier OS=Rattus norvegicus OX=10116 GN=Slc25a21 PE=2 SV=1Unconventional myosin-Ic (Myosin I beta) (MMI-beta) (MMIb) (Myosin heavy chain myr 2)Myo1c 3 10.8 31.188 277 0 5.3421 5.098628435 5.515800842 4.768173534 7.858252608 7.035793764 7.175039036
tr|A1L1J4|A1L1J4_RAT Protein phosphatase 2C, magnesium dependent, catalytic subunit OS=Rattus norvegicus OX=10116 GN=Pdp1 PE=1 SV=1;tr|A0A0G2QC17|A0A0G2QC17_RAT Protein phosphatase 2C, magnesium dependent, catalytic subunit, isoform CRA_a OS=Rattus norvegiCarnitine O-palmitoyltransferase 1, muscle isoform (CPT1-M) (EC 2.3.1.21) (Carnitine O-palmitoyltransferase I, muscle isoform) (CPT I) (CPTI-M) (Carnitine palmitoyltransferase 1B) (Carnitine palmitoyltransferase I-like protein)Cpt1b 9 20.1 61.18 538 0 67.084 15.88158167 17.45441574 16.56801704 22.43540885 20.52580801 21.96755817
tr|F1M9A7|F1M9A7_RAT Acyl-coenzyme A oxidase OS=Rattus norvegicus OX=10116 GN=Acox3 PE=1 SV=2;sp|Q63448|ACOX3_RAT Peroxisomal acyl-coenzyme A oxidase 3 OS=Rattus norvegicus OX=10116 GN=Acox3 PE=1 SV=1Endoplasmin (94 kDa glucose-regulated protein) (GRP-94) (Heat shock protein 90 kDa beta member 1)Hsp90b1 2 3.6 78.239 699 0 2.2734 3.306254011 3.875567094 3.644042373 2.301398111 1.941237974 2.386512734
sp|P62836|RAP1A_RAT Ras-related protein Rap-1A OS=Rattus norvegicus OX=10116 GN=Rap1a PE=1 SV=1Sarcalumenin Srl 4 29.3 20.987 184 0 239.96 88.24917249 89.17932723 95.84928716 69.53718036 73.157863 67.92650877
tr|G3V9N9|G3V9N9_RAT alpha-1,2-Mannosidase OS=Rattus norvegicus OX=10116 GN=Man1a1 PE=1 SV=1;tr|A0A0G2JW29|A0A0G2JW29_RAT alpha-1,2-Mannosidase OS=Rattus norvegicus OX=10116 GN=Man1a1 PE=1 SV=1Acetyl-CoA acetyltransferase, mitochondrial (EC 2.3.1.9) (Acetoacetyl-CoA thiolase)Acat1 2 4.6 73.124 655 0.0030554 1.5427 1.366319189 1.528129389 1.460642832 1.956641964 1.8137367 1.820834894
sp|P15178|SYDC_RAT Aspartate--tRNA ligase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Dars PE=1 SV=1Elongation factor Tu, mitochondrialTufm 7 16.2 57.126 501 0 46.094 11.36585868 11.17952046 11.94386087 9.331810609 8.987891261 9.070555108
tr|D4A533|D4A533_RAT Transmembrane anterior posterior transformation 1 OS=Rattus norvegicus OX=10116 GN=Tapt1 PE=1 SV=3NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial (Complex I-39kD) (CI-39kD) (NADH-ubiquinone oxidoreductase 39 kDa subunit) (Sperm flagella protein 3)Ndufa9 6 14.1 69.564 608 0 7.851 5.028057804 5.098679402 5.472240967 3.706942404 3.95430581 4.218280336
sp|Q5I0P2|GCSH_RAT Glycine cleavage system H protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gcsh PE=2 SV=1ATP-binding cassette, subfamily A (ABC1), member 8aAbca8a 3 24.1 18.485 170 0 86.438 14.74288268 13.34360547 8.051046956 30.81537478 26.10079959 29.69539191
tr|F1LWG4|F1LWG4_RAT NADH dehydrogenase (Ubiquinone) 1 alpha subcomplex, assembly factor 1 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ndufaf1 PE=1 SV=2Actinin alpha 2 (RCG30552)Actn2 9 30.2 37.781 328 0 13.571 23.40433123 25.81919882 24.05524466 16.35020026 16.80216895 15.89759526
sp|P08461|ODP2_RAT Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial OS=Rattus norvegicus OX=10116 GN=Dlat PE=1 SV=3Sodium/potassium-transporting ATPase subunit alpha-2 (Na(+)/K(+) ATPase alpha-2 subunit) (EC 7.2.2.13) (Na(+)/K(+) ATPase alpha(+) subunit) (Sodium pump subunit alpha-2)Atp1a2 22 42.4 67.165 632 0 323.31 268.3916732 295.4570564 274.5281893 407.9129734 373.1554738 368.2115676
tr|A0A0G2JXD0|A0A0G2JXD0_RAT 60S ribosomal protein L9 pseudogene OS=Rattus norvegicus OX=10116 GN=LOC103692829 PE=4 SV=1;sp|P17077|RL9_RAT 60S ribosomal protein L9 OS=Rattus norvegicus OX=10116 GN=Rpl9 PE=1 SV=1;tr|M0R6B4|M0R6B4_RAT Uncharacterized proteinLong-chain specific acyl-CoA dehydrogenase, mitochondrial (LCAD) (EC 1.3.8.8)Acadl 5 25.5 21.424 188 0 117.54 27.90171384 25.86771237 29.33378725 16.77512317 20.44795962 19.2805756
sp|P16303|CES1D_RAT Carboxylesterase 1D OS=Rattus norvegicus OX=10116 GN=Ces1d PE=1 SV=2;tr|G3V822|G3V822_RAT Carboxylic ester hydrolase OS=Rattus norvegicus OX=10116 GN=Ces1d PE=1 SV=3;tr|A0A0G2K3Z4|A0A0G2K3Z4_RAT Carboxylic ester hydrolase OS=Rattus norvMethylcrotonoyl-CoA carboxylase beta chain, mitochondrial (MCCase subunit beta) (EC 6.4.1.4) (3-methylcrotonyl-CoA carboxylase 2) (3-methylcrotonyl-CoA carboxylase non-biotin-containing subunit) (3-methylcrotonyl-CoA:carbon dioxide ligase subunit beta)Mccc2 8 16.8 62.146 565 0 44.267 21.7995471 14.76334036 14.26614738 38.36285639 46.69398898 50.11697272
sp|Q5BJQ0|COQ8A_RAT Atypical kinase COQ8A, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq8a PE=2 SV=1Trifunctional enzyme subunit beta, mitochondrial (TP-beta) [Includes: 3-ketoacyl-CoA thiolase (EC 2.3.1.155) (EC 2.3.1.16) (Acetyl-CoA acyltransferase) (Beta-ketothiolase)]Hadhb 17 32.4 72.225 649 0 323.31 85.43432132 89.94983662 84.14362295 105.3105678 99.65902575 107.0378883
sp|P06761|BIP_RAT Endoplasmic reticulum chaperone BiP OS=Rattus norvegicus OX=10116 GN=Hspa5 PE=1 SV=1Apoptosis-inducing factor 1, mitochondrial (EC 1.6.99.-) (Programmed cell death protein 8)Aifm1 31 48.8 72.346 654 0 323.31 330.1150599 320.5176364 324.1882657 239.5757908 258.9734707 262.1642956
sp|P35565|CALX_RAT Calnexin OS=Rattus norvegicus OX=10116 GN=Canx PE=1 SV=1Succinate--CoA ligase [GDP-forming] subunit beta, mitochondrial (EC 6.2.1.4) (GTP-specific succinyl-CoA synthetase subunit beta) (G-SCS) (GTPSCS) (Succinyl-CoA synthetase beta-G chain) (SCS-betaG)Suclg2 20 31 67.254 591 0 108.79 70.84972419 65.3363423 69.52724795 53.87275966 54.53443419 57.26583484
sp|B5DEH2|ERLN2_RAT Erlin-2 OS=Rattus norvegicus OX=10116 GN=Erlin2 PE=1 SV=1NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial (EC 1.6.99.3) (EC 7.1.1.2)Ndufv1 8 27.4 37.71 339 0 83.095 25.70086703 24.17544546 25.14047909 20.77391253 19.28612143 21.26232149
tr|F1M7K3|F1M7K3_RAT Myosin light chain 7 OS=Rattus norvegicus OX=10116 GN=Myl7 PE=4 SV=2;tr|A0A0G2K2W5|A0A0G2K2W5_RAT Myosin light chain 7 OS=Rattus norvegicus OX=10116 GN=Myl7 PE=1 SV=1Tripartite motif-containing protein 72 (Mitsugumin-53) (Mg53)Trim72 4 27 16.731 148 0 31.739 4.142137223 2.465106854 2.754495654 9.074426251 8.562668951 6.882473599
sp|Q9Z1E1|FLOT1_RAT Flotillin-1 OS=Rattus norvegicus OX=10116 GN=Flot1 PE=2 SV=2Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial (EC 2.3.1.12) (70 kDa mitochondrial autoantigen of primary biliary cirrhosis) (PBC) (Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex) (Pyruvate dehydrogenase complex component E2) (PDC-E2) (PDCE2)Dlat 15 48.8 47.499 428 0 135.8 64.84523997 57.45051166 67.2028674 43.95065778 39.66342872 37.34366837
tr|G3V7K1|G3V7K1_RAT Myomesin 2 OS=Rattus norvegicus OX=10116 GN=Myom2 PE=1 SV=1Desmin Des 38 32.7 164.71 1464 0 323.31 125.3286567 111.1531135 123.8884363 164.8258176 169.1468931 169.5852992
tr|Q642E2|Q642E2_RAT 60S ribosomal protein L28 OS=Rattus norvegicus OX=10116 GN=Rpl28 PE=2 SV=1;tr|D3ZJD3|D3ZJD3_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|D3ZEI0|D3ZEI0_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 Peroxisomal multifunctional enzyme type 2 (MFE-2) (17-beta-hydroxysteroid dehydrogenase 4) (17-beta-HSD 4) (D-bifunctional protein) (DBP) (Multifunctional protein 2) (MFP-2) [Cleaved into: (3R)-hydroxyacyl-CoA dehydrogenase (EC 1.1.1.n12); Enoyl-CoA hydratase 2 (EC 4.2.1.107) (EC 4.2.1.119) (3-alpha,7-alpha,12-alpha-trihydroxy-5-beta-cholest-24-enoyl-CoA hydratase)]Hsd17b4 3 23.4 15.733 137 0 4.3647 3.478573937 3.909146083 3.833552679 2.731572878 2.494550328 2.599058958
sp|P17209|MYL4_RAT Myosin light chain 4 OS=Rattus norvegicus OX=10116 GN=Myl4 PE=2 SV=2;tr|M0R4E1|M0R4E1_RAT Myosin light chain 4 OS=Rattus norvegicus OX=10116 GN=Myl4 PE=1 SV=1Cytochrome b-c1 complex subunit 2, mitochondrial (Complex III subunit 2) (Core protein II) (Ubiquinol-cytochrome-c reductase complex core protein 2)Uqcrc2 7 37.3 21.282 193 0 36.172 25.98354826 16.2068564 22.27845466 46.37258816 43.70369486 39.45886515
tr|A0A0G2K6E2|A0A0G2K6E2_RAT Thioredoxin reductase 2, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Txnrd2 PE=1 SV=1;tr|F1M6X5|F1M6X5_RAT Thioredoxin reductase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Txnrd2 PE=1 SV=3;sp|Q9Z0J5|TRXR2_RAT ThioredoNADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial (Complex I-42kD) (CI-42kD) (NADH-ubiquinone oxidoreductase 42 kDa subunit)Ndufa10 5 11.6 56.367 524 0 42.751 7.748814798 8.823759354 7.828555575 10.36395227 10.53570047 11.36385752
sp|P61354|RL27_RAT 60S ribosomal protein L27 OS=Rattus norvegicus OX=10116 GN=Rpl27 PE=2 SV=2;tr|D3ZTK5|D3ZTK5_RAT 60S ribosomal protein L27 OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|M0R7P0|M0R7P0_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 NLR family member X1 Nlrx1 3 28.7 15.798 136 0 16.65 49.77023675 47.77633824 54.27742691 27.41251919 27.4660903 26.31497792
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sp|Q91ZW1|TFAM_RAT Transcription factor A, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tfam PE=2 SV=1Fructose-bisphosphate aldolase A (EC 4.1.2.13) (Muscle-type aldolase)Aldoa 8 29.1 28.186 244 0 68.672 18.67450412 19.18235438 20.14567846 29.72724226 26.87143325 26.83954262
tr|G3V8C4|G3V8C4_RAT Chloride intracellular channel protein OS=Rattus norvegicus OX=10116 GN=Clic4 PE=1 SV=1;sp|Q9Z0W7|CLIC4_RAT Chloride intracellular channel protein 4 OS=Rattus norvegicus OX=10116 GN=Clic4 PE=1 SV=3Medium-chain specific acyl-CoA dehydrogenase, mitochondrial (MCAD) (EC 1.3.8.7)Acadm 7 32.8 28.669 253 0 142.46 18.24111273 19.94097319 18.85575195 12.73206197 15.02670225 12.93909143
sp|P05065|ALDOA_RAT Fructose-bisphosphate aldolase A OS=Rattus norvegicus OX=10116 GN=Aldoa PE=1 SV=2Heat shock protein HSP 90-beta (Heat shock 84 kDa) (HSP 84) (HSP84)Hsp90ab1 20 68.7 39.351 364 0 323.31 228.2541283 227.0909951 258.1318833 145.1118252 178.9466319 151.2152694
sp|O35077|GPDA_RAT Glycerol-3-phosphate dehydrogenase [NAD(+)], cytoplasmic OS=Rattus norvegicus OX=10116 GN=Gpd1 PE=1 SV=4EH domain-containing protein 2Ehd2 4 16 37.452 349 0 15.359 9.708046901 9.526730264 9.037861672 12.62268447 12.46097625 11.48652969
tr|G3V6H0|G3V6H0_RAT RCG48149, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=LOC100363782 PE=1 SV=1;sp|P10536|RAB1B_RAT Ras-related protein Rab-1B OS=Rattus norvegicus OX=10116 GN=Rab1b PE=1 SV=1Sorting and assembly machinery component 50 homologSamm50 4 31.8 22.177 201 0 323.31 111.8165737 112.2185092 118.4858221 94.34243507 100.5225541 91.88607828
tr|A0A0G2K2T1|A0A0G2K2T1_RAT Taxilin beta OS=Rattus norvegicus OX=10116 GN=Txlnb PE=1 SV=1Dihydrolipoyl dehydrogenase, mitochondrial (EC 1.8.1.4) (Dihydrolipoamide dehydrogenase)Dld 4 7.7 76.956 685 0 5.4546 4.112234414 4.039514369 3.748848901 4.79524854 4.680258421 5.081964304
tr|A0A0G2K513|A0A0G2K513_RAT Transmembrane protein 143 OS=Rattus norvegicus OX=10116 GN=Tmem143 PE=1 SV=1;tr|D3ZSD8|D3ZSD8_RAT Transmembrane protein 143 OS=Rattus norvegicus OX=10116 GN=Tmem143 PE=1 SV=1Malonyl-CoA decarboxylase, mitochondrial (MCD) (EC 4.1.1.9)Mlycd 8 19.6 50.989 453 0 120.33 33.0808805 37.4462806 35.35152473 46.32484401 44.51227143 42.48152807
sp|A0JPM9|EIF3J_RAT Eukaryotic translation initiation factor 3 subunit J OS=Rattus norvegicus OX=10116 GN=Eif3j PE=1 SV=1Succinate--CoA ligase [ADP-forming] subunit beta, mitochondrial (EC 6.2.1.5) (ATP-specific succinyl-CoA synthetase subunit beta) (A-SCS) (Succinyl-CoA synthetase beta-A chain) (SCS-betaA)Sucla2 5 20.1 29.187 259 0 12.727 21.53281404 20.86938944 22.06433943 18.91840135 18.933514 17.68224442
tr|D4A9G1|D4A9G1_RAT Ribosomal protein L3-like OS=Rattus norvegicus OX=10116 GN=Rpl3l PE=3 SV=2Malate dehydrogenase, mitochondrial (EC 1.1.1.37)Mdh2 8 26.5 46.394 407 0 198.52 26.80288525 25.70980551 26.33460343 19.3967109 21.55026668 21.22587913
sp|Q9Z1N4|BPNT1_RAT 3(2),5-bisphosphate nucleotidase 1 OS=Rattus norvegicus OX=10116 GN=Bpnt1 PE=1 SV=1;tr|A0A0G2K0V3|A0A0G2K0V3_RAT 3(2),5-bisphosphate nucleotidase 1 OS=Rattus norvegicus OX=10116 GN=Bpnt1 PE=1 SV=1Short-chain specific acyl-CoA dehydrogenase, mitochondrial (SCAD) (EC 1.3.8.1) (Butyryl-CoA dehydrogenase)Acads 8 28.9 33.174 308 0 45.312 21.97856526 21.59899524 19.51537346 30.53976084 27.11937057 30.64545967
sp|P40307|PSB2_RAT Proteasome subunit beta type-2 OS=Rattus norvegicus OX=10116 GN=Psmb2 PE=1 SV=1Hydroxysteroid dehydrogenase-like protein 2 (EC 1.-.-.-)Hsdl2 2 13.4 22.912 201 0 23.119 7.106901146 6.350043722 7.409224759 4.269715689 5.163114709 4.712664598
tr|A0A0G2JZH8|A0A0G2JZH8_RAT Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex OS=Rattus norvegicus OX=10116 GN=Pdhx PE=1 SV=1;tr|Q7TQ85|Q7TQ85_RAT Ac1164 OS=Rattus norvegicus OX=10116 GN=Pdhx PE=1 SV=1EH domain-containing protein 1Ehd1 11 32.9 54.169 502 0 149.69 43.39495769 48.29001117 48.93344568 67.26716317 59.26879397 65.78102889
tr|F1LMV6|F1LMV6_RAT Desmoplakin OS=Rattus norvegicus OX=10116 GN=Dsp PE=1 SV=1Solute carrier family 25 member 12Slc25a12 16 6.3 332.39 2877 0 40.941 29.06752472 29.33833398 31.10324812 35.8107147 35.07887803 38.14129414
tr|G3V836|G3V836_RAT Clusterin OS=Rattus norvegicus OX=10116 GN=Clu PE=1 SV=1;sp|P05371|CLUS_RAT Clusterin OS=Rattus norvegicus OX=10116 GN=Clu PE=1 SV=2Caveolae-associated protein 1 (Cavin-1) (Polymerase I and transcript release factor) (cav-p60)Cavin1 9 24.6 51.42 447 0 126.99 16.97203747 14.80234145 15.69061573 22.2748149 22.03698268 25.24172471
sp|Q63704|CPT1B_RAT Carnitine O-palmitoyltransferase 1, muscle isoform OS=Rattus norvegicus OX=10116 GN=Cpt1b PE=1 SV=1Citrate synthase, mitochondrial (EC 2.3.3.1) (Citrate (Si)-synthase)Cs 25 38.5 88.216 772 0 323.31 278.2356783 284.3988198 293.2279356 243.1913248 232.5377267 217.2888637
sp|Q6DGG0|PPID_RAT Peptidyl-prolyl cis-trans isomerase D OS=Rattus norvegicus OX=10116 GN=Ppid PE=1 SV=3;tr|M0RB67|M0RB67_RAT Peptidylprolyl isomerase D-like 1 OS=Rattus norvegicus OX=10116 GN=Ppidl1 PE=4 SV=2Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial (EC 2.8.3.5) (3-oxoacid CoA-transferase 1) (Somatic-type succinyl-CoA:3-oxoacid CoA-transferase) (SCOT-s)Oxct1 3 7.8 40.765 370 0 3.5929 11.48865955 10.09509984 9.865006102 6.305265708 7.586620202 7.232525578
sp|P45479|PPT1_RAT Palmitoyl-protein thioesterase 1 OS=Rattus norvegicus OX=10116 GN=Ppt1 PE=1 SV=12-oxoisovalerate dehydrogenase subunit alpha, mitochondrial (EC 1.2.4.4) (Branched-chain alpha-keto acid dehydrogenase E1 component alpha chain) (BCKDE1A) (BCKDH E1-alpha) (Fragment)Bckdha 3 15 34.455 306 0 8.772 3.690445313 4.03047753 4.779167226 6.690691188 5.845236714 6.514970348
tr|D3ZJ32|D3ZJ32_RAT Extended synaptotagmin 2 OS=Rattus norvegicus OX=10116 GN=Esyt2 PE=1 SV=3Electron transfer flavoprotein subunit alpha, mitochondrial (Alpha-ETF)Etfa 7 11.5 93.95 845 0 19.123 13.0280562 12.15216966 13.08406376 14.33235898 15.00576823 15.03478385
tr|D4A4L5|D4A4L5_RAT Iron-sulfur cluster assembly 2 OS=Rattus norvegicus OX=10116 GN=Isca2 PE=1 SV=1Cytochrome b-c1 complex subunit Rieske, mitochondrial (EC 7.1.1.8) (Complex III subunit 5) (Cytochrome b-c1 complex subunit 5) (Liver regeneration-related protein LRRGT00195) (Rieske iron-sulfur protein) (RISP) (Rieske protein UQCRFS1) (Ubiquinol-cytochrome c reductase iron-sulfur subunit) [Cleaved into: Cytochrome b-c1 complex subunit 9 (Su9) (Subunit 9) (8 kDa subunit 9) (Complex III subunit IX) (Cytochrome b-c1 complex subunit 11) (UQCRFS1 mitochondrial targeting sequence) (UQCRFS1 MTS) (Ubiquinol-cytochrome c reductase 8 kDa protein)]Uqcrfs1 5 45.5 16.68 154 0 47.949 13.53201823 13.81542356 14.20751436 21.34467211 19.02444616 20.16853737
sp|Q6PDV7|RL10_RAT 60S ribosomal protein L10 OS=Rattus norvegicus OX=10116 GN=Rpl10 PE=1 SV=3;tr|D4A1P2|D4A1P2_RAT Ribosomal protein L10-like OS=Rattus norvegicus OX=10116 GN=Rpl10l PE=1 SV=1Cytochrome b-c1 complex subunit 1, mitochondrial (Complex III subunit 1) (Core protein I) (Ubiquinol-cytochrome-c reductase complex core protein 1)Uqcrc1 4 24.3 24.604 214 0 135.72 23.09892387 18.84561324 21.0136566 11.10311847 13.74711019 12.59211908
sp|P34058|HS90B_RAT Heat shock protein HSP 90-beta OS=Rattus norvegicus OX=10116 GN=Hsp90ab1 PE=1 SV=4;tr|A0A0G2K793|A0A0G2K793_RAT Heat shock protein HSP 90-beta OS=Rattus norvegicus OX=10116 GN=Hsp90ab1 PE=1 SV=1Voltage-dependent anion-selective channel protein 1 (VDAC-1) (rVDAC1) (Outer mitochondrial membrane protein porin 1)Vdac1 20 33.1 83.28 724 0 323.31 214.4190949 198.6962973 198.1220314 140.1464338 161.5517685 162.7433742
tr|F1LMZ4|F1LMZ4_RAT Ribosome-releasing factor 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gfm2 PE=1 SV=2;sp|Q5BJP6|RRF2M_RAT Ribosome-releasing factor 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gfm2 PE=2 SV=2ATP-dependent 6-phosphofructokinase, muscle type (ATP-PFK) (PFK-M) (EC 2.7.1.11) (6-phosphofructokinase type A) (Phosphofructo-1-kinase isozyme A) (PFK-A) (Phosphohexokinase)Pfkm 5 8.7 85.913 779 0 13.767 7.364464015 7.339339726 7.915458091 11.29322699 9.943660177 11.08207081
sp|P11507|AT2A2_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Rattus norvegicus OX=10116 GN=Atp2a2 PE=1 SV=1Amine oxidase [flavin-containing] A (EC 1.4.3.4) (Monoamine oxidase type A) (MAO-A)Maoa 42 43.5 114.77 1043 0 323.31 1959.830159 1716.09563 1904.840331 1268.041149 1459.8209 1393.484046
sp|B4F7E8|NIBL1_RAT Niban-like protein 1 OS=Rattus norvegicus OX=10116 GN=Fam129b PE=1 SV=1Cytochrome c oxidase subunit 4 isoform 1, mitochondrial (Cytochrome c oxidase polypeptide IV) (Cytochrome c oxidase subunit IV isoform 1) (COX IV-1)Cox4i1 6 9.6 84.73 747 0 16.593 9.42616308 9.880118211 9.505878837 8.816607856 8.770700789 8.436150054
sp|P19836|PCY1A_RAT Choline-phosphate cytidylyltransferase A OS=Rattus norvegicus OX=10116 GN=Pcyt1a PE=1 SV=2;tr|A0A096MK76|A0A096MK76_RAT Choline-phosphate cytidylyltransferase B OS=Rattus norvegicus OX=10116 GN=Pcyt1b PE=1 SV=1;tr|G3V7M5|G3V7M5_RAT CholSuccinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial (EC 1.3.5.1) (Iron-sulfur subunit of complex II) (Ip)Sdhb 5 21 41.68 367 0 39.593 5.589034517 5.781674143 5.191692423 4.312598614 4.203289827 4.617709149
sp|P18418|CALR_RAT Calreticulin OS=Rattus norvegicus OX=10116 GN=Calr PE=1 SV=1Heat shock cognate 71 kDa protein (Heat shock 70 kDa protein 8)Hspa8 17 48.3 47.995 416 0 213.77 123.2075508 125.8879164 132.5525125 79.76310863 97.68991936 91.85528192
sp|P11598|PDIA3_RAT Protein disulfide-isomerase A3 OS=Rattus norvegicus OX=10116 GN=Pdia3 PE=1 SV=2;tr|A0A0H2UHM5|A0A0H2UHM5_RAT Protein disulfide-isomerase OS=Rattus norvegicus OX=10116 GN=Pdia3 PE=1 SV=1Voltage-dependent anion-selective channel protein 2 (VDAC-2) (B36-VDAC) (Outer mitochondrial membrane protein porin 2)Vdac2 21 45.7 56.623 505 0 270.61 123.2673564 128.2945692 115.9886835 95.76607873 96.70209522 104.9796648
sp|Q5RJR8|LRC59_RAT Leucine-rich repeat-containing protein 59 OS=Rattus norvegicus OX=10116 GN=Lrrc59 PE=1 SV=1Atypical kinase COQ8A, mitochondrial (EC 2.7.-.-) (Chaperone activity of bc1 complex-like) (Chaperone-ABC1-like) (Coenzyme Q protein 8A) (aarF domain-containing protein kinase 3)Coq8a 8 31.3 34.869 307 0 108.45 21.07031724 20.05750085 20.90633723 16.17311288 15.92686518 17.77412024
tr|G3V7Q7|G3V7Q7_RAT IQ motif containing GTPase activating protein 1 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Iqgap1 PE=1 SV=1Fumarate hydratase, mitochondrial (Fumarase) (EC 4.2.1.2)Fh 35 28.2 188.83 1657 0 323.31 103.4677092 109.2696461 105.6860238 93.13581025 96.83947474 94.88359083
tr|G3V6I9|G3V6I9_RAT 60S ribosomal protein L26 OS=Rattus norvegicus OX=10116 GN=Rpl26 PE=1 SV=1;tr|D4AE42|D4AE42_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|D4A1Z2|D4A1Z2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 ATP synthase subunit d, mitochondrial (ATPase subunit d) (ATP synthase peripheral stalk subunit d)Atp5pd 3 12.4 17.258 145 0 3.1862 17.89902458 15.14764381 16.03665527 9.800571328 11.85454382 11.68465296
sp|Q68FX9|SIR5_RAT NAD-dependent protein deacylase sirtuin-5, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sirt5 PE=2 SV=1Electron transfer flavoprotein subunit beta (Beta-ETF)Etfb 7 29 34.098 310 0 13.502 16.66344048 17.57855336 17.03708122 21.29996622 19.60471107 20.5966068
tr|Q9JKB7|Q9JKB7_RAT Guanine deaminase OS=Rattus norvegicus OX=10116 GN=Gda PE=1 SV=1;sp|Q9WTT6|GUAD_RAT Guanine deaminase OS=Rattus norvegicus OX=10116 GN=Gda PE=1 SV=1NADH:ubiquinone oxidoreductase subunit B10 (RCG32945)Ndufb10 10 29.7 50.9 454 0 77.127 27.67445248 30.88315774 28.42654592 37.40927556 42.9271735 39.21711371
sp|Q5FVQ4|MLEC_RAT Malectin OS=Rattus norvegicus OX=10116 GN=Mlec PE=2 SV=1;tr|A0A0G2K121|A0A0G2K121_RAT Unc-119 lipid-binding chaperone B OS=Rattus norvegicus OX=10116 GN=Mlec PE=1 SV=13-hydroxyacyl-CoA dehydrogenase type-2 (EC 1.1.1.35) (17-beta-hydroxysteroid dehydrogenase 10) (17-beta-HSD 10) (EC 1.1.1.51) (3-hydroxy-2-methylbutyryl-CoA dehydrogenase) (EC 1.1.1.178) (3-hydroxyacyl-CoA dehydrogenase type II) (Endoplasmic reticulum-associated amyloid beta-peptide-binding protein) (Mitochondrial ribonuclease P protein 2) (Mitochondrial RNase P protein 2) (Type II HADH)Hsd17b10 6 27.1 32.418 291 0 33.138 12.54283328 13.53718406 13.33116007 10.40041143 11.43913433 11.22168098
tr|D3ZB55|D3ZB55_RAT Cytochrome C oxidase assembly factor 5 OS=Rattus norvegicus OX=10116 GN=Coa5 PE=1 SV=1L-lactate dehydrogenase B chain (LDH-B) (EC 1.1.1.27) (LDH heart subunit) (LDH-H)Ldhb 3 58.1 8.3585 74 0 28.411 10.77418175 12.3138815 11.55646411 7.906864831 8.471082608 9.368253272
tr|Q6P2A5|Q6P2A5_RAT GTP:AMP phosphotransferase AK3, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ak3 PE=1 SV=1;sp|P29411|KAD3_RAT GTP:AMP phosphotransferase AK3, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ak3 PE=2 SV=2Pyruvate dehydrogenase E1 component subunit beta, mitochondrial (PDHE1-B) (EC 1.2.4.1)Pdhb 10 48 25.494 227 0 113.3 26.11193099 26.59113508 26.1037359 36.1088986 33.12416378 34.67208398
sp|Q6AXR4|HEXB_RAT Beta-hexosaminidase subunit beta OS=Rattus norvegicus OX=10116 GN=Hexb PE=2 SV=1;tr|F1LR87|F1LR87_RAT Beta-hexosaminidase OS=Rattus norvegicus OX=10116 GN=Hexb PE=1 SV=3Prohibitin Phb 6 13.6 61.527 537 0 20.615 12.31078747 12.90460537 12.10667221 9.316185252 9.731049022 10.63911647
tr|A0A0G2JXA8|A0A0G2JXA8_RAT Flotillin 2, isoform CRA_d OS=Rattus norvegicus OX=10116 GN=Flot2 PE=1 SV=1;sp|Q9Z2S9|FLOT2_RAT Flotillin-2 OS=Rattus norvegicus OX=10116 GN=Flot2 PE=1 SV=1;tr|Q5XIW9|Q5XIW9_RAT Flot2 protein OS=Rattus norvegicus OX=10116 GN=FlSodium/calcium exchanger 1 (Na(+)/Ca(2+)-exchange protein 1) (Solute carrier family 8 member 1)Slc8a1 15 49.3 41.658 379 0 155.14 54.79789585 47.46813449 56.98396913 34.5120739 31.82232932 30.04801025
sp|Q4V8H8|EHD2_RAT EH domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Ehd2 PE=1 SV=1Prohibitin-2 (B-cell receptor-associated protein BAP37) (BAP-37)Phb2 20 52.1 61.237 543 0 323.31 256.7016681 293.3643149 288.9351607 215.8729918 202.2684401 192.6261106
tr|F1M853|F1M853_RAT Ribosome-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Rrbp1 PE=1 SV=3Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial (EC 5.3.3.-)Ech1 17 16.4 157.5 1453 0 247.6 46.98329487 43.26315085 47.14775603 34.74428407 39.37296917 37.03827111
sp|Q5I0K3|CLYBL_RAT Citramalyl-CoA lyase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Clybl PE=2 SV=2Isocitrate dehydrogenase [NAD] subunit beta, mitochondrial (Isocitric dehydrogenase subunit beta) (NAD(+)-specific ICDH subunit beta)Idh3B 13 45.6 37.321 338 0 96.505 34.99984349 31.73262056 33.18367341 52.01073792 45.1056201 46.89772636
tr|A0A0G2QC06|A0A0G2QC06_RAT Serotransferrin OS=Rattus norvegicus OX=10116 GN=Tf PE=1 SV=1Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial (EC 2.3.1.61) (2-oxoglutarate dehydrogenase complex component E2) (OGDC-E2) (Dihydrolipoamide succinyltransferase component of 2-oxoglutarate dehydrogenase complex) (E2K)Dlst 8 9.6 107.41 979 0 210.67 98.40017968 94.56813671 91.20576115 72.7403786 70.43644022 80.93797165
tr|A0A0H2UI06|A0A0H2UI06_RAT NADH dehydrogenase (ubiquinone) complex I, assembly factor 6 OS=Rattus norvegicus OX=10116 GN=Ndufaf6 PE=1 SV=1;sp|D3ZN43|NDUF6_RAT NADH dehydrogenase (ubiquinone) complex I, assembly factor 6 OS=Rattus norvegicus OX=10116 GN=NPhosphate carrier protein, mitochondrial (Phosphate transport protein) (PTP) (Solute carrier family 25 member 3)Slc25a3 4 17.9 38.124 329 0 55.804 19.04370414 18.83419829 20.46606605 15.58976621 15.49902611 16.20812524
tr|A0A0H2UHL9|A0A0H2UHL9_RAT Drebrin OS=Rattus norvegicus OX=10116 GN=Dbn1 PE=1 SV=1;sp|Q07266|DREB_RAT Drebrin OS=Rattus norvegicus OX=10116 GN=Dbn1 PE=1 SV=3Myosin regulatory light chain 2, ventricular/cardiac muscle isoform (MLC-2) (MLC-2v) (Myosin light chain 2, slow skeletal/ventricular muscle isoform) (MLC-2s/v)Myl2 3 6.4 77.343 706 0 2.6806 4.082331604 4.293306843 4.777439646 2.921941815 3.411460467 3.045657532
tr|F1LPD0|F1LPD0_RAT Collagen alpha-1(XV) chain-like OS=Rattus norvegicus OX=10116 GN=LOC108348074 PE=1 SV=3;tr|A0A0G2JV12|A0A0G2JV12_RAT Collagen type XV alpha 1 chain OS=Rattus norvegicus OX=10116 GN=Col15a1 PE=1 SV=1Creatine kinase M-type (EC 2.7.3.2) (Creatine kinase M chain) (Creatine phosphokinase M-type) (CPK-M) (M-CK)Ckm 7 8.2 134.49 1312 0 36.397 20.75255005 21.31790201 18.43589763 14.73123963 13.46580928 16.04439125
tr|D3ZZC1|D3ZZC1_RAT RCG43947 OS=Rattus norvegicus OX=10116 GN=Txndc5 PE=1 SV=1Perilipin 4 Plin4 7 19.7 46.353 417 0 98.52 20.52768092 21.34406127 21.55287101 15.71693925 17.5786903 17.61449243
tr|Q6P7A7|Q6P7A7_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Rattus norvegicus OX=10116 GN=Rpn1 PE=1 SV=1;sp|P07153|RPN1_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Rattus norvegicus OL-lactate dehydrogenase A chain (LDH-A) (EC 1.1.1.27) (LDH muscle subunit) (LDH-M)Ldha 17 33.2 68.4 606 0 303.6 68.95986661 78.44927058 77.50029205 52.32758544 59.0182399 58.84158202
tr|A0A0G2K261|A0A0G2K261_RAT Isoleucyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Iars2 PE=1 SV=1;tr|A0A0G2K150|A0A0G2K150_RAT Isoleucyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Iars2 PE=1 SV=1Myosin light chain 3 (Myosin alkali light chain 1, ventricular) (MLClV) (Myosin light chain 1, slow-twitch muscle B/ventricular isoform) (MLC1SB) (Ventricular myosin light chain 1) (rVMLC1)Myl3 25 30.9 112.68 1011 0 199.18 69.45824677 69.56463147 73.484977 86.03061306 79.5558233 85.64468228
tr|A0A0G2K8S1|A0A0G2K8S1_RAT Solute carrier family 12 member 7 OS=Rattus norvegicus OX=10116 GN=Slc12a7 PE=1 SV=1;sp|Q5RK27|S12A7_RAT Solute carrier family 12 member 7 OS=Rattus norvegicus OX=10116 GN=Slc12a7 PE=2 SV=2Junctophilin-2 (JP-2) (Junctophilin type 2) [Cleaved into: Junctophilin-2 N-terminal fragment (JP2NT)]Jph2 11 14.1 119.98 1088 0 115.92 47.42186942 46.34281028 49.48784185 36.77254225 41.65281494 38.29886886
tr|B2RYD7|B2RYD7_RAT RCG25591, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Stt3b PE=1 SV=1;tr|Q7TQ74|Q7TQ74_RAT Ac1573 OS=Rattus norvegicus OX=10116 GN=Stt3b PE=1 SV=1Cadherin 13 (T-cadherin) Cdh13 2 2.2 93.435 824 0 2.5163 5.121753275 5.774064174 5.563331556 4.092975537 3.891765421 4.086163944
sp|Q64361|LXN_RAT Latexin OS=Rattus norvegicus OX=10116 GN=Lxn PE=1 SV=1Acyl-coenzyme A thioesterase 2, mitochondrial (Acyl-CoA thioesterase 2) (EC 3.1.2.2) (ARTISt/p43) (Acyl coenzyme A thioester hydrolase) (MTE-I) (Very-long-chain acyl-CoA thioesterase)Acot2 2 12.1 25.58 223 0 3.5091 4.075553633 4.221249947 3.718328319 3.072249071 3.324060927 2.852205052
sp|Q64057|AL7A1_RAT Alpha-aminoadipic semialdehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh7a1 PE=1 SV=2Glyceraldehyde-3-phosphate dehydrogenase (GAPDH) (EC 1.2.1.12) (38 kDa BFA-dependent ADP-ribosylation substrate) (BARS-38) (Peptidyl-cysteine S-nitrosylase GAPDH) (EC 2.6.99.-)Gapdh 17 43.8 58.748 539 0 232.83 43.97307868 43.24935778 41.89800644 59.75831091 65.59544776 58.25645115
tr|G3V9X8|G3V9X8_RAT Magnesium transporter protein 1 OS=Rattus norvegicus OX=10116 GN=Magt1 PE=1 SV=2;tr|A0A0G2K5G6|A0A0G2K5G6_RAT Magnesium transporter protein 1 OS=Rattus norvegicus OX=10116 GN=Magt1 PE=1 SV=1D-beta-hydroxybutyrate dehydrogenase, mitochondrial (EC 1.1.1.30) (3-hydroxybutyrate dehydrogenase) (BDH)Bdh1 3 10.1 37.94 335 0 15.976 11.0684254 10.85134054 11.73236318 9.143872284 8.994433143 9.271244732
sp|P02650|APOE_RAT Apolipoprotein E OS=Rattus norvegicus OX=10116 GN=Apoe PE=1 SV=2;tr|A0A0G2K151|A0A0G2K151_RAT Apolipoprotein E OS=Rattus norvegicus OX=10116 GN=Apoe PE=1 SV=1ATP synthase subunit O, mitochondrial (ATP synthase peripheral stalk subunit OSCP) (Oligomycin sensitivity conferral protein) (OSCP) (Sperm flagella protein 4)Atp5po 6 23.1 35.753 312 0 19.593 14.66712889 16.61541663 13.99235211 20.50046878 18.47361972 20.4010499
tr|F1LQ95|F1LQ95_RAT Troponin T, cardiac muscle OS=Rattus norvegicus OX=10116 GN=Tnnt2 PE=4 SV=3;sp|P50753|TNNT2_RAT Troponin T, cardiac muscle OS=Rattus norvegicus OX=10116 GN=Tnnt2 PE=1 SV=2Voltage-dependent anion-selective channel protein 3 (VDAC-3) (rVDAC3) (Outer mitochondrial membrane protein porin 3)Vdac3 15 39.9 35.371 296 0 53.783 38.64958111 35.12381311 34.13227196 42.02049211 46.22231931 44.5977514
tr|Q68G41|Q68G41_RAT Dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl-Coenzyme A isomerase) OS=Rattus norvegicus OX=10116 GN=Eci1 PE=1 SV=1;sp|P23965|ECI1_RAT Enoyl-CoA delta isomerase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Eci1 PE=1 SV=1;MICOS complex subunit Chchd3 10 39.8 32.264 289 0 67.666 56.02191753 57.52185512 55.99453687 77.3324975 70.06355296 73.90100297
sp|Q5BJS4|FUND1_RAT FUN14 domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Fundc1 PE=1 SV=1NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12Ndufa12 2 26.5 17.158 155 0 19.162 3.280338243 3.501204168 2.866264854 5.070428443 4.508991959 4.269043006
tr|D3ZIN7|D3ZIN7_RAT Mitochondrial ribosomal protein S23 OS=Rattus norvegicus OX=10116 GN=Mrps23 PE=1 SV=1Ras-related protein Rab-11BRab11b 6 40.7 20.321 177 0 57.551 30.81823456 31.34689024 31.35819707 26.73845864 24.47383361 26.11480157
sp|P0CD94|UQCC3_RAT Ubiquinol-cytochrome-c reductase complex assembly factor 3 OS=Rattus norvegicus OX=10116 GN=Uqcc3 PE=3 SV=1Guanine nucleotide-binding protein G(i) subunit alpha-2 (Adenylate cyclase-inhibiting G alpha protein)Gnai2 2 20.2 9.6781 89 0.00046468 1.9821 5.622525664 6.955511901 5.846026488 3.369564898 3.192372849 3.85010983
tr|D3ZT90|D3ZT90_RAT Glutaryl-CoA dehydrogenase OS=Rattus norvegicus OX=10116 GN=Gcdh PE=1 SV=1NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial (EC 7.1.1.2) (NADH-ubiquinone oxidoreductase 24 kDa subunit)Ndufv2 9 31.8 49.713 447 0 114.24 34.41016008 33.15806292 33.24858855 44.63643735 40.43667914 42.68067788
sp|P17764|THIL_RAT Acetyl-CoA acetyltransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acat1 PE=1 SV=1ATP synthase-coupling factor 6, mitochondrial (ATPase subunit F6) (ATP synthase peripheral stalk subunit F6)Atp5pf 24 66.7 44.695 424 0 323.31 259.8075733 284.9885925 281.8049663 468.2398737 399.3360843 411.4342615
sp|P19944|RLA1_RAT 60S acidic ribosomal protein P1 OS=Rattus norvegicus OX=10116 GN=Rplp1 PE=3 SV=1;tr|A0A0G2K4Q1|A0A0G2K4Q1_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|A0A0H2UHJ3|A0A0H2UHJ3_RAT Uncharacterized protein OS=Rattus [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 2, mitochondrial (EC 2.7.11.2) (PDK P45) (Pyruvate dehydrogenase kinase isoform 2) (PDH kinase 2)Pdk2 2 28.9 11.498 114 0 47.252 10.64061586 10.05276939 9.088642058 6.612130363 6.714587372 7.998328443
sp|P61314|RL15_RAT 60S ribosomal protein L15 OS=Rattus norvegicus OX=10116 GN=Rpl15 PE=1 SV=2Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial (HCDH) (EC 1.1.1.35) (Medium and short-chain L-3-hydroxyacyl-coenzyme A dehydrogenase) (Short-chain 3-hydroxyacyl-CoA dehydrogenase)Hadh 7 28.4 24.146 204 0 20.749 16.82332083 16.69960191 18.48720152 9.657772924 12.98694354 11.77652877
tr|D4A9N5|D4A9N5_RAT Tripartite motif-containing 25 OS=Rattus norvegicus OX=10116 GN=Trim25 PE=1 SV=3Cytochrome c-1 (Cytochrome c-1 (Predicted), isoform CRA_c)Cyc1 3 4.5 71.919 643 0 7.5407 8.05103253 7.739338735 7.29405275 6.165505567 6.596833502 6.31941345
tr|D3ZI60|D3ZI60_RAT 60S ribosomal protein L27a-like OS=Rattus norvegicus OX=10116 GN=LOC108351703 PE=3 SV=1;tr|A0A0G2K7W6|A0A0G2K7W6_RAT Similar to 60S ribosomal protein L27a OS=Rattus norvegicus OX=10116 GN=RGD1562402 PE=3 SV=1;sp|P18445|RL27A_RAT 60S riIsocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial (Isocitric dehydrogenase subunit gamma) (NAD(+)-specific ICDH subunit gamma)Idh3g 4 27 16.549 148 0 11.916 32.21728736 30.91978072 31.49640348 21.37071437 25.27783087 22.96330721
tr|Q4V7D1|Q4V7D1_RAT Signal sequence receptor, alpha OS=Rattus norvegicus OX=10116 GN=Ssr1 PE=1 SV=1;tr|A0A0G2K075|A0A0G2K075_RAT Translocon-associated protein subunit alpha OS=Rattus norvegicus OX=10116 GN=Ssr1 PE=1 SV=1;tr|A0A0G2JX79|A0A0G2JX79_RAT TransPlatelet glycoprotein 4 (Adipocyte membrane protein) (Fatty acid translocase) (Fatty acid transport protein) (Glycoprotein IIIb) (GPIIIB) (PAS IV) (PAS-4) (Platelet glycoprotein IV) (GPIV) (CD antigen CD36)Cd36 3 11.8 32.207 287 0 15.082 11.08636708 11.10912825 10.77381796 7.152073266 8.053056367 8.498769323
sp|Q6AYT0|QOR_RAT Quinone oxidoreductase OS=Rattus norvegicus OX=10116 GN=Cryz PE=2 SV=1Mitochondrial carrier 2 Mtch2 4 17.6 34.975 329 0 12.866 4.516520403 4.209739869 3.848106233 7.892975624 6.685803093 6.512917257
tr|D4A071|D4A071_RAT Serine hydrolase-like 2 OS=Rattus norvegicus OX=10116 GN=Serhl2 PE=4 SV=1Malic enzyme Me3 2 11 35.478 310 0 20.869 4.091501799 4.956943725 4.11792284 7.649046435 7.131959424 6.139254733



sp|A0A0G2K309|ORNT1_RAT Mitochondrial ornithine transporter 1 OS=Rattus norvegicus OX=10116 GN=Slc25a15 PE=1 SV=1;tr|Q7TPA1|Q7TPA1_RAT Ab1-114 OS=Rattus norvegicus OX=10116 GN=Slc25a15 PE=1 SV=1Histidine rich calcium binding protein, isoform CRA_b (Histidine-rich calcium-binding protein)Hrc 4 14.3 32.797 301 0 7.4991 19.93321306 21.66510685 20.21635219 18.37238192 16.85057887 16.75065448
tr|B2RYC9|B2RYC9_RAT Glucosylceramidase OS=Rattus norvegicus OX=10116 GN=Gba PE=1 SV=1Glioblastoma amplified sequence (Nipsnap homolog 2)Nipsnap2 3 7.2 57.491 515 0 7.4452 2.531651625 2.56189615 2.706280463 3.2187802 2.945809327 3.031439878
tr|D3ZUB0|D3ZUB0_RAT Reticulocalbin 1 OS=Rattus norvegicus OX=10116 GN=Rcn1 PE=1 SV=1Superoxide dismutase [Mn], mitochondrial (EC 1.15.1.1)Sod2 3 9.2 38.09 325 0 49.622 7.303063579 7.34314471 6.933878467 4.799154879 5.715314943 4.735607888
tr|A0A0G2KAQ5|A0A0G2KAQ5_RAT Myozenin 2 OS=Rattus norvegicus OX=10116 GN=Myoz2 PE=1 SV=1;tr|D3ZX18|D3ZX18_RAT Myozenin 2 OS=Rattus norvegicus OX=10116 GN=Myoz2 PE=1 SV=1ADP/ATP translocase 1 (ADP,ATP carrier protein 1) (Adenine nucleotide translocator 1) (ANT 1) (Solute carrier family 25 member 4)Slc25a4 2 8 29.789 264 0.00047281 2.1255 1.373974308 1.078903391 1.449544438 2.011938367 2.229669538 2.595414721
tr|F1LQ55|F1LQ55_RAT Non-specific lipid-transfer protein OS=Rattus norvegicus OX=10116 GN=Scp2 PE=1 SV=3;sp|P11915|NLTP_RAT Non-specific lipid-transfer protein OS=Rattus norvegicus OX=10116 GN=Scp2 PE=1 SV=3;tr|A0A0G2KAC1|A0A0G2KAC1_RAT Non-specific lipid-NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial (Complex I-ASHI) (NADH-ubiquinone oxidoreductase ASHI subunit)Ndufb8 11 27.6 58.787 547 0 145.51 47.84449579 62.61102206 50.87723509 97.31125295 90.14058788 76.63674644
tr|D4ACG2|D4ACG2_RAT IlvB (Bacterial acetolactate synthase)-like (Predicted), isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Ilvbl PE=1 SV=1Cytochrome c oxidase subunitCox6b1 2 4 72.269 672 0 6.2913 0.719142642 0.627870026 0.823270463 0.956662501 1.088438277 1.081465573
sp|Q2PS20|JPH2_RAT Junctophilin-2 OS=Rattus norvegicus OX=10116 GN=Jph2 PE=1 SV=1NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 7 (Predicted) (NADH:ubiquinone oxidoreductase subunit B7)Ndufb7 13 23.8 74.258 692 0 323.31 79.47369456 85.2649493 85.3215185 55.34848785 67.83931318 58.15379661
tr|G3V6P2|G3V6P2_RAT Dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glutarate complex), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Dlst PE=1 SV=1;sp|Q01205|ODO2_RAT Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarUbiquinone biosynthesis protein COQ9, mitochondrialCoq9 15 48.5 48.899 454 0 323.31 198.8138152 210.7580986 221.0464963 313.600921 269.6890729 284.039978
tr|F1LU48|F1LU48_RAT Endoplasmic reticulum-golgi intermediate compartment 1 OS=Rattus norvegicus OX=10116 GN=Ergic1 PE=1 SV=2NADH-ubiquinone oxidoreductase chain 5 (EC 7.1.1.2) (NADH dehydrogenase subunit 5)Mtnd5 5 16.6 35.011 313 0 7.8452 11.64056583 11.62803303 12.93643419 9.058800894 9.833102377 9.481686538
sp|P62329|TYB4_RAT Thymosin beta-4 OS=Rattus norvegicus OX=10116 GN=Tmsb4x PE=1 SV=2DnaJ (Hsp40) homolog, subfamily C, member 11 (DnaJ (Hsp40) homolog, subfamily C, member 11 (Predicted)) (DnaJ heat shock protein family (Hsp40) member C11)Dnajc11 3 61.4 5.0526 44 0 15.365 14.42272326 17.56618716 19.1510111 8.78752733 10.92494243 8.066593712
tr|A0A0G2K5L2|A0A0G2K5L2_RAT RCG47744, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=LOC100911440 PE=1 SV=1;tr|Q5FVG4|Q5FVG4_RAT Solute carrier family 25 (Mitochondrial carrier, glutamate), member 22 OS=Rattus norvegicus OX=10116 GN=Slc25a22 PE=1 SV=1NDUFA4, mitochondrial complex-associated (Ndufa4 protein) (RCG28086, isoform CRA_a)Ndufa4 10 40.2 34.662 323 0 107.49 46.66831861 49.31735702 46.06828019 41.06517513 42.2468178 40.67583472
tr|D4A2F1|D4A2F1_RAT Agrin OS=Rattus norvegicus OX=10116 GN=Agrn PE=1 SV=2;sp|P25304|AGRIN_RAT Agrin OS=Rattus norvegicus OX=10116 GN=Agrn PE=1 SV=2;tr|F1LPF2|F1LPF2_RAT Agrin OS=Rattus norvegicus OX=10116 GN=Agrn PE=1 SV=3Hemoglobin subunit alpha-1/2 (Alpha-1/2-globin) (Hemoglobin alpha-1/2 chain)Hba1 4 2.6 206.59 1940 0 13.226 2.462915032 2.463632422 2.499494355 1.711671085 1.386486407 1.703911373
tr|A0A0G2K7X7|A0A0G2K7X7_RAT Complement C7 OS=Rattus norvegicus OX=10116 GN=C7 PE=1 SV=1Hexokinase-1 (EC 2.7.1.1) (Brain form hexokinase) (Hexokinase type I) (HK I) (Hexokinase-A)Hk1 4 6.5 93.664 846 0 21.176 9.165809282 9.469179871 8.384522274 12.00765305 11.51174922 13.44055885
sp|B5DFN3|UQCC2_RAT Ubiquinol-cytochrome-c reductase complex assembly factor 2 OS=Rattus norvegicus OX=10116 GN=Uqcc2 PE=2 SV=1;tr|D3Z949|D3Z949_RAT Similar to RIKEN cDNA 2900010M23 OS=Rattus norvegicus OX=10116 GN=RGD1561671 PE=4 SV=3Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 (Transducin beta chain 1)Gnb1 5 46.3 16.33 136 0 107.13 37.56550458 40.89359667 34.86152018 24.08475212 25.26016779 24.2793384
tr|D3ZPF2|D3ZPF2_RAT Malonyl-CoA-acyl carrier protein transacylase OS=Rattus norvegicus OX=10116 GN=Mcat PE=1 SV=1Cytochrome b-c1 complex subunit 6, mitochondrial (Complex III subunit 6) (Complex III subunit VIII) (Cytochrome c1 non-heme 11 kDa protein) (Mitochondrial hinge protein) (Ubiquinol-cytochrome c reductase complex 11 kDa protein)Uqcrh 7 28.4 41.832 380 0 28.285 7.288311526 6.133635221 6.548575745 9.074860289 9.072935724 8.752839308
tr|M0R6J0|M0R6J0_RAT Mitochondrial ribosomal protein L39 OS=Rattus norvegicus OX=10116 GN=Mrpl39 PE=1 SV=2Ryanodine receptor 2 (RYR-2) (RyR2) (Cardiac muscle ryanodine receptor) (Cardiac muscle ryanodine receptor-calcium release channel) (Type 2 ryanodine receptor)Ryr2 6 20.8 38.374 336 0 36.477 9.139494809 10.04135444 10.54242692 13.04760738 12.15089106 11.67900696
tr|A0A0H2UHR5|A0A0H2UHR5_RAT [3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bckdk PE=1 SV=1;sp|Q00972|BCKD_RAT [3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial OS=Rattus nGuanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 (G protein subunit beta-2) (Transducin beta chain 2)Gnb2 4 18.8 46.213 409 0 28.095 7.229702019 6.98167117 7.345880154 10.59876666 9.325452357 10.52978939
sp|P07483|FABPH_RAT Fatty acid-binding protein, heart OS=Rattus norvegicus OX=10116 GN=Fabp3 PE=1 SV=2Propionyl-CoA carboxylase alpha chain, mitochondrialPcca 6 46.6 14.775 133 0 56.547 79.58134467 69.0129087 71.95109524 39.78650006 56.15682085 44.47456595
tr|A0A0G2K3N1|A0A0G2K3N1_RAT Golgi brefeldin A-resistant guanine nucleotide exchange factor 1 OS=Rattus norvegicus OX=10116 GN=Gbf1 PE=1 SV=1;tr|F1M8X9|F1M8X9_RAT Golgi brefeldin A-resistant guanine nucleotide exchange factor 1 OS=Rattus norvegicus OX=1011Ras-related protein Rab-1BRab1b 2 1.8 205.33 1850 0 2.7236 2.752852677 3.022917601 2.977301141 2.450229639 2.424159681 2.333491664
tr|D4A568|D4A568_RAT Cytochrome c oxidase assembly factor COX18 OS=Rattus norvegicus OX=10116 GN=Cox18 PE=1 SV=2Propionyl coenzyme A carboxylase, beta polypeptide (Propionyl coenzyme A carboxylase, beta polypeptide, isoform CRA_b) (Propionyl-CoA carboxylase beta chain, mitochondrial)Pccb 2 5.4 36.318 331 0 4.9065 7.41988389 8.647303192 7.802380118 5.979303393 6.481303871 5.43453132
sp|P35213|1433B_RAT 14-3-3 protein beta/alpha OS=Rattus norvegicus OX=10116 GN=Ywhab PE=1 SV=3Hemoglobin subunit beta-1 (Beta-1-globin) (Hemoglobin beta chain, major-form) (Hemoglobin beta-1 chain)Hbb 6 38.6 28.054 246 0 50.079 15.43264082 17.35596176 18.35265968 10.93471185 13.09357621 13.03609997
sp|Q8R431|MGLL_RAT Monoglyceride lipase OS=Rattus norvegicus OX=10116 GN=Mgll PE=1 SV=1;tr|A0A0G2JYI5|A0A0G2JYI5_RAT Monoglyceride lipase OS=Rattus norvegicus OX=10116 GN=Mgll PE=1 SV=1Heat shock protein beta-1 (HspB1) (Heat shock 27 kDa protein) (HSP 27)Hspb1 8 38.3 33.499 303 0 73.589 21.30635009 20.81041218 21.08380682 17.11757892 18.40427577 16.65107957
tr|D3ZXA6|D3ZXA6_RAT Pyruvate dehydrogenase phosphatase regulatory subunit OS=Rattus norvegicus OX=10116 GN=Pdpr PE=1 SV=1Myosin-6 Myh6 18 23.2 98.818 878 0 75.941 39.49403646 41.17183617 42.39481661 62.28441034 53.4667991 58.10246934
tr|A0A0G2K5P5|A0A0G2K5P5_RAT Myomesin 1 OS=Rattus norvegicus OX=10116 GN=Myom1 PE=1 SV=1Actin, alpha cardiac muscle 1 (Alpha-cardiac actin) [Cleaved into: Actin, alpha cardiac muscle 1, intermediate form]Actc1 24 20 187.6 1688 0 88.568 40.38474149 35.96138535 41.92627593 46.8934334 52.29841903 53.89363322
tr|G3V7K9|G3V7K9_RAT GTP-binding protein OS=Rattus norvegicus OX=10116 GN=Rrad PE=3 SV=1;tr|A0A0G2JZ99|A0A0G2JZ99_RAT GTP-binding protein RAD OS=Rattus norvegicus OX=10116 GN=Rrad PE=4 SV=1EH-domain-containing 4 (Pincher)Ehd4 6 27.7 33.282 307 0 60.318 12.76770241 12.21447628 10.95285808 14.82455774 14.95735831 15.64095891
sp|O35179|SH3G2_RAT Endophilin-A1 OS=Rattus norvegicus OX=10116 GN=Sh3gl2 PE=1 SV=2;sp|O35964|SH3G1_RAT Endophilin-A2 OS=Rattus norvegicus OX=10116 GN=Sh3gl1 PE=1 SV=1Isovaleryl-CoA dehydrogenase, mitochondrial (IVD) (EC 1.3.8.4) (Butyryl-CoA dehydrogenase) (EC 1.3.8.1)Ivd 2 5.4 39.899 352 0.00045914 1.8786 1.937383116 2.217259668 2.345111512 1.345039437 1.678058074 1.219381947
sp|Q6AXT0|RM37_RAT 39S ribosomal protein L37, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl37 PE=2 SV=1;tr|A0A0G2KA48|A0A0G2KA48_RAT 39S ribosomal protein L37, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl37 PE=1 SV=1Phosphoglycerate kinase 1 (EC 2.7.2.3)Pgk1 11 29.3 48.365 423 0 86.131 18.20443195 19.00494697 18.60551459 25.78835011 22.87499772 24.51287748
sp|Q5U2X6|CCD47_RAT Coiled-coil domain-containing protein 47 OS=Rattus norvegicus OX=10116 GN=Ccdc47 PE=2 SV=1Alpha-crystallin B chain (Alpha(B)-crystallin)Cryab 5 14.7 55.732 483 0 37.452 16.1160197 16.02279027 15.0870097 10.48895512 10.81765557 12.84516252
sp|P04636|MDHM_RAT Malate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mdh2 PE=1 SV=2NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 9 (NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 9 (Predicted)) (NADH:ubiquinone oxidoreductase subunit B9) (Ndufb9 protein)Ndufb9 19 65.7 35.683 338 0 323.31 593.192007 593.1495413 503.8408949 848.3700938 709.3362322 830.1672607
tr|Q5XIJ3|Q5XIJ3_RAT Isocitrate dehydrogenase [NAD] subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh3g PE=1 SV=1;sp|P41565|IDHG1_RAT Isocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh3g PE=1 SV=2Mitochondrial 2-oxoglutarate/malate carrier protein (OGCP) (Solute carrier family 25 member 11)Slc25a11 10 37.9 42.85 393 0 323.31 63.7288684 69.15559563 64.53820592 84.39429092 75.26434891 80.19885896
sp|Q568Z6|IST1_RAT IST1 homolog OS=Rattus norvegicus OX=10116 GN=Ist1 PE=2 SV=1Annexin A5 (Anchorin CII) (Annexin V) (Annexin-5) (Calphobindin I) (CBP-I) (Endonexin II) (Lipocortin V) (Placental anticoagulant protein 4) (PP4) (Placental anticoagulant protein I) (PAP-I) (Thromboplastin inhibitor) (Vascular anticoagulant-alpha) (VAC-alpha)Anxa5 4 7.9 39.941 366 0 5.726 11.62461766 11.57286075 11.96323071 7.606076703 9.261996105 8.386875875
sp|P16975|SPRC_RAT SPARC OS=Rattus norvegicus OX=10116 GN=Sparc PE=1 SV=4Medium-chain acyl-CoA ligase ACSF2, mitochondrial (EC 6.2.1.2)Acsf2 6 24.3 34.296 301 0 20.409 8.362819161 9.542901449 9.543571495 6.126876212 6.274514991 6.346616903
sp|Q3BCU4|POPD1_RAT Blood vessel epicardial substance OS=Rattus norvegicus OX=10116 GN=Bves PE=1 SV=2Fibrinogen alpha chain [Cleaved into: Fibrinopeptide A; Fibrinogen alpha chain]Fga 8 30.9 40.86 356 0 36.935 30.83697365 27.79255897 30.9304901 22.26222781 25.66511027 24.39328494
sp|Q5XIH4|LIAS_RAT Lipoyl synthase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lias PE=2 SV=1NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2Ndufa2 3 11 41.874 373 0 31.895 6.886816466 6.012351336 6.624484569 8.736310881 7.633067562 8.589105318
sp|Q6AYD9|NUD19_RAT Nucleoside diphosphate-linked moiety X motif 19 OS=Rattus norvegicus OX=10116 GN=Nudt19 PE=2 SV=1Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 (Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit) (Ribophorin I) (RPN-I) (Ribophorin-1)Rpn1 6 26.9 39.938 357 0 60.015 8.367204906 9.481070448 7.703436892 12.71036009 10.68616375 11.61074169
sp|Q6IRK9|CBPQ_RAT Carboxypeptidase Q OS=Rattus norvegicus OX=10116 GN=Cpq PE=1 SV=1Annexin A2 (Annexin II) (Annexin-2) (Calpactin I heavy chain) (Calpactin-1 heavy chain) (Chromobindin-8) (Lipocortin II) (Placental anticoagulant protein IV) (PAP-IV) (Protein I) (p36)Anxa2 2 6.6 52.041 472 0 14.801 3.580004268 4.625767375 3.736075279 5.629903042 5.494068504 6.621217796
sp|Q5XI73|GDIR1_RAT Rho GDP-dissociation inhibitor 1 OS=Rattus norvegicus OX=10116 GN=Arhgdia PE=1 SV=1Protein NDRG2 (Antidepressant-related protein ADRG123) (N-myc downstream-regulated gene 2 protein) (NDRG1-related protein)Ndrg2 4 23.5 23.407 204 0 53.071 12.40727387 11.99759216 11.15283857 8.737612994 10.16085065 9.81120761
sp|P00406|COX2_RAT Cytochrome c oxidase subunit 2 OS=Rattus norvegicus OX=10116 GN=Mtco2 PE=1 SV=3OCIA domain-containing protein 1Ociad1 7 32.2 25.928 227 0 159.97 342.8217605 382.4104676 342.9770085 304.5599156 272.7964667 284.7328961
tr|B0BNG3|B0BNG3_RAT Lectin, mannose-binding 2 OS=Rattus norvegicus OX=10116 GN=Lman2 PE=1 SV=1NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial (Complex I-13kD-A) (CI-13kD-A) (NADH-ubiquinone oxidoreductase 13 kDa-A subunit)Ndufs6 8 27.1 40.392 358 0 41.524 26.96077208 25.15998523 27.13452538 22.16717355 23.00648955 22.82421031
tr|G3V648|G3V648_RAT 1-acylglycerol-3-phosphate O-acyltransferase 3 OS=Rattus norvegicus OX=10116 GN=Agpat3 PE=1 SV=1L-2-hydroxyglutarate dehydrogenase (L-2-hydroxyglutarate dehydrogenase (Predicted))L2hgdh 5 16.8 43.245 376 0 40.868 21.46064859 22.46177551 18.74686205 14.39963483 13.32777558 14.68575842
sp|P62832|RL23_RAT 60S ribosomal protein L23 OS=Rattus norvegicus OX=10116 GN=Rpl23 PE=2 SV=1Carnitine O-acetyltransferase (Carnitine acetylase) (EC 2.3.1.137) (EC 2.3.1.7) (Carnitine acetyltransferase) (CAT) (CrAT)Crat 3 30.7 14.865 140 0 78.991 40.21728576 32.44129894 33.32711492 18.12801869 20.43945517 20.51550971
sp|P11661|NU5M_RAT NADH-ubiquinone oxidoreductase chain 5 OS=Rattus norvegicus OX=10116 GN=Mtnd5 PE=3 SV=3NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 11 (Predicted) (NADH:ubiquinone oxidoreductase subunit B11)Ndufb11 7 15.9 68.617 609 0 323.31 51.00223252 53.20319757 51.77243571 64.83221166 59.32963347 64.49784715
sp|B2RYW9|FAHD2_RAT Fumarylacetoacetate hydrolase domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Fahd2 PE=1 SV=1Triosephosphate isomerase (TIM) (EC 5.3.1.1) (Methylglyoxal synthase) (EC 4.2.3.3) (Triose-phosphate isomerase)Tpi1 7 35.5 34.581 313 0 145.76 26.12867656 23.96854942 24.38557892 38.9396925 32.69828728 37.25795183
tr|A0A140TAE6|A0A140TAE6_RAT Enoyl-[acyl-carrier-protein] reductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mecr PE=1 SV=1;sp|Q9Z311|MECR_RAT Enoyl-[acyl-carrier-protein] reductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mecr PE=1 SV=1Lon protease homolog, mitochondrial (EC 3.4.21.53) (Lon protease-like protein) (LONP) (Mitochondrial ATP-dependent protease Lon) (Serine protease 15)Lonp1 8 27.3 40.334 373 0 130.24 21.11297859 21.26891283 18.86622213 32.29891565 26.83741547 31.70998724
tr|F1LPG5|F1LPG5_RAT NADH:ubiquinone oxidoreductase subunit B4 OS=Rattus norvegicus OX=10116 GN=Ndufb4 PE=1 SV=1;tr|F1M7T1|F1M7T1_RAT NADH dehydrogenase (ubiquinone) 1 beta subcomplex 4 OS=Rattus norvegicus OX=10116 GN=LOC100361934 PE=4 SV=2Complement component 1 Q subcomponent-binding protein, mitochondrial (GC1q-R protein) (Glycoprotein gC1qBP) (C1qBP)C1qbp 9 48.1 15.064 129 0 128.73 101.713411 103.847543 103.523931 84.32918526 82.12024092 73.44419026
tr|D4A830|D4A830_RAT Pyrophosphatase (inorganic) 2 OS=Rattus norvegicus OX=10116 GN=Ppa2 PE=1 SV=2Popeye domain-containing 2Popdc2 12 48 35.046 304 0 124.94 32.08292406 34.39515855 36.25457799 47.71810504 40.96591737 46.10831295
tr|D4A4A9|D4A4A9_RAT Mitochondrial ribosomal protein L19 OS=Rattus norvegicus OX=10116 GN=Mrpl19 PE=1 SV=1ATP synthase subunit f, mitochondrial (ATP synthase membrane subunit f)Atp5mf 5 19.9 33.633 292 0 102.72 10.58240506 11.13623876 11.59101571 14.36881815 13.0889969 12.92882597
sp|Q4FZU1|COQ4_RAT Ubiquinone biosynthesis protein COQ4 homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq4 PE=2 SV=1;tr|A0A0H2UHW2|A0A0H2UHW2_RAT Ubiquinone biosynthesis protein COQ4 homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq4 PEMethylmalonyl-CoA mutaseMmut 2 10.2 30.013 265 0 3.0125 0.648691622 0.574647804 0.501453693 0.873631088 0.836837506 0.841253951
tr|A0A0G2K930|A0A0G2K930_RAT Ras-related protein Rab-7a OS=Rattus norvegicus OX=10116 GN=Rab7a PE=1 SV=1;sp|P09527|RAB7A_RAT Ras-related protein Rab-7a OS=Rattus norvegicus OX=10116 GN=Rab7a PE=1 SV=2Tubulin alpha-4A chain (Alpha-tubulin 4) (Tubulin alpha-4 chain)Tuba4a 12 72.3 21.203 188 0 83.417 87.24443808 83.72393052 84.10697731 81.08258325 78.48949658 78.31001544
sp|Q5PPN5|TPPP3_RAT Tubulin polymerization-promoting protein family member 3 OS=Rattus norvegicus OX=10116 GN=Tppp3 PE=2 SV=1Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-3 (Transducin beta chain 3)Gnb3 2 8.5 18.979 176 0 8.6121 2.714776432 2.418971415 2.22517557 3.537928123 3.401516806 2.990070098
sp|Q8CHM7|HACL1_RAT 2-hydroxyacyl-CoA lyase 1 OS=Rattus norvegicus OX=10116 GN=Hacl1 PE=1 SV=1Peroxisomal acyl-coenzyme A oxidase 1 (AOX) (EC 1.3.3.6) (Palmitoyl-CoA oxidase) [Cleaved into: Peroxisomal acyl-CoA oxidase 1, A chain; Peroxisomal acyl-CoA oxidase 1, B chain; Peroxisomal acyl-CoA oxidase 1, C chain]Acox1 2 5.2 63.615 581 0 19.878 0.99971074 1.490507604 1.021785126 2.032164524 2.145998871 1.774229733
tr|A0A140TA99|A0A140TA99_RAT Elongin-B OS=Rattus norvegicus OX=10116 GN=Elob PE=1 SV=1;sp|P62870|ELOB_RAT Elongin-B OS=Rattus norvegicus OX=10116 GN=Elob PE=1 SV=1Vinculin (Metavinculin) Vcl 3 25.6 13.039 117 0 7.4557 15.33774924 13.86488836 15.72254979 10.86005736 11.07540571 11.18472535
tr|D4AB01|D4AB01_RAT Histidine triad nucleotide binding protein 2 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Hint2 PE=1 SV=1Testicular haploid expressed gene proteinTheg 4 39.9 17.38 163 0 142.51 16.05980242 16.80947084 14.36561412 27.92251349 22.23520169 26.85288771
tr|M0RDK9|M0RDK9_RAT Acyl-CoA dehydrogenase family, member 8 OS=Rattus norvegicus OX=10116 GN=Acad8 PE=1 SV=2Enoyl-CoA hydratase, mitochondrial (EC 4.2.1.17) (Enoyl-CoA hydratase 1) (Short-chain enoyl-CoA hydratase) (SCEH)Echs1 13 30.7 45.155 411 0 88.739 40.96684952 37.10668572 36.03313362 53.30851065 45.65186722 48.86458733
tr|F1M953|F1M953_RAT Stress-70 protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspa9 PE=1 SV=1;sp|P48721|GRP75_RAT Stress-70 protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspa9 PE=1 SV=3Protein disulfide-isomerase A3 (EC 5.3.4.1) (58 kDa glucose-regulated protein) (58 kDa microsomal protein) (p58) (Disulfide isomerase ER-60) (Endoplasmic reticulum resident protein 57) (ER protein 57) (ERp57) (Endoplasmic reticulum resident protein 60) (ER protein 60) (ERp60) (HIP-70) (Q-2)Pdia3 32 47 73.744 679 0 323.31 352.801325 361.9016005 366.2679298 548.0594072 485.4861244 482.9536791
sp|Q505J8|SYFA_RAT Phenylalanine--tRNA ligase alpha subunit OS=Rattus norvegicus OX=10116 GN=Farsa PE=1 SV=1Solute carrier family 25 member 13Slc25a13 2 5.9 57.719 508 0 11.29 2.588586575 2.741729236 2.643982876 2.442590576 2.375815175 2.455496584
sp|B0LPN4|RYR2_RAT Ryanodine receptor 2 OS=Rattus norvegicus OX=10116 GN=Ryr2 PE=1 SV=2;tr|F1LS89|F1LS89_RAT Ryanodine receptor 2 OS=Rattus norvegicus OX=10116 GN=Ryr2 PE=1 SV=3Dihydropyrimidinase-related protein 2 (DRP-2) (Collapsin response mediator protein 2) (CRMP-2) (Turned on after division 64 kDa protein) (TOAD-64)Dpysl2 4 0.9 562.95 4953 0 323.31 982.4867211 1069.438492 986.5006102 781.0942498 899.8358272 801.116026
tr|A0A0H2UHD9|A0A0H2UHD9_RAT Nicalin OS=Rattus norvegicus OX=10116 GN=Ncln PE=1 SV=1;sp|Q5XIA1|NCLN_RAT Nicalin OS=Rattus norvegicus OX=10116 GN=Ncln PE=2 SV=1Moesin (Membrane-organizing extension spike protein)Msn 5 10.9 62.863 562 0 12.784 8.254371637 7.209494625 7.713383566 5.809594651 6.217208107 6.261413635
tr|G3V6T7|G3V6T7_RAT Protein disulfide-isomerase A4 OS=Rattus norvegicus OX=10116 GN=Pdia4 PE=1 SV=1;sp|P38659|PDIA4_RAT Protein disulfide-isomerase A4 OS=Rattus norvegicus OX=10116 GN=Pdia4 PE=1 SV=2NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 (Complex I subunit B13) (Complex I-13kD-B) (CI-13kD-B) (NADH-ubiquinone oxidoreductase 13 kDa-B subunit)Ndufa5 9 17.7 72.747 643 0 48.987 24.75314731 26.4061177 23.80867186 19.92450074 21.89698641 21.6041611
tr|D4ACY1|D4ACY1_RAT RGD1565784 OS=Rattus norvegicus OX=10116 GN=RGD1565784 PE=1 SV=1ATP synthase subunit gamma, mitochondrial (ATP synthase F1 subunit gamma) (F-ATPase gamma subunit)Atp5f1c 6 53.7 15.658 136 0 76.891 18.14024058 22.00042112 21.14191634 13.36488894 15.61220067 14.16478663
sp|Q641Z6|EHD1_RAT EH domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Ehd1 PE=1 SV=1ATP synthase subunit delta, mitochondrial (ATP synthase F1 subunit delta) (F-ATPase delta subunit)Atp5f1d 19 40.8 60.602 534 0 323.31 152.6917213 164.251674 162.7589894 132.780814 142.7046073 144.7326352
sp|P04166|CYB5B_RAT Cytochrome b5 type B OS=Rattus norvegicus OX=10116 GN=Cyb5b PE=1 SV=2Tubulin beta-5 chain Tubb5 4 47.3 16.265 146 0 167.19 20.46827401 21.98092058 19.74257642 23.53092002 23.7941321 24.8490711
tr|D4ACB8|D4ACB8_RAT Chaperonin subunit 8 (Theta) (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Cct8 PE=1 SV=1Sarcoglycan, beta Sgcb 13 29.2 59.588 548 0 58.977 36.73061813 34.08790604 36.74615306 25.8768938 30.98169752 28.3362458
sp|Q3MIE4|VAT1_RAT Synaptic vesicle membrane protein VAT-1 homolog OS=Rattus norvegicus OX=10116 GN=Vat1 PE=1 SV=1NADH dehydrogenase (Ubiquinone) Fe-S protein 3 (Predicted), isoform CRA_c (NADH:ubiquinone oxidoreductase core subunit S3)Ndufs3 11 42.1 43.118 404 0 110.15 50.8268027 46.27289369 46.82998598 57.63152617 67.36175582 63.62015084
tr|D3ZHF8|D3ZHF8_RAT Translation factor GUF1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Guf1 PE=1 SV=1Pre-B-cell leukemia transcription factor-interacting protein 1 (Hematopoietic PBX-interacting protein)Pbxip1 2 3.8 73.206 659 0 2.6694 2.869234413 2.937638383 2.749731721 4.165633448 3.684649446 4.33664102
sp|Q5RKI8|ABCB8_RAT ATP-binding cassette sub-family B member 8, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb8 PE=2 SV=1;tr|A0A0H2UHH3|A0A0H2UHH3_RAT ATP-binding cassette sub-family B member 8, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb8 PE=Acetyl-coenzyme A synthetase (EC 6.2.1.1)Acss1 15 26.2 77.77 714 0 75.443 30.34776368 32.34855244 32.28533174 36.90058337 34.3115153 37.05623566
sp|P47853|PGS1_RAT Biglycan OS=Rattus norvegicus OX=10116 GN=Bgn PE=1 SV=1NADH-cytochrome b5 reductase 3 (B5R) (Cytochrome b5 reductase) (EC 1.6.2.2) (Diaphorase-1) [Cleaved into: NADH-cytochrome b5 reductase 3 membrane-bound form; NADH-cytochrome b5 reductase 3 soluble form]Cyb5r3 4 15.4 41.706 369 0 113.56 17.29419041 21.75119463 17.46792924 24.33736207 25.76912619 28.60725379



tr|A0A0G2JUS7|A0A0G2JUS7_RAT Transmembrane protein 11, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tmem11 PE=1 SV=1;sp|B0BN86|TMM11_RAT Transmembrane protein 11, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tmem11 PE=2 SV=1Ribosome-binding protein 1Rrbp1 3 19.9 19.834 176 0 7.1824 16.47046768 19.08818101 18.5374584 14.13096549 14.08597967 13.02326815
tr|M0R776|M0R776_RAT Mitochondrial ribosomal protein S36 OS=Rattus norvegicus OX=10116 GN=Mrps36 PE=1 SV=1;tr|A0A0G2JZC3|A0A0G2JZC3_RAT Mitochondrial ribosomal protein S36 OS=Rattus norvegicus OX=10116 GN=Mrps36 PE=1 SV=12,4-dienoyl-CoA reductase, mitochondrial (EC 1.3.1.34) (2,4-dienoyl-CoA reductase [NADPH]) (4-enoyl-CoA reductase [NADPH])Decr1 5 62.1 11.413 103 0 68.586 22.09777779 25.48626267 25.44830246 30.96772201 29.02960002 30.4832655
tr|D4A6W6|D4A6W6_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P62919|RL8_RAT 60S ribosomal protein L8 OS=Rattus norvegicus OX=10116 GN=Rpl8 PE=2 SV=2Ras-related protein Rap-1A (Ras-related protein Krev-1)Rap1a 4 12.8 28.156 257 0 53.712 10.49189922 9.937668604 10.98112757 5.026156598 7.633067562 6.073042555
tr|D3ZAP9|D3ZAP9_RAT Glycerol-3-phosphate dehydrogenase [NAD(+)] OS=Rattus norvegicus OX=10116 GN=Gpd1l PE=1 SV=1CD81 antigen (26 kDa cell surface protein TAPA-1) (Target of the antiproliferative antibody 1) (CD antigen CD81)Cd81 5 15.1 38.066 351 0 60.327 9.177770406 10.55455174 10.00897111 13.22252458 12.55060003 11.49063588
sp|P69897|TBB5_RAT Tubulin beta-5 chain OS=Rattus norvegicus OX=10116 GN=Tubb5 PE=1 SV=1Serpin H1 (47 kDa heat shock protein) (Collagen-binding protein) (Colligin) (GP46)Serpinh1 3 12.2 49.67 444 0 262.99 26.46318933 29.63940339 28.19672541 16.96609976 22.55640809 20.16905064
sp|Q7M0E7|RM14_RAT 39S ribosomal protein L14, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl14 PE=1 SV=2Cytochrome c, somatic Cycs 2 24.8 15.912 145 0 8.5934 2.350639949 2.240850572 2.377150271 3.686151998 3.140364889 3.70854922
sp|P84100|RL19_RAT 60S ribosomal protein L19 OS=Rattus norvegicus OX=10116 GN=Rpl19 PE=1 SV=1Alpha-aminoadipic semialdehyde dehydrogenase (Alpha-AASA dehydrogenase) (EC 1.2.1.31) (Aldehyde dehydrogenase family 7 member A1) (EC 1.2.1.3) (Antiquitin-1) (Betaine aldehyde dehydrogenase) (EC 1.2.1.8) (Delta1-piperideine-6-carboxylate dehydrogenase) (P6c dehydrogenase)Aldh7a1 3 13.8 23.466 196 0 85.493 7.422276114 6.802836893 6.688876192 4.688475265 5.846479671 4.75228925
sp|P56522|ADRO_RAT NADPH:adrenodoxin oxidoreductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fdxr PE=1 SV=1Septin-2 (Vascular endothelial cell specific protein 11)Septin2 5 13.4 54.362 494 0 17.463 11.79645914 12.69675808 9.802185006 16.60020598 14.69699142 15.68869327
tr|G3V7G0|G3V7G0_RAT Cytoplasmic dynein 1 light intermediate chain 1 OS=Rattus norvegicus OX=10116 GN=Dync1li1 PE=1 SV=1;sp|Q9QXU8|DC1L1_RAT Cytoplasmic dynein 1 light intermediate chain 1 OS=Rattus norvegicus OX=10116 GN=Dync1li1 PE=1 SV=1Caveolin-1 Cav1 3 8.8 56.67 523 0 5.9838 11.28571915 12.23587932 13.02176617 7.977178939 9.580585743 9.94055233
tr|A0A0G2K9B4|A0A0G2K9B4_RAT Mitochondrial ribosomal protein L15 OS=Rattus norvegicus OX=10116 GN=Mrpl15 PE=1 SV=1;tr|D4A4B1|D4A4B1_RAT Mitochondrial ribosomal protein L15 OS=Rattus norvegicus OX=10116 GN=Mrpl15 PE=1 SV=2Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial (EC 1.1.1.41) (Isocitric dehydrogenase subunit alpha) (NAD(+)-specific ICDH subunit alpha)Idh3a 5 23.1 33.652 295 0 24.439 4.081534195 4.446172101 4.612534269 5.698915037 5.04529542 5.262071693
tr|D3ZQL1|D3ZQL1_RAT ER membrane protein complex subunit 7 OS=Rattus norvegicus OX=10116 GN=Emc7 PE=1 SV=3Protein FAM210A Fam210a 2 12 26.44 241 0 6.1977 6.024020725 6.045169329 6.069041379 4.469286225 4.636820327 5.100288139
tr|M0R3V4|M0R3V4_RAT Myeloid-derived growth factor OS=Rattus norvegicus OX=10116 GN=Mydgf PE=1 SV=2Collagen type VI alpha 1 chainCol6a1 2 14.5 17.952 166 0 11.421 10.61749103 10.66489629 9.602204517 7.991502183 8.963686299 8.733334945
tr|G3V9W6|G3V9W6_RAT Aldehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh3a2 PE=1 SV=1;sp|P30839|AL3A2_RAT Fatty aldehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh3a2 PE=1 SV=1;tr|A0A0G2JY43|A0A0G2JY43_RAT Fatty aldehyde dehydrogenase OS=NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8Ndufa8 9 23.1 54.107 484 0 52.392 31.07061427 31.05818703 31.91102271 28.85439244 26.49134993 27.30867386
tr|D4A4P4|D4A4P4_RAT FAD synthase OS=Rattus norvegicus OX=10116 GN=Flad1 PE=1 SV=2Junction plakoglobin Jup 4 10.2 54.604 490 0 12.141 4.927185659 4.701819506 4.981922313 6.126008136 5.519451005 6.076122191
tr|F1LMC7|F1LMC7_RAT Septin-7 OS=Rattus norvegicus OX=10116 GN=Sept7 PE=1 SV=3;sp|Q9WVC0|SEPT7_RAT Septin-7 OS=Rattus norvegicus OX=10116 GN=Sept7 PE=1 SV=1;tr|A0A0G2JZT5|A0A0G2JZT5_RAT Septin-7 OS=Rattus norvegicus OX=10116 GN=Sept7 PE=1 SV=1;tr|D4A0F5|D4Phosphatidylethanolamine-binding protein 1 (PEBP-1) (23 kDa morphine-binding protein) (HCNPpp) (P23K) [Cleaved into: Hippocampal cholinergic neurostimulating peptide (HCNP)]Pebp1 8 20.2 50.579 436 0 182.15 23.79864962 28.29148758 26.18226227 17.93226769 21.53325779 19.65885758
tr|D4A520|D4A520_RAT PTC7 protein phosphatase homolog OS=Rattus norvegicus OX=10116 GN=Pptc7 PE=1 SV=1Calreticulin (CALBP) (CRP55) (Calcium-binding protein 3) (CABP3) (Calregulin) (Endoplasmic reticulum resident protein 60) (ERp60) (HACBP)Calr 3 13 32.847 307 0 12.353 5.795961961 5.598559258 6.052812596 6.515773993 6.47083686 6.641235431
tr|F1LMQ3|F1LMQ3_RAT Proteasome 26S subunit, non-ATPase 8 OS=Rattus norvegicus OX=10116 GN=Psmd8 PE=1 SV=1Glycogen phosphorylase, brain form (EC 2.4.1.1) (Fragment)Pygb 3 9.9 39.877 353 0 2.5387 4.16685688 3.721179842 3.786908015 3.009313604 3.415908946 3.179005778
tr|Q5RKJ9|Q5RKJ9_RAT RAB10, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab10 PE=1 SV=1;sp|P35281|RAB10_RAT Ras-related protein Rab-10 OS=Rattus norvegicus OX=10116 GN=Rab10 PE=1 SV=1Signal recognition particle receptor subunit beta (SR-beta)Srprb 7 32.5 22.541 200 0 116.77 32.66862043 32.92786135 35.97293007 27.90037757 29.42276711 27.82348638
sp|Q6P6R2|DLDH_RAT Dihydrolipoyl dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Dld PE=1 SV=1Mitochondrial import receptor subunit TOM40 homolog (Mitochondrial outer membrane protein of 38 kDa) (OM38) (Translocase of outer membrane 40 kDa subunit homolog)Tomm40 20 47 54.037 509 0 323.31 217.4492463 244.8460046 235.1184218 357.3345599 299.9256501 313.1117436
sp|Q63569|PRS6A_RAT 26S proteasome regulatory subunit 6A OS=Rattus norvegicus OX=10116 GN=Psmc3 PE=1 SV=1;tr|Q6P6U2|Q6P6U2_RAT 26S proteasome regulatory subunit 6A OS=Rattus norvegicus OX=10116 GN=Psmc3 PE=1 SV=1Catalase (EC 1.11.1.6) Cat 4 12.8 49.16 439 0 5.5562 6.676699388 6.277749014 6.544387672 7.074380517 7.23008765 7.097534859
sp|P07895|SODM_RAT Superoxide dismutase [Mn], mitochondrial OS=Rattus norvegicus OX=10116 GN=Sod2 PE=1 SV=2Voltage-dependent calcium channel subunit alpha-2/delta-1 (Voltage-gated calcium channel subunit alpha-2/delta-1) [Cleaved into: Voltage-dependent calcium channel subunit alpha-2-1; Voltage-dependent calcium channel subunit delta-1]Cacna2d1 9 33.3 24.674 222 0 323.31 87.38398453 97.84993596 92.35224615 128.4013736 120.7631361 109.67611
sp|P0DP31|CALM3_RAT Calmodulin-3 OS=Rattus norvegicus OX=10116 GN=Calm3 PE=1 SV=1;sp|P0DP30|CALM2_RAT Calmodulin-2 OS=Rattus norvegicus OX=10116 GN=Calm2 PE=1 SV=1;sp|P0DP29|CALM1_RAT Calmodulin-1 OS=Rattus norvegicus OX=10116 GN=Calm1 PE=1 SV=1;sp|Q5U206|Annexin Anxa11 10 55.7 16.837 149 0 166.57 56.08969724 49.13186402 52.81160134 38.1384589 45.64074603 38.81522119
tr|G3V8S6|G3V8S6_RAT Histidine rich calcium binding protein, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Hrc PE=1 SV=1Tropomyosin alpha-1 chain (Alpha-tropomyosin) (Tropomyosin-1)Tpm1 10 23.1 86.502 754 0 323.31 24.32693259 23.17901511 29.56360776 12.97729327 14.83175418 13.88402646
tr|F1LSM0|F1LSM0_RAT Ubiquitin-specific peptidase 24 OS=Rattus norvegicus OX=10116 GN=Usp24 PE=1 SV=260S ribosomal protein L4 (60S ribosomal protein L1)Rpl4 2 1.5 294.03 2617 0 5.2406 1.008801194 0.953671835 1.022203933 1.365699632 1.356262913 1.19264044
tr|F1M957|F1M957_RAT von Willebrand factor OS=Rattus norvegicus OX=10116 GN=Vwf PE=1 SV=33-hydroxyisobutyrate dehydrogenase, mitochondrial (HIBADH) (EC 1.1.1.31)Hibadh 4 2.2 308.98 2812 0 8.6782 2.05543941 2.221254902 1.978236312 3.515922411 2.828251713 3.256253319
tr|G3V8Y8|G3V8Y8_RAT Huntingtin interacting protein 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Hip1 PE=1 SV=1Isoleucyl-tRNA synthetase 2, mitochondrialIars2 2 3.4 115 1030 0 9.1647 1.479750514 1.235335822 1.085339135 2.368326725 1.785999122 2.070439407
sp|Q9R066|CXAR_RAT Coxsackievirus and adenovirus receptor homolog OS=Rattus norvegicus OX=10116 GN=Cxadr PE=1 SV=2Ribosomal protein L3-like Rpl3l 4 12.1 39.948 365 0 5.3934 7.983252828 7.227092679 8.471948299 5.900308531 5.872385523 6.425660898
sp|P14841|CYTC_RAT Cystatin-C OS=Rattus norvegicus OX=10116 GN=Cst3 PE=1 SV=2Glypican-1 (HSPG M12) [Cleaved into: Secreted glypican-1]Gpc1 2 20 15.437 140 0 2.6224 7.719709397 7.986662736 8.126955781 8.639954511 8.574444338 8.338628241
sp|I6L9G5|RCN3_RAT Reticulocalbin-3 OS=Rattus norvegicus OX=10116 GN=Rcn3 PE=1 SV=1;tr|A0A0G2K022|A0A0G2K022_RAT Reticulocalbin-3 OS=Rattus norvegicus OX=10116 GN=Rcn3 PE=1 SV=1Synaptosomal-associated protein 23 (SNAP-23) (Vesicle-membrane fusion protein SNAP-23)Snap23 3 13.7 37.941 328 0 7.7516 4.896884145 5.683220166 6.106734036 3.495349024 4.168748692 3.815258614
sp|P08644|RASK_RAT GTPase KRas OS=Rattus norvegicus OX=10116 GN=Kras PE=1 SV=3Fibronectin (FN) [Cleaved into: Anastellin]Fn1 2 7.9 21.656 189 0 2.9899 3.140871538 3.169932694 2.679790901 4.082645439 3.5965303 4.314518967
sp|P63031|MPC1_RAT Mitochondrial pyruvate carrier 1 OS=Rattus norvegicus OX=10116 GN=Mpc1 PE=3 SV=1Paraplegin (EC 3.4.24.-) Spg7 3 15.6 12.454 109 0 4.9285 110.9194894 136.8415159 122.8518882 90.08886558 96.48621313 77.99178636
tr|F1MA10|F1MA10_RAT NAD(P)(+)--arginine ADP-ribosyltransferase OS=Rattus norvegicus OX=10116 GN=Art4 PE=1 SV=2Tubulin beta-4B chain (Tubulin beta-2C chain)Tubb4b 2 9.5 34.215 306 0 11.082 3.170535125 2.633049363 2.940236695 2.005644821 2.383730852 2.151639147
sp|P05712|RAB2A_RAT Ras-related protein Rab-2A OS=Rattus norvegicus OX=10116 GN=Rab2a PE=2 SV=1;tr|F1LP82|F1LP82_RAT Ras-related protein Rab-2A OS=Rattus norvegicus OX=10116 GN=Rab2a PE=1 SV=3;tr|Q3B7V5|Q3B7V5_RAT RAB2B, member RAS oncogene family OS=RattuATP-binding cassette sub-family B member 6, mitochondrial (Ubiquitously-expressed mammalian ABC half transporter)Abcb6 11 60.4 23.535 212 0 92.595 80.45051968 82.21620536 76.84067054 72.31068128 70.87474629 70.48773953
sp|P02767|TTHY_RAT Transthyretin OS=Rattus norvegicus OX=10116 GN=Ttr PE=1 SV=1Calpain-2 catalytic subunit (EC 3.4.22.53) (Calcium-activated neutral proteinase 2) (CANP 2) (Calpain M-type) (Calpain-2 large subunit) (Millimolar-calpain) (M-calpain)Capn2 2 19 15.72 147 0 6.1309 1.029055364 1.336167915 1.343690892 0.815904074 0.834286173 0.588929093
tr|A0A0G2K0X8|A0A0G2K0X8_RAT Alkaline phosphatase OS=Rattus norvegicus OX=10116 GN=Alpl PE=1 SV=1;sp|P08289|PPBT_RAT Alkaline phosphatase, tissue-nonspecific isozyme OS=Rattus norvegicus OX=10116 GN=Alpl PE=1 SV=2Mitochondrial import inner membrane translocase subunit TIM50Timm50 7 18 57.507 523 0 30.068 25.41539487 22.39043205 24.20287424 16.83198211 17.71345307 20.74237625
tr|D4AEL2|D4AEL2_RAT Golgi membrane protein 1 OS=Rattus norvegicus OX=10116 GN=Golm1 PE=1 SV=2Proline dehydrogenase (EC 1.5.5.2)Prodh1 2 6 44.866 397 0 3.1659 5.553151145 6.097012244 5.377485814 4.925459851 4.573494912 4.465267158
tr|D3ZVP9|D3ZVP9_RAT Solute carrier family 4 member 11 OS=Rattus norvegicus OX=10116 GN=Slc4a11 PE=4 SV=33-hydroxyisobutyryl-CoA hydrolase, mitochondrial (EC 3.1.2.4) (3-hydroxyisobutyryl-coenzyme A hydrolase) (HIB-CoA hydrolase) (HIBYL-CoA-H)Hibch 2 3.5 97.02 862 0.0017913 1.7109 4.294043498 7.039697186 9.151986663 21.39502048 14.25999372 15.64814472
tr|D3ZKU5|D3ZKU5_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;sp|P62902|RL31_RAT 60S ribosomal protein L31 OS=Rattus norvegicus OX=10116 GN=Rpl31 PE=2 SV=1;tr|D3ZX87|D3ZX87_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EC 2.1.1.201) (Ubiquinone biosynthesis methyltransferase COQ5)Coq5 5 38.7 14.275 124 0 14.884 14.63563126 16.03563209 18.44270325 7.890805436 10.33551889 12.32983674
sp|Q5RK28|NMES1_RAT Normal mucosa of esophagus-specific gene 1 protein OS=Rattus norvegicus OX=10116 GN=Nmes1 PE=3 SV=1;tr|M0R6G0|M0R6G0_RAT Hypothetical LOC302884 OS=Rattus norvegicus OX=10116 GN=MGC105649 PE=4 SV=1DnaJ heat shock protein family (Hsp40) member A3 (RCG49803, isoform CRA_a)Dnaja3 2 37.3 9.5981 83 0 7.706 5.930325254 6.996891109 5.415178472 8.440297167 8.138100829 10.01138396
tr|Q5XIG9|Q5XIG9_RAT Mitochondrial fission process 1 OS=Rattus norvegicus OX=10116 GN=Mtfp1 PE=1 SV=1Peroxiredoxin-5, mitochondrial (EC 1.11.1.24) (Antioxidant enzyme B166) (AOEB166) (PLP) (Peroxiredoxin V) (Prx-V) (Peroxisomal antioxidant enzyme) (Thioredoxin peroxidase PMP20) (Thioredoxin-dependent peroxiredoxin 5)Prdx5 6 42.2 18.366 166 0 81.77 31.56301388 36.7271385 33.40302374 27.92815598 24.7067246 27.85582256
tr|A0A0G2K585|A0A0G2K585_RAT Actin-related protein 2/3 complex subunit 5 OS=Rattus norvegicus OX=10116 GN=Arpc5 PE=1 SV=1;sp|Q4KLF8|ARPC5_RAT Actin-related protein 2/3 complex subunit 5 OS=Rattus norvegicus OX=10116 GN=Arpc5 PE=1 SV=3;tr|A0A0U1RRQ2|A0A0U1RMitochondrial import receptor subunit TOM22 homolog (rTOM22) (Translocase of outer membrane 22 kDa subunit homolog)Tomm22 2 20.5 16.239 151 0 20.27 5.841414232 5.814016513 5.845502979 4.524843051 4.971306738 4.327145475
tr|D4A9W3|D4A9W3_RAT D-glutamate cyclase OS=Rattus norvegicus OX=10116 GN=Dglucy PE=1 SV=1Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex (EC 2.3.1.-)Dbt 11 26.5 66.055 618 0 85.462 19.04689378 17.87581779 17.25224348 23.16849853 20.90196621 24.22339168
tr|D3ZUZ4|D3ZUZ4_RAT FAM20B, glycosaminoglycan xylosylkinase OS=Rattus norvegicus OX=10116 GN=Fam20b PE=1 SV=1ATPase family AAA domain-containing protein 1 (EC 3.6.1.3) (Thorase)Atad1 2 5.9 46.568 409 0 3.51 3.521155538 3.917374362 3.417781726 2.664080016 3.11930003 2.890803159
tr|D3ZYM7|D3ZYM7_RAT LYR motif-containing 4 OS=Rattus norvegicus OX=10116 GN=Lyrm4 PE=1 SV=1Gap junction alpha-1 protein (Connexin-43) (Cx43) (Gap junction 43 kDa heart protein)Gja1 4 48.4 10.816 91 0 9.7406 12.27649892 11.25371766 10.91673595 14.0298347 13.68299975 13.82807974
sp|P16290|PGAM2_RAT Phosphoglycerate mutase 2 OS=Rattus norvegicus OX=10116 GN=Pgam2 PE=1 SV=2Septin-7 (CDC10 protein homolog)Septin7 8 32.8 28.755 253 0 61.813 73.22998786 65.68830338 62.93103288 49.08098343 57.99051029 48.90410933
sp|P20037|HA2B_RAT Rano class II histocompatibility antigen, B alpha chain OS=Rattus norvegicus OX=10116 GN=RT1-Ba PE=3 SV=1NADH dehydrogenase (Ubiquinone) Fe-S protein 5 (RCG31129, isoform CRA_b) (RCG31129-like)Ndufs5 3 10.9 28.601 256 0 2.3185 3.84558109 3.038089977 3.722306988 1.534366683 2.18204464 2.584892631
sp|Q6TUG0|DJB11_RAT DnaJ homolog subfamily B member 11 OS=Rattus norvegicus OX=10116 GN=Dnajb11 PE=2 SV=1Elongation factor G, mitochondrial (EF-Gmt) (Elongation factor G 1, mitochondrial) (mEF-G 1) (Elongation factor G1)Gfm1 5 20.9 40.495 358 0 14.758 3.73940618 4.0038902 4.559345741 2.706745922 2.969687196 3.281608991
sp|Q9JIX3|FHIT_RAT Bis(5-adenosyl)-triphosphatase OS=Rattus norvegicus OX=10116 GN=Fhit PE=1 SV=1Aspartate aminotransferase, cytoplasmic (cAspAT) (EC 2.6.1.1) (EC 2.6.1.3) (Cysteine aminotransferase, cytoplasmic) (Cysteine transaminase, cytoplasmic) (cCAT) (Glutamate oxaloacetate transaminase 1) (Transaminase A)Got1 2 19.3 17.348 150 0 12.443 3.199082341 3.665722191 2.934425743 5.334757404 4.190009807 4.924184277
tr|D4A0W1|D4A0W1_RAT ER membrane protein complex subunit 4 OS=Rattus norvegicus OX=10116 GN=Emc4 PE=1 SV=1Synaptojanin-2-binding protein (Mitochondrial outer membrane protein 25) (NPW16)Synj2bp 3 21.3 20.158 183 0 16.27 9.417391589 9.390702064 8.675593352 7.713718053 7.621292175 7.643657009
tr|D4A772|D4A772_RAT Dystrobrevin OS=Rattus norvegicus OX=10116 GN=Dtna PE=1 SV=3;tr|A0A0G2JVM6|A0A0G2JVM6_RAT Dystrobrevin OS=Rattus norvegicus OX=10116 GN=Dtnb PE=1 SV=1;sp|P84060|DTNB_RAT Dystrobrevin beta OS=Rattus norvegicus OX=10116 GN=Dtnb PE=1 SV=2Malate dehydrogenase, cytoplasmic (EC 1.1.1.37) (Cytosolic malate dehydrogenase)Mdh1 8 16.8 70.926 626 0 69.193 24.93774732 20.13740552 25.68283456 29.26542614 33.33415818 32.12933104
sp|Q642A4|CH082_RAT UPF0598 protein C8orf82 homolog OS=Rattus norvegicus OX=10116 PE=2 SV=1Alpha-enolase (EC 4.2.1.11) (2-phospho-D-glycerate hydro-lyase) (Enolase 1) (Non-neural enolase) (NNE)Eno1 4 31.2 24.397 218 0 117.55 16.80298692 17.41731714 16.00786227 27.02752775 22.34248855 23.72705698
tr|F1LMP9|F1LMP9_RAT Disabled homolog 2 OS=Rattus norvegicus OX=10116 GN=Dab2 PE=1 SV=3;sp|O88797|DAB2_RAT Disabled homolog 2 OS=Rattus norvegicus OX=10116 GN=Dab2 PE=1 SV=1Cytochrome b-c1 complex subunit 7Uqcrb 3 4.8 82.218 766 0.0017762 1.659 6.747668724 7.504380934 7.247983946 5.50186192 5.985232982 6.389218537
tr|F1LTJ5|F1LTJ5_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=340S ribosomal protein SA (37 kDa laminin receptor precursor) (37LRP) (37/67 kDa laminin receptor) (LRP/LR) (67 kDa laminin receptor) (67LR) (Laminin receptor 1) (LamR) (Laminin-binding protein precursor p40) (LBP/p40)Rpsa 26 16.3 263.11 2449 0 216.47 56.00995641 63.88569192 59.86850445 45.97761385 51.20069128 51.23180101
sp|P18422|PSA3_RAT Proteasome subunit alpha type-3 OS=Rattus norvegicus OX=10116 GN=Psma3 PE=1 SV=3Alpha-actinin-4 (Non-muscle alpha-actinin 4)Actn4 4 13.7 28.419 255 0 4.652 5.090654353 4.73487531 4.762048477 3.58107147 4.150169748 3.329651315
tr|A0A0G2K398|A0A0G2K398_RAT Glutathione peroxidase OS=Rattus norvegicus OX=10116 GN=Gpx4 PE=1 SV=1;sp|P36970|GPX4_RAT Phospholipid hydroperoxide glutathione peroxidase OS=Rattus norvegicus OX=10116 GN=Gpx4 PE=1 SV=3;tr|F8WFK6|F8WFK6_RAT Glutathione peroxiNADH:ubiquinone oxidoreductase subunit A13 (RCG38845, isoform CRA_b)Ndufa13 7 36.2 22.074 196 0 38.251 33.76226587 35.92381113 32.22722223 37.65320475 38.95886806 39.98394312
sp|Q498C8|RER1_RAT Protein RER1 OS=Rattus norvegicus OX=10116 GN=Rer1 PE=1 SV=1Ubiquinol-cytochrome c reductase, complex III subunit XUqcr10 3 23 22.988 196 0 20.628 3.17388424 2.840421025 3.328575769 2.263246197 2.594248605 2.527919362
tr|F1LSP2|F1LSP2_RAT Acyl-CoA dehydrogenase family, member 10 OS=Rattus norvegicus OX=10116 GN=Acad10 PE=1 SV=2;tr|M0R6F2|M0R6F2_RAT Acyl-CoA dehydrogenase family, member 10 OS=Rattus norvegicus OX=10116 GN=Acad10 PE=1 SV=1Myosin heavy chain 14 Myh14 16 21.2 119.19 1069 0 98.707 20.74178504 20.49887906 20.85136877 39.83163998 31.40168633 35.96655772
sp|Q91ZN1|COR1A_RAT Coronin-1A OS=Rattus norvegicus OX=10116 GN=Coro1a PE=1 SV=3NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 6 (Predicted) (NADH:ubiquinone oxidoreductase subunit B6)Ndufb6 6 19.5 51.065 461 0 10.144 16.18818515 13.32600742 13.83425235 17.54597413 18.73202405 19.25183233
sp|P14604|ECHM_RAT Enoyl-CoA hydratase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Echs1 PE=1 SV=1Enoyl-CoA delta isomerase 2 (EC 5.3.3.8) (Delta(3),delta(2)-enoyl-CoA isomerase) (D3,D2-enoyl-CoA isomerase) (Dodecenoyl-CoA isomerase) (Peroxisomal 3,2-trans-enoyl-CoA isomerase) (pECI)Eci2 15 47.9 31.516 290 0 271.32 134.7619965 134.2779075 148.1949654 189.7091991 162.4349225 187.3291364
tr|M0RAK2|M0RAK2_RAT RCG22622 OS=Rattus norvegicus OX=10116 GN=LOC684270 PE=1 SV=2Calsequestrin-2 (Calsequestrin, cardiac muscle isoform)Casq2 2 12.9 22.929 209 0 20.448 8.672612271 8.761452731 5.92926444 12.96123388 10.6946682 12.30622619
tr|B2GUZ6|B2GUZ6_RAT Reticulon 4-interacting protein 1 OS=Rattus norvegicus OX=10116 GN=Rtn4ip1 PE=1 SV=1F-actin-capping protein subunit alpha-2 (CapZ alpha-2)Capza2 10 30.3 43.605 396 0 122.05 40.69174367 38.29479217 40.10917573 65.01016712 53.2783929 58.54901659
tr|D3ZUX7|D3ZUX7_RAT Acyl-CoA synthetase family member 3 OS=Rattus norvegicus OX=10116 GN=Acsf3 PE=1 SV=1Complex I assembly factor ACAD9, mitochondrial (Acyl-CoA dehydrogenase family member 9) (ACAD-9) (EC 1.3.8.-)Acad9 9 22.6 65.265 583 0 47.307 29.22740507 27.52953941 27.63657064 32.0059402 29.86630669 31.75823488
sp|P68511|1433F_RAT 14-3-3 protein eta OS=Rattus norvegicus OX=10116 GN=Ywhah PE=1 SV=2;tr|A0A0G2K2B8|A0A0G2K2B8_RAT 14-3-3 protein eta OS=Rattus norvegicus OX=10116 GN=Ywhah PE=1 SV=1Integrin alpha-7 (H36-alpha7) [Cleaved into: Integrin alpha-7 heavy chain; Integrin alpha-7 light chain; Integrin alpha-7 70 kDa form]Itga7 5 18.7 28.211 246 0 19.806 11.82197621 11.74408506 12.13180065 8.493683805 10.14253338 9.115723105
sp|Q4V7C7|ARP3_RAT Actin-related protein 3 OS=Rattus norvegicus OX=10116 GN=Actr3 PE=1 SV=1;tr|A0A0G2K1C0|A0A0G2K1C0_RAT Actin-related protein 3 OS=Rattus norvegicus OX=10116 GN=Actr3 PE=1 SV=1Peroxisomal trans-2-enoyl-CoA reductase (TERP) (EC 1.3.1.38) (PX-2,4-DCR1) (Peroxisomal 2,4-dienoyl-CoA reductase) (RLF98)Pecr 9 29.2 47.357 418 0 97.68 40.61598989 38.38991679 42.64767152 27.6221594 34.80150224 31.04427255
tr|F1LYX9|F1LYX9_RAT Desmoglein 2 OS=Rattus norvegicus OX=10116 GN=Dsg2 PE=1 SV=2Cytochrome b5 type B (Cytochrome b5 outer mitochondrial membrane isoform)Cyb5b 8 9 122.29 1128 0 18.784 20.670417 20.39519323 22.10203209 17.66967488 19.4588271 18.36027766
tr|A0A0G2K588|A0A0G2K588_RAT Latent-transforming growth factor beta-binding protein 4 OS=Rattus norvegicus OX=10116 GN=Ltbp4 PE=1 SV=1;tr|D4A917|D4A917_RAT Latent-transforming growth factor beta-binding protein 4 OS=Rattus norvegicus OX=10116 GN=Ltbp4 PE=1Calmodulin-3 Calm3 5 5.4 154.01 1438 0 18.541 2.682242175 2.788625672 2.934896901 2.253480349 2.517250658 2.483469946
sp|P07340|AT1B1_RAT Sodium/potassium-transporting ATPase subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Atp1b1 PE=1 SV=1;tr|A0A096MJI9|A0A096MJI9_RAT Sodium/potassium-transporting ATPase subunit beta (Fragment) OS=Rattus norvegicus OX=10116 GN=Atp1b1 PE=1Filamin B (Filamin, beta (Predicted))Flnb 10 30.3 35.201 304 0 157.53 139.2394439 125.9259663 116.8158279 93.43529627 104.4673088 94.64235267



tr|F7EPH4|F7EPH4_RAT Pyrophosphatase (inorganic) 1 OS=Rattus norvegicus OX=10116 GN=Ppa1 PE=1 SV=1;tr|A0A0G2JUD2|A0A0G2JUD2_RAT Secretion-associated, Ras-related GTPase 1A OS=Rattus norvegicus OX=10116 GN=Sar1a PE=1 SV=1Troponin I, cardiac muscle (Cardiac troponin I)Tnni3 2 10.7 32.771 289 0 3.429 10.75065821 12.96310701 9.247265325 15.11406088 14.84614632 17.45948407
sp|O88656|ARC1B_RAT Actin-related protein 2/3 complex subunit 1B OS=Rattus norvegicus OX=10116 GN=Arpc1b PE=1 SV=3Alpha-soluble NSF attachment protein (SNAP-alpha) (N-ethylmaleimide-sensitive factor attachment protein alpha)Napa 7 30.4 41.056 372 0 51.824 14.25925456 15.11625268 13.96408261 9.726784918 12.12472353 11.48345006
tr|F1LP67|F1LP67_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=3;tr|A0A0G2K776|A0A0G2K776_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|Q62969|PTGIS_RAT Prostacyclin synthase OS=Rattus norvegicus OX=10116 GN=PtgAcyl-CoA thioesterase 9 (Similar to acyl-CoA thioesterase, isoform CRA_b)Acot9 7 17.7 56.724 497 0 75.61 16.20094368 17.66892175 18.83062351 12.46946916 15.11632603 14.06418518
tr|A0A0G2K466|A0A0G2K466_RAT Oxidoreductase NAD-binding domain containing 1 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Oxnad1 PE=1 SV=1;tr|D4A0Y4|D4A0Y4_RAT Oxidoreductase NAD-binding domain containing 1 (Predicted), isoform CRA_b OS=RattuBasal cell adhesion molecule (B-CAM cell surface glycoprotein) (Lutheran antigen) (CD antigen CD239)Bcam 5 19.4 34.847 310 0 18.713 17.97996152 18.67296207 17.50614541 24.72278755 21.68830039 22.05430126
sp|P52873|PYC_RAT Pyruvate carboxylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pc PE=1 SV=2;tr|A0A0G2JTL5|A0A0G2JTL5_RAT Pyruvate carboxylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pc PE=1 SV=1Transforming protein RhoA (EC 3.6.5.2)Rhoa 17 21 129.78 1178 0 87.074 35.99261678 35.73261065 44.24385087 54.82764261 46.57427254 53.051866
sp|Q8VHI8|SEC20_RAT Vesicle transport protein SEC20 OS=Rattus norvegicus OX=10116 GN=Bnip1 PE=2 SV=1Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 (Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 63 kDa subunit) (Ribophorin II) (RPN-II) (Ribophorin-2)Rpn2 4 18.4 26.17 228 0 4.9124 5.184748528 4.410975993 4.986529194 3.920836184 3.943119192 3.568477101
tr|D4A994|D4A994_RAT ER membrane protein complex subunit 1 OS=Rattus norvegicus OX=10116 GN=Emc1 PE=1 SV=1Cytochrome c oxidase subunit 2 (EC 7.1.1.9) (Cytochrome c oxidase polypeptide II)Mtco2 7 8.6 111.18 993 0 13.342 19.65252535 19.4753382 17.36584496 15.15703062 15.12810142 16.42575286
tr|Q66HL0|Q66HL0_RAT 5 nucleotidase, ecto OS=Rattus norvegicus OX=10116 GN=Nt5e PE=1 SV=2;sp|P21588|5NTD_RAT 5-nucleotidase OS=Rattus norvegicus OX=10116 GN=Nt5e PE=1 SV=1Tissue-type transglutaminase (Transglutaminase 2) (Transglutaminase 2, C polypeptide, isoform CRA_a)Tgm2 12 27.6 63.95 576 0 150.59 56.09767132 45.14756949 54.5234762 33.5623994 40.35359724 36.33970697
tr|D4A5G8|D4A5G8_RAT Pyruvate dehydrogenase E1 component subunit alpha OS=Rattus norvegicus OX=10116 PE=1 SV=3;tr|F7FKI5|F7FKI5_RAT Pyruvate dehydrogenase E1 component subunit alpha OS=Rattus norvegicus OX=10116 GN=Pdha1 PE=1 SV=2;tr|A0A0G2JW90|A0A0G2JW90_WD repeat-containing protein 1Wdr1 26 66.2 43.274 390 0 323.31 298.8127985 325.2928921 315.7440634 479.8286804 395.7249656 433.7872874
sp|Q4QQW3|HOT_RAT Hydroxyacid-oxoacid transhydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Adhfe1 PE=1 SV=1ATP synthase subunit e, mitochondrial (ATPase subunit e) (ATP synthase membrane subunit e)Atp5me 5 15 50.225 467 0 18.303 11.44320728 12.69009936 12.59615325 16.46478622 14.15924874 15.0188724
sp|P62907|RL10A_RAT 60S ribosomal protein L10a OS=Rattus norvegicus OX=10116 GN=Rpl10a PE=1 SV=2;tr|F1LYQ7|F1LYQ7_RAT Ribosomal protein OS=Rattus norvegicus OX=10116 PE=1 SV=2Sodium/potassium-transporting ATPase subunit beta-1 (Sodium/potassium-dependent ATPase subunit beta-1)Atp1b1 8 35.5 24.831 217 0 60.154 39.79067234 35.36923462 36.18442776 24.24013762 29.84013917 30.69114094
sp|Q6PCT3|TPD54_RAT Tumor protein D54 OS=Rattus norvegicus OX=10116 GN=Tpd52l2 PE=1 SV=1Cadherin-2 (Neural cadherin) (N-cadherin) (CD antigen CD325)Cdh2 5 34.5 23.992 220 0 30.505 14.9091423 14.66155702 13.83111129 20.55776175 22.9096697 18.74831182
tr|D3ZF54|D3ZF54_RAT Anoctamin OS=Rattus norvegicus OX=10116 GN=Ano10 PE=1 SV=2Ras-related protein Rab-14Rab14 4 7.3 79.039 688 0 8.9159 8.675801904 7.966686566 8.754119722 7.218915072 7.659889277 6.683323792
sp|O35796|C1QBP_RAT Complement component 1 Q subcomponent-binding protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=C1qbp PE=1 SV=2Regulator of microtubule dynamics protein 1 (RMD-1) (Protein FAM82B)Rmdn1 8 43 30.997 279 0 286.92 50.51581348 48.04268717 48.16336374 67.23678053 58.02649064 62.08033275
sp|Q4TU93|MRC2_RAT C-type mannose receptor 2 OS=Rattus norvegicus OX=10116 GN=Mrc2 PE=1 SV=1;tr|F1LMA7|F1LMA7_RAT C-type mannose receptor 2 OS=Rattus norvegicus OX=10116 GN=Mrc2 PE=1 SV=2Flotillin-2 (Reggie-1) (REG-1)Flot2 2 2.3 167.02 1480 0 6.0847 2.075853061 2.229530743 2.202088817 1.583933789 1.848146998 1.861486091
sp|P56571|ES1_RAT ES1 protein homolog, mitochondrial OS=Rattus norvegicus OX=10116 PE=1 SV=2Prostaglandin E synthase 2 (Prostaglandin E synthase 2 (Predicted), isoform CRA_b)Ptges2 9 43.6 28.172 266 0 323.31 107.2553984 117.0603521 122.2812633 199.7571719 156.7173179 173.9840462
tr|B4F7C9|B4F7C9_RAT STT3A, catalytic subunit of the oligosaccharyltransferase complex OS=Rattus norvegicus OX=10116 GN=Stt3a PE=1 SV=1;tr|A0A0G2JWH5|A0A0G2JWH5_RAT STT3A, catalytic subunit of the oligosaccharyltransferase complex OS=Rattus norvegicus OX=1BCS1 homolog, ubiquinol-cytochrome c reductase complex chaperone (BCS1-like (Yeast)) (BCS1-like (Yeast), isoform CRA_a)Bcs1l 5 7 80.597 705 0 13.464 11.54088979 11.22327779 11.13975084 7.600000175 9.360778518 8.743087127
tr|A0A0G2K4S6|A0A0G2K4S6_RAT Engulfment and cell motility 1 OS=Rattus norvegicus OX=10116 GN=Elmo1 PE=1 SV=1;tr|D3ZY46|D3ZY46_RAT Engulfment and cell motility 1 OS=Rattus norvegicus OX=10116 GN=Elmo1 PE=1 SV=1;tr|G8CYZ7|G8CYZ7_RAT Engulfment and cell motilPlasminogen (EC 3.4.21.7) [Cleaved into: Plasmin heavy chain A; Activation peptide; Angiostatin; Plasmin heavy chain A, short form; Plasmin light chain B]Plg 2 3.9 70.798 614 0.00046882 2.0628 5.465436236 5.768356697 5.92926444 3.998181703 4.962867711 4.218793609
tr|G3V811|G3V811_RAT Coagulation factor XIII A chain OS=Rattus norvegicus OX=10116 GN=F13a1 PE=1 SV=1;sp|O08619|F13A_RAT Coagulation factor XIII A chain OS=Rattus norvegicus OX=10116 GN=F13a1 PE=2 SV=3CD163 molecule Cd163 2 4.2 83.053 732 0 4.0472 0.964465294 1.228772224 1.026758463 1.509713341 1.370589634 1.391122992
tr|G3V7Q3|G3V7Q3_RAT Coiled-coil domain-containing protein 127 OS=Rattus norvegicus OX=10116 GN=Ccdc127 PE=1 SV=2;sp|Q6PEB9|CC127_RAT Coiled-coil domain-containing protein 127 OS=Rattus norvegicus OX=10116 GN=Ccdc127 PE=2 SV=2Glypican 4 Gpc4 2 11.9 29.588 252 0 43.258 5.246946372 5.659439012 5.380626869 4.80653352 5.095929584 4.695315981
tr|F1LQS6|F1LQS6_RAT RCG61833 OS=Rattus norvegicus OX=10116 GN=Xdh PE=1 SV=2;sp|P22985|XDH_RAT Xanthine dehydrogenase/oxidase OS=Rattus norvegicus OX=10116 GN=Xdh PE=1 SV=3MICOS complex subunit Apool 4 3.5 146.26 1331 0 18.56 5.704260011 6.291542083 6.459055683 7.531856256 6.971683323 6.949712322
tr|D3ZY50|D3ZY50_RAT ATP synthase mitochondrial F1 complex assembly factor 1 OS=Rattus norvegicus OX=10116 GN=Atpaf1 PE=1 SV=1Ornithine aminotransferase, mitochondrial (EC 2.6.1.13) (Ornithine--oxo-acid aminotransferase)Oat 2 11.2 38.649 348 0 53.497 1.883797281 2.111671344 1.710566092 2.483086294 2.216912869 2.514728253
tr|A0A0G2K542|A0A0G2K542_RAT UTP--glucose-1-phosphate uridylyltransferase OS=Rattus norvegicus OX=10116 GN=Ugp2 PE=1 SV=1;tr|Q4V8I9|Q4V8I9_RAT UTP--glucose-1-phosphate uridylyltransferase OS=Rattus norvegicus OX=10116 GN=Ugp2 PE=1 SV=1Basigin (Glycoprotein CE9) (OX-47 antigen) (CD antigen CD147)Bsg 7 16.2 56.885 507 0 18.382 16.92020594 14.91221038 13.97193525 10.15648224 12.61078534 11.72058204
sp|P09895|RL5_RAT 60S ribosomal protein L5 OS=Rattus norvegicus OX=10116 GN=Rpl5 PE=1 SV=3;tr|D3ZHP8|D3ZHP8_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1NADH dehydrogenase (Ubiquinone) Fe-S protein 7 (NADH dehydrogenase (Ubiquinone) Fe-S protein 7, isoform CRA_d) (NADH:ubiquinone oxidoreductase core subunit S7)Ndufs7 9 35 34.458 297 0 28.204 41.16620159 34.80181628 32.30051351 22.61032605 27.57991904 23.98574642
tr|F1M8H2|F1M8H2_RAT Tryptophanyl tRNA synthetase 2 (mitochondrial) OS=Rattus norvegicus OX=10116 GN=Wars2 PE=1 SV=2Mitochondrial potassium channel (MITOK) (Coiled-coil domain-containing protein 51)Ccdc51 2 8.6 40.141 360 0 18.31 2.912015366 3.636994557 3.276591313 5.168955002 4.189159363 4.34059322
sp|P51868|CASQ2_RAT Calsequestrin-2 OS=Rattus norvegicus OX=10116 GN=Casq2 PE=1 SV=2;tr|F1M944|F1M944_RAT Calsequestrin OS=Rattus norvegicus OX=10116 GN=Casq2 PE=1 SV=2NADH:ubiquinone oxidoreductase complex assembly factor 2 (RGD1560158 (Predicted), isoform CRA_b)Ndufaf2 13 36.3 47.838 413 0 170.02 275.412853 298.0587147 260.8803062 225.0138259 248.1074052 211.4118913
tr|A0A0G2JSU4|A0A0G2JSU4_RAT N-myc downstream regulated gene 2, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Ndrg2 PE=1 SV=1;tr|A0A0G2JSV0|A0A0G2JSV0_RAT N-myc downstream regulated gene 2, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ndrg2 PE=1 SV=1;spLIM domain-binding 3 Ldb3 9 45.1 39.255 357 0 301.86 65.10041061 45.39441787 59.26646895 25.92507198 40.56555421 28.55489997
tr|Q5U2U3|Q5U2U3_RAT Poly [ADP-ribose] polymerase OS=Rattus norvegicus OX=10116 GN=Parp3 PE=1 SV=15'-nucleotidase (5'-NT) (EC 3.1.3.5) (Ecto-5'-nucleotidase) (CD antigen CD73)Nt5e 2 4.6 58.868 526 0 2.3573 2.401036151 2.647746116 2.728581952 4.27179907 3.351340574 3.954150206
sp|Q64232|TECR_RAT Very-long-chain enoyl-CoA reductase OS=Rattus norvegicus OX=10116 GN=Tecr PE=1 SV=1Protein kinase C and casein kinase substrate in neurons 2 protein (Synaptic dynamin-associated protein II) (Syndapin-2) (Syndapin-II) (SdpII)Pacsin2 6 17.5 36.122 308 0 51.862 16.65267547 17.45061075 16.72664031 11.01370671 14.00158939 12.94884361
tr|G3V8I4|G3V8I4_RAT Syntaxin 4A (Placental), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Stx4 PE=1 SV=1;sp|Q08850|STX4_RAT Syntaxin-4 OS=Rattus norvegicus OX=10116 GN=Stx4 PE=1 SV=1Sarcolemmal membrane-associated proteinSlmap 6 28.2 34.195 298 0 21.867 14.93904511 12.31911336 14.39859519 9.65082832 11.67464207 10.18692322
tr|F1LQZ0|F1LQZ0_RAT Transmembrane protein 65 OS=Rattus norvegicus OX=10116 GN=Tmem65 PE=4 SV=1Polyribonucleotide nucleotidyltransferase 1Pnpt1 8 31.7 27.733 259 0 30.565 43.49463372 50.97728156 52.17292019 33.98037771 34.79626874 35.93576136
tr|A0A0A0MXU4|A0A0A0MXU4_RAT ER membrane protein complex subunit 2 OS=Rattus norvegicus OX=10116 GN=Emc2 PE=4 SV=2;sp|B0BNG0|EMC2_RAT ER membrane protein complex subunit 2 OS=Rattus norvegicus OX=10116 GN=Emc2 PE=2 SV=1Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex (EC 2.3.1.-)Pdhx 5 22.3 34.513 296 0 30.969 6.429502827 6.821861816 6.580509802 5.704991565 4.602802542 4.974279692
tr|F1LNQ5|F1LNQ5_RAT Asparaginyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nars2 PE=1 SV=3;tr|A0A0G2K7D7|A0A0G2K7D7_RAT Asparaginyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nars2 PE=1 SV=1Protein disulfide-isomerase (PDI) (EC 5.3.4.1) (Cellular thyroid hormone-binding protein) (Prolyl 4-hydroxylase subunit beta)P4hb 2 5.9 44.043 390 0 2.8077 3.494641714 3.388481499 3.294861781 4.637258816 3.974847318 4.473890139
sp|P70473|AMACR_RAT Alpha-methylacyl-CoA racemase OS=Rattus norvegicus OX=10116 GN=Amacr PE=1 SV=3;tr|G3V8F9|G3V8F9_RAT Alpha-methylacyl-CoA racemase OS=Rattus norvegicus OX=10116 GN=Amacr PE=1 SV=1;tr|Q7TP08|Q7TP08_RAT Alpha-methylacyl-CoA racemase OS=Ratvon Willebrand factor A domain-containing 8Vwa8 4 16 41.828 382 0 10.394 7.416295552 8.184997559 7.253219038 10.66951481 9.053310078 9.378518726
tr|G3V7L1|G3V7L1_RAT Utrophin OS=Rattus norvegicus OX=10116 GN=Utrn PE=1 SV=3;tr|A0A0G2JW60|A0A0G2JW60_RAT Utrophin OS=Rattus norvegicus OX=10116 GN=Utrn PE=1 SV=1Glycerol-3-phosphate dehydrogenase, mitochondrial (GPD-M) (GPDH-M) (EC 1.1.5.3)Gpd2 17 6.3 391.31 3419 0 27.406 32.59286665 29.68363633 34.35423983 36.67748799 37.39470415 39.63081151
tr|B2GV73|B2GV73_RAT Actin-related protein 2/3 complex subunit 3 OS=Rattus norvegicus OX=10116 GN=Arpc3 PE=1 SV=1Alpha-1-inhibitor 3 (Alpha-1-inhibitor 3 variant II) (Alpha-1-inhibitor III)A1i3 4 27 20.535 178 0 35.199 17.83882026 19.04632618 18.99971696 12.8140951 15.9641539 14.82793495
tr|Q5XIU4|Q5XIU4_RAT B-cell receptor-associated protein 29 OS=Rattus norvegicus OX=10116 GN=Bcap29 PE=1 SV=1Erythrocyte membrane protein band 4.2 (Erythrocyte protein band 4.2) (Erythrocyte protein band 4.2 (Predicted))Epb42 3 10.4 28.234 241 0 17.026 3.913001959 4.36536374 4.781523017 3.091824172 3.705910562 2.951471992
sp|Q58FK9|KAT3_RAT Kynurenine--oxoglutarate transaminase 3 OS=Rattus norvegicus OX=10116 GN=Kyat3 PE=2 SV=1;tr|F1M572|F1M572_RAT Kynurenine--oxoglutarate transaminase 3 OS=Rattus norvegicus OX=10116 GN=Kyat3 PE=1 SV=3NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 11 (Complex I-B14.7) (CI-B14.7) (NADH-ubiquinone oxidoreductase subunit B14.7)Ndufa11 12 28.9 51.044 454 0 75.927 42.35035286 40.46125529 40.25785233 62.64466164 51.83721637 56.18796218
tr|A0A0G2K2I6|A0A0G2K2I6_RAT Dedicator of cytokinesis protein 9 OS=Rattus norvegicus OX=10116 GN=Dock9 PE=1 SV=1;tr|F1LSM8|F1LSM8_RAT Dedicator of cytokinesis protein 9 OS=Rattus norvegicus OX=10116 GN=Dock9 PE=1 SV=2NAD(P)(+)--arginine ADP-ribosyltransferase (EC 2.4.2.31) (Mono(ADP-ribosyl)transferase)Art3 5 3 239.23 2095 0 5.8519 12.07953908 10.49795259 12.09253746 8.840479929 9.665630205 9.233262553
sp|P24473|GSTK1_RAT Glutathione S-transferase kappa 1 OS=Rattus norvegicus OX=10116 GN=Gstk1 PE=1 SV=3Fumarylacetoacetate hydrolase domain-containing protein 2 (EC 3.-.-.-)Fahd2 10 46.9 25.493 226 0 109.54 49.28381771 50.90118187 47.61106161 60.54391915 56.25102395 54.32991501
tr|F1LT35|F1LT35_RAT Similar to 60S ribosomal protein L23a OS=Rattus norvegicus OX=10116 GN=RGD1564606 PE=3 SV=1;tr|D3ZTH8|D3ZTH8_RAT Similar to 60S ribosomal protein L23a OS=Rattus norvegicus OX=10116 GN=LOC689899 PE=3 SV=1;sp|P62752|RL23A_RAT 60S ribosomNon-specific lipid-transfer protein (NSL-TP) (EC 2.3.1.176) (Propanoyl-CoA C-acyltransferase) (SCP-chi) (SCPX) (Sterol carrier protein 2) (SCP-2) (Sterol carrier protein X) (SCP-X)Scp2 4 28.8 17.734 156 0 24.525 19.49065147 16.26012619 18.21497677 13.18215907 12.96797209 13.60993884
tr|A0A0G2K7X0|A0A0G2K7X0_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member A OS=Rattus norvegicus OX=10116 GN=Anp32a PE=1 SV=1;tr|F7EL36|F7EL36_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member A OS=Rattus norvegicus OX=10116 GNLaminin subunit alpha 2 Lama2 7 27.1 26.316 229 0 59.037 24.29344144 24.42276946 21.4324639 16.68180507 19.3044387 20.24860791
tr|G3V7V5|G3V7V5_RAT Peptidylprolyl isomerase OS=Rattus norvegicus OX=10116 GN=Fkbp11 PE=1 SV=1Kinesin-1 heavy chain (Conventional kinesin heavy chain) (Ubiquitous kinesin heavy chain) (UKHC)Kif5b 2 10.4 22.185 201 0 2.4581 7.575777205 9.068229616 8.964570393 5.87209608 6.404960112 7.243304305
tr|M0RAK4|M0RAK4_RAT Frataxin, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fxn PE=1 SV=2;sp|D3ZYW7|FRDA_RAT Frataxin, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fxn PE=1 SV=1;tr|A0A0A0MXX7|A0A0A0MXX7_RAT Frataxin, mitochondrial OS=Rattus norvegicus Chloride intracellular channel protein 1Clic1 3 16.5 22.883 206 0 44.516 10.65496921 11.34551292 11.97788896 14.29416366 13.09815553 12.66910999
tr|D3ZRJ0|D3ZRJ0_RAT AarF domain containing kinase 1 (Predicted) OS=Rattus norvegicus OX=10116 GN=Adck1 PE=4 SV=1NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 5 (Predicted), isoform CRA_b (NADH:ubiquinone oxidoreductase subunit B5)Ndufb5 2 5.3 51.71 455 0 4.4058 7.829751737 7.750278065 7.636427723 9.466362297 8.699394279 8.742573854
sp|P05708|HXK1_RAT Hexokinase-1 OS=Rattus norvegicus OX=10116 GN=Hk1 PE=1 SV=4ATP synthase F(0) complex subunit B1, mitochondrial (ATP synthase peripheral stalk-membrane subunit b) (ATP synthase subunit b) (ATPase subunit b)Atp5pb 6 5.3 102.41 918 0 323.31 234.4300553 255.3097124 226.9935601 207.4917238 210.6420487 193.8579651
sp|Q5XIT9|MCCB_RAT Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mccc2 PE=2 SV=1Leucyl-cystinyl aminopeptidase (Cystinyl aminopeptidase) (EC 3.4.11.3) (GP160) (Insulin-regulated membrane aminopeptidase) (Insulin-responsive aminopeptidase) (IRAP) (Oxytocinase) (OTase) (Placental leucine aminopeptidase) (P-LAP) (Vesicle protein of 165 kDa) (Vp165)Lnpep 23 50.6 61.516 563 0 323.31 98.0732423 97.71676149 92.72393764 153.6710487 124.3153779 137.6700029
sp|P49432|ODPB_RAT Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pdhb PE=1 SV=2;tr|A0A0G2KAM3|A0A0G2KAM3_RAT Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GNHistidine triad nucleotide binding protein 2 (Predicted), isoform CRA_a (Histidine triad nucleotide-binding protein 2)Hint2 15 59.1 38.982 359 0 323.31 389.864861 422.4389059 412.3681441 597.4528978 496.5811557 536.0106778
sp|Q2PQA9|KINH_RAT Kinesin-1 heavy chain OS=Rattus norvegicus OX=10116 GN=Kif5b PE=1 SV=1Chloride intracellular channel protein 4 (Intracellular chloride ion channel protein p64H1)Clic4 15 20 109.53 963 0 144.26 35.26378563 31.93666286 35.15939688 28.50716228 30.84824314 29.58606482
tr|D3ZH41|D3ZH41_RAT Cytoskeleton-associated protein 4 OS=Rattus norvegicus OX=10116 GN=Ckap4 PE=1 SV=2RAS-related 2 (RCG40097) (Related RAS viral (R-ras) oncogene homolog 2)Rras2 13 46.3 36.315 326 0 136.28 55.08097578 62.37796676 70.47479948 38.77606029 46.48988227 48.17680192
tr|F1LW74|F1LW74_RAT IQ motif-containing GTPase-activating protein 2 OS=Rattus norvegicus OX=10116 GN=Iqgap2 PE=1 SV=3Protein FAM162A (E2-induced gene 5 protein homolog)Fam162a 4 3 162.97 1425 0 2.4353 3.555922539 4.421344576 4.251260616 2.706572307 2.992322106 3.079636184
sp|P19804|NDKB_RAT Nucleoside diphosphate kinase B OS=Rattus norvegicus OX=10116 GN=Nme2 PE=1 SV=1Thioredoxin-dependent peroxide reductase, mitochondrial (EC 1.11.1.24) (PRx III) (Peroxiredoxin-3) (PRX-3) (Thioredoxin-dependent peroxiredoxin 3)Prdx3 2 16.4 17.283 152 0 45.397 56.21728256 51.14850587 50.56470014 32.3640213 44.38208799 37.60338435
tr|F1LMW7|F1LMW7_RAT Myristoylated alanine-rich C-kinase substrate OS=Rattus norvegicus OX=10116 GN=Marcks PE=1 SV=3;sp|P30009|MARCS_RAT Myristoylated alanine-rich C-kinase substrate OS=Rattus norvegicus OX=10116 GN=Marcks PE=1 SV=2Syntrophin, basic 1 (Predicted) (Syntrophin, beta 1)Sntb1 6 33.3 29.959 309 0 64.588 4.930773996 5.670378343 5.369633177 1.095337547 3.416301459 2.213077889
tr|E9PT51|E9PT51_RAT DNA polymerase delta-interacting protein 2 OS=Rattus norvegicus OX=10116 GN=Poldip2 PE=1 SV=3Delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial (P5C dehydrogenase) (EC 1.2.1.88) (Aldehyde dehydrogenase family 4 member A1) (L-glutamate gamma-semialdehyde dehydrogenase)Aldh4a1 9 28.5 41.797 368 0 18.068 27.47749264 28.42466205 28.22761245 37.71700829 32.72968831 35.03650759
sp|B4F795|CTL2_RAT Choline transporter-like protein 2 OS=Rattus norvegicus OX=10116 GN=Slc44a2 PE=2 SV=1Cytochrome c heme lyase (EC 4.4.1.17)Hccs 4 7.1 79.896 705 0 13.72 9.91258212 9.40259264 10.35605767 11.20772156 11.03811698 12.32059783
sp|Q6AYQ8|FAHD1_RAT Acylpyruvase FAHD1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fahd1 PE=1 SV=1Cytoskeleton-associated protein 4 (Cytoskeleton-associated protein 4 (Predicted))Ckap4 4 24.4 24.48 221 0 94.043 18.19765398 20.87129193 19.29497611 27.35826448 23.05228272 28.33727235
sp|P97519|HMGCL_RAT Hydroxymethylglutaryl-CoA lyase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hmgcl PE=2 SV=1Amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (Glycogen debranching enzyme, glycogen storage disease type III) (Predicted), isoform CRA_a (Amylo-alpha-1, 6-glucosidase, 4-alpha-glucanotransferase)Agl 7 30.8 34.191 325 0 98.869 26.32882604 29.19136645 23.74375673 46.75454134 36.48930772 37.28823492
tr|A0A0G2JYY6|A0A0G2JYY6_RAT Coenzyme Q10A OS=Rattus norvegicus OX=10116 GN=Coq10a PE=4 SV=1;tr|D3ZX74|D3ZX74_RAT Coenzyme Q10 homolog A (Yeast) (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Coq10a PE=4 SV=1Flotillin-1 (Reggie-2) (REG-2)Flot1 5 23.5 23.331 204 0 18.459 30.83019568 29.10052244 26.71205351 34.54723095 34.81720276 35.14686122
tr|Q5RKK3|Q5RKK3_RAT Bifunctional epoxide hydrolase 2 OS=Rattus norvegicus OX=10116 GN=Ephx2 PE=1 SV=1;sp|P80299|HYES_RAT Bifunctional epoxide hydrolase 2 OS=Rattus norvegicus OX=10116 GN=Ephx2 PE=1 SV=160S ribosomal protein L10 (Ribosomal protein L10)Rpl10 4 9.9 62.328 554 0 25.873 9.65581666 11.98332346 10.35605767 14.4200346 13.04385791 12.83489707
sp|P18297|SPRE_RAT Sepiapterin reductase OS=Rattus norvegicus OX=10116 GN=Spr PE=1 SV=1;tr|D3ZT59|D3ZT59_RAT Similar to Sepiapterin reductase (SPR) OS=Rattus norvegicus OX=10116 GN=RGD1560795 PE=4 SV=3NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6Ndufa6 5 27.1 28.128 262 0 11.132 12.09389242 11.26988885 12.69823753 21.14110842 16.96964112 22.94893557
sp|P56574|IDHP_RAT Isocitrate dehydrogenase [NADP], mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh2 PE=1 SV=2;tr|A0A0G2JUF6|A0A0G2JUF6_RAT Isocitrate dehydrogenase [NADP] OS=Rattus norvegicus OX=10116 GN=Idh2 PE=1 SV=1ATP synthase subunit g, mitochondrial (ATPase subunit g) (ATP synthase membrane subunit g)Atp5mg 25 56.6 50.967 452 0 323.31 889.4690472 890.1285916 928.1816928 1272.945775 1089.942909 1129.66188
sp|P03889|NU1M_RAT NADH-ubiquinone oxidoreductase chain 1 OS=Rattus norvegicus OX=10116 GN=Mtnd1 PE=1 SV=3Acylglycerol kinase Agk 4 14.2 36.145 318 0 35.619 51.41688481 59.80960213 59.42352169 45.94289083 42.6726943 49.42764748
sp|P06685|AT1A1_RAT Sodium/potassium-transporting ATPase subunit alpha-1 OS=Rattus norvegicus OX=10116 GN=Atp1a1 PE=1 SV=1Parkinson disease protein 7 homolog (Contraception-associated protein 1) (Protein CAP1) (Fertility protein SP22) (Maillard deglycase) (Parkinsonism-associated deglycase) (Protein DJ-1) (DJ-1) (Protein/nucleic acid deglycase DJ-1) (EC 3.1.2.-) (EC 3.5.1.-) (EC 3.5.1.124)Park7 29 28.6 113.05 1023 0 323.31 513.0126062 455.5945907 511.3218404 360.455291 442.4143753 385.5139903
tr|A0A0G2K1W9|A0A0G2K1W9_RAT Lactate dehydrogenase D OS=Rattus norvegicus OX=10116 GN=Ldhd PE=1 SV=1;tr|Q7TPJ4|Q7TPJ4_RAT Ac2-202 OS=Rattus norvegicus OX=10116 GN=Ldhd PE=1 SV=1Erythrocyte membrane protein band 4.1Epb41 8 24.9 51.842 482 0 30.267 21.4132028 20.67010337 21.73662271 39.51783072 30.08742229 34.62434962
tr|F1LP30|F1LP30_RAT Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mccc1 PE=1 SV=1;sp|Q5I0C3|MCCA_RAT Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mccc1 PE=1 SSarcoglycan, gamma (Sarcoglycan, gamma (Dystrophin-associated glycoprotein))Sgcg 26 54.3 79.295 715 0 323.31 121.49711 129.2363029 123.9460223 172.3563718 151.3726006 149.3623549
sp|Q641Y0|OST48_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit OS=Rattus norvegicus OX=10116 GN=Ddost PE=2 SV=1Peptidyl-prolyl cis-trans isomerase A (PPIase A) (EC 5.2.1.8) (Cyclophilin A) (Cyclosporin A-binding protein) (Rotamase A) (p1B15) (p31) [Cleaved into: Peptidyl-prolyl cis-trans isomerase A, N-terminally processed]Ppia 4 10.9 48.895 441 0 17.247 20.53406019 24.00041617 22.71401426 17.67575141 17.03440575 19.99043174
tr|A0A0H2UHU1|A0A0H2UHU1_RAT 60S ribosomal protein L37a OS=Rattus norvegicus OX=10116 GN=Rpl37a PE=3 SV=1;sp|P61515|RL37P_RAT Putative 60S ribosomal protein L37a OS=Rattus norvegicus OX=10116 GN=Rpl37a-ps1 PE=5 SV=2;sp|D4AAZ6|RL37A_RAT 60S ribosomal proteiElongation factor 1-alpha 2 (EF-1-alpha-2) (Eukaryotic elongation factor 1 A-2) (eEF1A-2) (Statin-S1)Eef1a2 3 41.3 10.276 92 0 24.978 8.234037726 9.032082262 6.599356131 4.797418728 5.178749807 4.406138143



sp|Q5XI78|ODO1_RAT 2-oxoglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ogdh PE=1 SV=1ATP synthase membrane subunit DAPIT, mitochondrial (Diabetes-associated protein in insulin-sensitive tissues) (Up-regulated during skeletal muscle growth protein 5)Atp5md 51 49.5 116.29 1023 0 323.31 411.1835709 467.3947993 462.6721366 575.5339938 501.6707397 526.1045148
tr|G3V7I0|G3V7I0_RAT Peroxiredoxin 3 OS=Rattus norvegicus OX=10116 GN=Prdx3 PE=1 SV=1;sp|Q9Z0V6|PRDX3_RAT Thioredoxin-dependent peroxide reductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Prdx3 PE=1 SV=2Enoyl-[acyl-carrier-protein] reductase, mitochondrial (EC 1.3.1.104) (2-enoyl thioester reductase) (Nuclear receptor-binding factor 1) (NRBF-1)Mecr 8 37 28.299 257 0 141.13 80.2591417 77.58839281 78.30649611 131.4960624 104.068254 116.9235205
sp|Q9Z1W6|LYRIC_RAT Protein LYRIC OS=Rattus norvegicus OX=10116 GN=Mtdh PE=1 SV=2NADH:ubiquinone oxidoreductase subunit B4Ndufb4 5 10 63.968 581 0 67.281 18.87266007 19.68033175 19.37297898 13.07104542 14.52690249 16.5227614
sp|Q9ES40|PRAF3_RAT PRA1 family protein 3 OS=Rattus norvegicus OX=10116 GN=Arl6ip5 PE=1 SV=1;tr|A0A0H2UHF6|A0A0H2UHF6_RAT PRA1 family protein OS=Rattus norvegicus OX=10116 GN=Arl6ip5 PE=1 SV=1Myoglobin Mb 4 25 21.548 188 0 26.657 9.060551391 9.398787656 9.7273232 6.696767716 8.282022227 7.514312289
tr|A0A096MJ01|A0A096MJ01_RAT LIM domain-binding 3 OS=Rattus norvegicus OX=10116 GN=Ldb3 PE=1 SV=1;tr|A0A096MKD4|A0A096MKD4_RAT LIM domain-binding 3 OS=Rattus norvegicus OX=10116 GN=Ldb3 PE=1 SV=1;tr|A0A0G2JYM0|A0A0G2JYM0_RAT LIM domain-binding 3 OS=Rattus Hemopexin Hpx 15 29.1 76.815 726 0 151.19 31.06941816 28.89552889 34.19404604 35.45133148 41.50562261 41.98160046
tr|G3V965|G3V965_RAT 1-acylglycerol-3-phosphate O-acyltransferase 5 OS=Rattus norvegicus OX=10116 GN=Agpat5 PE=1 SV=2Clusterin (Dimeric acid glycoprotein) (DAG) (Sulfated glycoprotein 2) (SGP-2) (Testosterone repressed prostate message 2) (TRPM-2) [Cleaved into: Clusterin beta chain; Clusterin alpha chain]Clu 3 10.9 41.531 359 0 6.1814 7.677845463 7.709850104 7.884571052 6.54094818 5.113919759 5.591079492
tr|Q642E6|Q642E6_RAT Tripeptidyl peptidase I OS=Rattus norvegicus OX=10116 GN=Tpp1 PE=1 SV=1;sp|Q9EQV6|TPP1_RAT Tripeptidyl-peptidase 1 OS=Rattus norvegicus OX=10116 GN=Tpp1 PE=1 SV=1Erythrocyte membrane protein band 4.1-like 2 (Similar to protein 4.1G (Predicted), isoform CRA_a)Epb41l2 2 6.2 61.312 563 0 35.475 4.751755841 5.114850587 5.207921206 6.560913915 5.616925043 6.196228002
tr|M0RB74|M0RB74_RAT Importin 5 OS=Rattus norvegicus OX=10116 GN=Ipo5 PE=1 SV=2;tr|D4A781|D4A781_RAT Importin 5 OS=Rattus norvegicus OX=10116 GN=Ipo5 PE=1 SV=1ATPase family AAA domain-containing protein 3Atad3 4 9.2 92.662 818 0 26.4 3.909812326 3.544580993 4.302669213 2.951326167 3.300640991 2.91615883
tr|F1LMK0|F1LMK0_RAT A kinase (PRKA) anchor protein 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Akap1 PE=1 SV=2;tr|D4A9M6|D4A9M6_RAT A kinase (PRKA) anchor protein 1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Akap1 PE=1 SV=2;sp|O88884|AKAP1_RAT Dihydroorotate dehydrogenase (quinone), mitochondrial (DHOdehase) (EC 1.3.5.2) (Dihydroorotate oxidase)Dhodh 2 5.1 57.651 544 0 3.6477 0.913311554 0.793957605 0.841226826 0.947417498 0.974740373 1.036451558
sp|Q68FT1|COQ9_RAT Ubiquinone biosynthesis protein COQ9, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq9 PE=1 SV=23-mercaptopyruvate sulfurtransferase (MST) (EC 2.8.1.2)Mpst 8 35.9 35.145 312 0 323.31 32.06458367 36.9083509 38.68418387 46.68943568 40.44322102 46.03286186
sp|Q4G064|COQ5_RAT 2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq5 PE=2 SV=1Mitochondrial import receptor subunit TOM70 (Mitochondrial precursor proteins import receptor) (Translocase of outer membrane 70 kDa subunit) (Translocase of outer mitochondrial membrane protein 70)Tomm70 13 47.1 37.3 327 0 189.51 38.95419107 38.89693099 41.98019737 55.41793389 46.5049286 50.22886616
tr|F1LRA1|F1LRA1_RAT Protein ERGIC-53 OS=Rattus norvegicus OX=10116 GN=Lman1 PE=1 SV=3;tr|A0A0G2JXC1|A0A0G2JXC1_RAT Protein ERGIC-53 OS=Rattus norvegicus OX=10116 GN=Lman1 PE=1 SV=1;sp|Q62902|LMAN1_RAT Protein ERGIC-53 OS=Rattus norvegicus OX=10116 GN=LmanInorganic pyrophosphatase 2Ppa2 5 11 57.985 517 0 37.291 20.87136388 21.20137435 23.04120747 17.95830995 18.84912373 20.04175901
sp|P19357|GLUT4_RAT Solute carrier family 2, facilitated glucose transporter member 4 OS=Rattus norvegicus OX=10116 GN=Slc2a4 PE=1 SV=1Elongation factor 2 (EF-2) Eef2 4 14.3 54.895 509 0 64.83 12.50575379 13.46679185 12.17315787 11.37699626 10.7941048 11.32741516
sp|P14882|PCCA_RAT Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pcca PE=1 SV=314-3-3 protein theta (14-3-3 protein tau)Ywhaq 2 3.7 81.622 737 0 247.29 8.049437713 7.071563932 8.364105418 12.02024014 9.568810356 10.38145358
tr|A0A0A0MY09|A0A0A0MY09_RAT Endoplasmin OS=Rattus norvegicus OX=10116 GN=Hsp90b1 PE=1 SV=1;sp|Q66HD0|ENPL_RAT Endoplasmin OS=Rattus norvegicus OX=10116 GN=Hsp90b1 PE=1 SV=2;tr|A0A0G2K4I4|A0A0G2K4I4_RAT Endoplasmin OS=Rattus norvegicus OX=10116 GN=Hsp90b1 Reticulon 4-interacting protein 1 (Similar to NOGO-interacting mitochondrial protein (Predicted))Rtn4ip1 25 35.2 92.899 804 0 323.31 124.4714429 127.795165 126.9928455 98.08818044 108.7326157 112.7711443
sp|Q63081|PDIA6_RAT Protein disulfide-isomerase A6 OS=Rattus norvegicus OX=10116 GN=Pdia6 PE=1 SV=2;tr|A0A0G2JSZ5|A0A0G2JSZ5_RAT Protein disulfide-isomerase A6 OS=Rattus norvegicus OX=10116 GN=Pdia6 PE=1 SV=1Mitochondrial Rho GTPase (EC 3.6.5.-)Rhot1 8 28 48.173 440 0 88.74 42.8168367 43.98847605 42.03150127 37.60459253 37.44049732 40.81236526
tr|A0A0G2JYL4|A0A0G2JYL4_RAT Prolyl 4-hydroxylase subunit alpha 2 OS=Rattus norvegicus OX=10116 GN=P4ha2 PE=1 SV=1;tr|D3ZGT6|D3ZGT6_RAT Procollagen-proline, 2-oxoglutarate 4-dioxygenase (Proline 4-hydroxylase), alpha II polypeptide (Predicted), isoform CRACytochrome c oxidase subunit 5A, mitochondrial (Cytochrome c oxidase polypeptide Va)Cox5a 2 5.8 60.635 533 0 6.8692 0.555115762 0.771317947 0.908707153 0.439289559 0.402580858 0.165941063
tr|A0A0G2K3Z9|A0A0G2K3Z9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;sp|Q63716|PRDX1_RAT Peroxiredoxin-1 OS=Rattus norvegicus OX=10116 GN=Prdx1 PE=1 SV=1Sarcoglycan, delta Sgcd 9 46.7 22.164 199 0 30.8 60.01693293 58.08309036 59.13035657 41.6311603 51.15751486 42.90805768
tr|M0R6N2|M0R6N2_RAT MOSC domain-containing protein 2, mitochondrial-like OS=Rattus norvegicus OX=10116 GN=LOC100910481 PE=1 SV=1;tr|D3Z900|D3Z900_RAT Mitochondrial amidoxime reducing component 2 OS=Rattus norvegicus OX=10116 GN=Marc2 PE=1 SV=2;sp|O88994|MGlutathione peroxidase 1 (GPx-1) (GSHPx-1) (EC 1.11.1.9) (Cellular glutathione peroxidase)Gpx1 3 9.2 38.175 338 0 40.878 7.124444128 6.571684077 5.716719732 9.623049907 8.036047475 8.002434624
sp|P63029|TCTP_RAT Translationally-controlled tumor protein OS=Rattus norvegicus OX=10116 GN=Tpt1 PE=1 SV=1Ubiquitin-40S ribosomal protein S27a (Ubiquitin carboxyl extension protein 80) [Cleaved into: Ubiquitin; 40S ribosomal protein S27a]Rps27a 3 23.3 19.462 172 0 24.301 16.10126765 15.02826241 14.88074711 12.49334124 13.94794596 13.91687592
sp|P35435|ATPG_RAT ATP synthase subunit gamma, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1c PE=1 SV=2;tr|Q6PCU0|Q6PCU0_RAT ATP synthase subunit gamma OS=Rattus norvegicus OX=10116 GN=Atp5f1c PE=1 SV=1;tr|Q6QI09|Q6QI09_RAT LRRGT00199 OS=Rattus norTransmembrane protein 143Tmem143 13 50.9 30.19 273 0 264.61 586.6133889 656.5500977 622.2429555 561.1673459 535.2698441 529.2868055
sp|P21670|PSA4_RAT Proteasome subunit alpha type-4 OS=Rattus norvegicus OX=10116 GN=Psma4 PE=1 SV=1Plastin-3 (T-plastin) Pls3 3 13.4 29.497 261 0 11.522 11.83991789 9.678929649 10.85600889 8.569206365 8.530613731 7.732453186
tr|D4A264|D4A264_RAT Zinc-binding alcohol dehydrogenase, domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Zadh2 PE=1 SV=2Sorbin and SH3 domain-containing protein 1 (Ponsin) (SH3P12) (Fragments)Sorbs1 9 30 40.535 377 0 80.01 26.15818067 27.35641261 26.02992111 30.92648843 28.30018021 29.24679157
sp|P62959|HINT1_RAT Histidine triad nucleotide-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Hint1 PE=1 SV=5;tr|D4A269|D4A269_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=114-3-3 protein zeta/delta (Mitochondrial import stimulation factor S1 subunit) (Protein kinase C inhibitor protein 1) (KCIP-1)Ywhaz 2 16.7 13.777 126 0 2.5894 5.515672957 5.481555981 6.357494911 3.6101954 4.985633459 4.136105377
tr|F1LRY5|F1LRY5_RAT RCG45398 OS=Rattus norvegicus OX=10116 GN=Sardh PE=1 SV=2;sp|Q64380|SARDH_RAT Sarcosine dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sardh PE=1 SV=2NADPH--cytochrome P450 reductase (CPR) (P450R) (EC 1.6.2.4)Por 6 11 101.41 919 0 20.6 9.571291384 10.21543248 8.679257916 14.6053687 11.45810579 14.27462699
sp|B0BNC9|QORL2_RAT Quinone oxidoreductase-like protein 2 OS=Rattus norvegicus OX=10116 PE=2 SV=114-3-3 protein epsilon (14-3-3E) (Mitochondrial import stimulation factor L subunit) (MSF L)Ywhae 5 18.9 37.548 350 0 41.713 5.108197334 5.140534233 4.360045814 8.716345146 6.502041636 7.278720121
sp|F1LU71|AUHM_RAT Methylglutaconyl-CoA hydratase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Auh PE=1 SV=2Dystroglycan 1 Dag1 11 33 33.341 315 0 52.509 73.32966389 74.41123064 75.00315348 102.4372382 86.90889833 96.86482344
tr|A0A0G2JVY2|A0A0G2JVY2_RAT CD163 molecule OS=Rattus norvegicus OX=10116 GN=Cd163 PE=1 SV=1;tr|D3Z9U2|D3Z9U2_RAT CD163 antigen (Predicted) OS=Rattus norvegicus OX=10116 GN=Cd163 PE=1 SV=160S ribosomal protein L9 Rpl9 13 16.6 119.61 1111 0 153.33 19.29289423 19.63800129 18.81596526 27.29619709 33.01295179 37.01055439
tr|Q52KS1|Q52KS1_RAT ATP-dependent 6-phosphofructokinase OS=Rattus norvegicus OX=10116 GN=Pfkm PE=1 SV=1;tr|A0A0G2KBC7|A0A0G2KBC7_RAT ATP-dependent 6-phosphofructokinase OS=Rattus norvegicus OX=10116 GN=Pfkm PE=1 SV=1;sp|P47858|PFKAM_RAT ATP-dependent 6-phComplement C3 [Cleaved into: Complement C3 beta chain; C3-beta-c (C3bc) (Neutrophil chemotactic factor-2) (ENCF-2); Complement C3 alpha chain; C3a anaphylatoxin (Neutrophil chemotactic factor-1) (ENCF-1); Acylation stimulating protein (ASP) (C3adesArg); Complement C3b alpha' chain; Complement C3c alpha' chain fragment 1; Complement C3dg fragment; Complement C3g fragment; Complement C3d fragment; Complement C3f fragment; Complement C3c alpha' chain fragment 2]C3 18 31.2 85.342 780 0 323.31 107.4348153 93.31724802 114.5647387 75.04945918 83.42207538 81.95938431
tr|D3ZLG3|D3ZLG3_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=2;tr|D3ZCR3|D3ZCR3_RAT High mobility group protein B1 pseudogene OS=Rattus norvegicus OX=10116 GN=LOC108349189 PE=4 SV=2;tr|D3ZXR5|D3ZXR5_RAT High mobility group protein B1 Ras-related protein Rab-10 (EC 3.6.5.2)Rab10 3 14.1 24.112 206 0 17.436 13.49454004 13.95525675 13.04741812 12.5953401 11.57193453 11.00097372
sp|P85108|TBB2A_RAT Tubulin beta-2A chain OS=Rattus norvegicus OX=10116 GN=Tubb2a PE=1 SV=1;sp|Q3KRE8|TBB2B_RAT Tubulin beta-2B chain OS=Rattus norvegicus OX=10116 GN=Tubb2b PE=1 SV=1Cysteine and glycine-rich protein 3 (Cysteine-rich protein 3) (CRP3) (LIM domain protein, cardiac) (Muscle LIM protein)Csrp3 2 6.1 49.906 445 0 24.154 2.918992688 3.102679591 3.65247087 2.193192512 2.688386283 2.293610375
sp|P00388|NCPR_RAT NADPH--cytochrome P450 reductase OS=Rattus norvegicus OX=10116 GN=Por PE=1 SV=3Peptidylglycine alpha-amidating monooxygenase (PAM) [Includes: Peptidylglycine alpha-hydroxylating monooxygenase (PHM) (EC 1.14.17.3); Peptidyl-alpha-hydroxyglycine alpha-amidating lyase (EC 4.3.2.5) (Peptidylamidoglycolate lyase) (PAL)]Pam 16 28.8 76.962 678 0 119.42 27.92643349 26.36045788 28.01663827 22.48054878 24.81531984 25.25558307
tr|F1LM47|F1LM47_RAT Succinate--CoA ligase [ADP-forming] subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sucla2 PE=1 SV=1Solute carrier family 12 member 7 (Electroneutral potassium-chloride cotransporter 4) (K-Cl cotransporter 4)Slc12a7 20 51.6 50.306 465 0 323.31 206.1539583 224.0707886 208.6550351 283.9778478 241.8010312 257.5499741
sp|B2GUZ5|CAZA1_RAT F-actin-capping protein subunit alpha-1 OS=Rattus norvegicus OX=10116 GN=Capza1 PE=1 SV=1MICOS complex subunit Apoo 5 29.4 32.909 286 0 33.586 5.961025472 5.98048459 6.688876192 5.568703726 5.058771696 5.295947691
sp|P04897|GNAI2_RAT Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Rattus norvegicus OX=10116 GN=Gnai2 PE=1 SV=3;tr|Q5EEY3|Q5EEY3_RAT GTP-binding protein G-alpha-i2 splice variant b OS=Rattus norvegicus OX=10116 GN=Gnai2 PE=1 SV=160S ribosomal protein L12 Rpl12 11 43.7 40.499 355 0 323.31 157.6117303 148.7225804 156.5711115 124.0523158 143.2017903 128.1077325
tr|A0A0G2JZF6|A0A0G2JZF6_RAT NADH:ubiquinone oxidoreductase complex assembly factor 2 OS=Rattus norvegicus OX=10116 GN=Ndufaf2 PE=1 SV=1Glutaryl-CoA dehydrogenase (Glutaryl-Coenzyme A dehydrogenase (Predicted))Gcdh 8 53 19.554 166 0 151.29 23.69618265 27.14047973 29.72589559 21.02869266 22.00623584 17.66274006
sp|Q641X9|RM09_RAT 39S ribosomal protein L9, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl9 PE=2 SV=1Protein kinase C and casein kinase substrate in neurons 3 (RCG27172, isoform CRA_a)Pacsin3 2 10.3 30.076 262 0 24.736 6.241713181 6.017107567 6.004126246 7.852610118 6.879442791 7.912611902
tr|G3V9Z6|G3V9Z6_RAT Septin 8 (Predicted) OS=Rattus norvegicus OX=10116 GN=Sept8 PE=1 SV=1;sp|B0BNF1|SEPT8_RAT Septin-8 OS=Rattus norvegicus OX=10116 GN=Sept8 PE=1 SV=1;tr|A0A0G2K7G7|A0A0G2K7G7_RAT Septin-8 OS=Rattus norvegicus OX=10116 GN=Sept8 PE=1 SV=1;Biglycan (Bone/cartilage proteoglycan I) (PG-S1)Bgn 5 18.4 49.856 429 0 57.505 8.327733197 7.904379943 8.456243025 7.196779149 7.825398884 7.108826858
sp|Q5XFX0|TAGL2_RAT Transgelin-2 OS=Rattus norvegicus OX=10116 GN=Tagln2 PE=1 SV=1GTP:AMP phosphotransferase AK3, mitochondrial (EC 2.7.4.10) (Adenylate kinase 3) (AK 3) (Adenylate kinase 3 alpha-like 1)Ak3 6 33.7 22.393 199 0 33.702 27.18683733 34.17875005 28.51501897 20.90629403 22.29865795 19.96733447
sp|Q5XIM4|ATP5S_RAT ATP synthase subunit s, mitochondrial OS=Rattus norvegicus OX=10116 GN=Dmac2l PE=2 SV=1ATP-binding cassette sub-family B member 7, mitochondrial (ATP-binding cassette transporter 7) (ABC transporter 7 protein)Abcb7 4 20.5 23.324 200 0 17.858 15.77273545 15.76595381 13.78923056 23.24315302 18.15110495 22.12051344
tr|Q5XFW4|Q5XFW4_RAT Mitochondrial ribosomal protein L13 OS=Rattus norvegicus OX=10116 GN=Mrpl13 PE=1 SV=1FAST kinase domain-containing protein 4 (Protein TBRG4) (Transforming growth factor beta regulator 4)Tbrg4 8 50 20.54 178 0 24.394 16.72165128 15.90531137 17.17109956 20.36114267 18.17138479 20.84041133
tr|Q4G079|Q4G079_RAT Aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 OS=Rattus norvegicus OX=10116 GN=Aimp1 PE=1 SV=1Acyl carrier protein Ndufab1 2 10.2 34.574 315 0 22.405 6.50126957 5.603791112 5.695779367 4.524409013 5.317699374 4.602978223
tr|D3ZQB6|D3ZQB6_RAT Cat eye syndrome chromosome region, candidate 5 homolog (Human) (Predicted) OS=Rattus norvegicus OX=10116 GN=Hdhd5 PE=1 SV=1Na(+)/H(+) exchange regulatory cofactor NHE-RF2 (NHERF-2) (NHE3 kinase A regulatory protein E3KARP) (SRY-interacting protein 1) (SIP-1) (Sodium-hydrogen exchanger regulatory factor 2) (Solute carrier family 9 isoform A3 regulatory factor 2) (Tyrosine kinase activator protein 1) (TKA-1)Slc9a3r2 2 6.4 46.476 419 0 10.608 2.762341835 3.325556565 3.627604186 4.206693415 4.056817096 4.430467269
tr|Q7TP77|Q7TP77_RAT Aa2-277 OS=Rattus norvegicus OX=10116 GN=Mrpl49 PE=1 SV=1Fibrinogen beta chain (Liver regeneration-related protein LRRG036/LRRG043/LRRG189) [Cleaved into: Fibrinopeptide B; Fibrinogen beta chain]Fgb 3 20.5 19.406 166 0 6.5211 1.293914518 1.500162752 1.328195021 1.650905806 1.672301218 1.670445994
sp|P62632|EF1A2_RAT Elongation factor 1-alpha 2 OS=Rattus norvegicus OX=10116 GN=Eef1a2 PE=1 SV=1Synaptic vesicle membrane protein VAT-1 homolog (EC 1.-.-.-) (Mitofusin-binding protein) (Protein MIB)Vat1 5 13.2 50.454 463 0 131.32 57.65261743 57.34111835 64.18221971 41.49313631 52.71186595 48.52531408
sp|P00507|AATM_RAT Aspartate aminotransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Got2 PE=1 SV=2Cysteinyl-tRNA synthetase 2, mitochondrial (RGD1311612 protein)Cars2 27 59.1 47.314 430 0 323.31 558.7838405 552.3410812 500.7469559 791.641366 633.0906011 736.7003025
sp|Q794F9|4F2_RAT 4F2 cell-surface antigen heavy chain OS=Rattus norvegicus OX=10116 GN=Slc3a2 PE=1 SV=1;tr|A0A0H2UHQ0|A0A0H2UHQ0_RAT 4F2 cell-surface antigen heavy chain OS=Rattus norvegicus OX=10116 GN=Slc3a2 PE=1 SV=1Laminin subunit alpha 4 Lama4 3 9.1 58.071 527 0 6.0406 4.236630103 3.592904298 3.938830366 5.472781394 5.339156746 6.894792144
sp|Q5FVJ3|PLPP7_RAT Inactive phospholipid phosphatase 7 OS=Rattus norvegicus OX=10116 GN=Plpp7 PE=2 SV=1Glutathione S-transferase kappa 1 (EC 2.5.1.18) (GST 13-13) (GST class-kappa) (GSTK1-1) (rGSTK1) (Glutathione S-transferase subunit 13)Gstk1 2 10.7 29.768 271 0 3.3165 6.896784069 7.674178373 6.648565989 5.695008698 5.624317369 5.688601305
tr|F1LP46|F1LP46_RAT ATP-dependent RNA helicase SUPV3L1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Supv3l1 PE=1 SV=2;tr|A0A0G2K9R3|A0A0G2K9R3_RAT ATP-dependent RNA helicase SUPV3L1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Supv3l1 PE=1 SV=1;sp|QCytochrome b5 Cyb5a 11 19 78.922 695 0 33.261 18.62386869 18.35144086 18.59766195 26.91120565 23.07125418 23.0649352
tr|P97949|P97949_RAT Antigen peptide transporter 1 OS=Rattus norvegicus OX=10116 GN=Tap1 PE=1 SV=1;sp|P36370|TAP1_RAT Antigen peptide transporter 1 OS=Rattus norvegicus OX=10116 GN=Tap1 PE=1 SV=2;tr|A0A0G2JY71|A0A0G2JY71_RAT Antigen peptide transporter 1 (Sushi domain containing 2 (Predicted), isoform CRA_a (Sushi domain-containing 2)Susd2 2 4.7 79.123 725 0 4.4992 0.948038684 1.103445542 0.995504967 1.215479183 1.230789622 1.199107676
tr|Q4V8I6|Q4V8I6_RAT 60S ribosomal protein L11 OS=Rattus norvegicus OX=10116 GN=Rpl11 PE=1 SV=1;sp|P62914|RL11_RAT 60S ribosomal protein L11 OS=Rattus norvegicus OX=10116 GN=Rpl11 PE=1 SV=2;tr|A0A0G2K3Y8|A0A0G2K3Y8_RAT 60S ribosomal protein L11 OS=Rattus nCalnexin Canx 2 13.8 19.024 167 0 39.192 26.27221005 20.81659528 24.76878761 14.96388384 19.2874298 18.92128472
sp|Q920P6|ADA_RAT Adenosine deaminase OS=Rattus norvegicus OX=10116 GN=Ada PE=1 SV=3Filamin-C (FLN-C) (ABP-280-like protein) (ABP-L) (Actin-binding-like protein) (Filamin-2) (Gamma-filamin)Flnc 2 7.7 39.899 352 0 2.4436 2.581888345 2.866104672 2.158375804 3.346343881 3.466608529 3.090979511
sp|Q07984|SSRD_RAT Translocon-associated protein subunit delta OS=Rattus norvegicus OX=10116 GN=Ssr4 PE=2 SV=1Leucine-rich repeat-containing protein 59 (Protein p34) [Cleaved into: Leucine-rich repeat-containing protein 59, N-terminally processed]Lrrc59 5 36.4 18.979 173 0 100.08 18.18649026 17.14050451 18.20712414 15.33368396 15.80060686 16.98060065
sp|P35280|RAB8A_RAT Ras-related protein Rab-8A OS=Rattus norvegicus OX=10116 GN=Rab8a PE=1 SV=2;tr|A0A0G2K553|A0A0G2K553_RAT Ras-related protein Rab-8A OS=Rattus norvegicus OX=10116 GN=Rab8a PE=1 SV=1Mitochondrial glutamate carrier 2 (GC-2) (Glutamate/H(+) symporter 2) (Solute carrier family 25 member 18)Slc25a18 3 16.4 23.668 207 0 15.016 17.43573038 19.13146271 20.68332234 14.75684786 15.03193576 14.86694368
tr|Q52KJ9|Q52KJ9_RAT Thioredoxin domain containing 1 OS=Rattus norvegicus OX=10116 GN=Tmx1 PE=1 SV=1Ras-related protein Rab-1ARab1A 2 11.5 31.434 278 0 19.513 1.346543464 1.175026816 1.457397075 0.671369519 0.993842667 1.039633848
tr|D3ZM09|D3ZM09_RAT Seryl-tRNA synthetase 2 (Predicted) OS=Rattus norvegicus OX=10116 GN=Sars2 PE=1 SV=1Ubiquinol-cytochrome-c reductase complex assembly factor 2 (Mitochondrial nucleoid factor 1) (Mitochondrial protein M19)Uqcc2 5 13.3 58.286 518 0 9.4183 8.271914619 9.099145116 9.076601348 10.24980035 9.497503846 9.756287431
tr|D3ZXK4|D3ZXK4_RAT Abhydrolase domain-containing 11 OS=Rattus norvegicus OX=10116 GN=Abhd11 PE=1 SV=1Succinate-semialdehyde dehydrogenase, mitochondrial (EC 1.2.1.24) (Aldehyde dehydrogenase family 5 member A1) (NAD(+)-dependent succinic semialdehyde dehydrogenase)Aldh5a1 3 12.7 33.215 307 0 13.629 9.258707345 10.12839346 8.962999866 12.03977184 10.34991103 11.9207584
tr|D4AD70|D4AD70_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P63174|RL38_RAT 60S ribosomal protein L38 OS=Rattus norvegicus OX=10116 GN=Rpl38 PE=1 SV=2;tr|D3ZZH2|D3ZZH2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PESuccinate dehydrogenase complex subunit C (Succinate dehydrogenase complex, subunit C, integral membrane protein) (Succinate dehydrogenase complex, subunit C, integral membrane protein, isoform CRA_b)Sdhc 2 31.4 8.2458 70 0 5.9099 25.83164198 21.50339501 20.90162564 15.93786444 17.15608475 15.9155598
sp|Q3KRD5|TOM34_RAT Mitochondrial import receptor subunit TOM34 OS=Rattus norvegicus OX=10116 GN=Tomm34 PE=1 SV=1Pyridine nucleotide-disulfide oxidoreductase domain-containing protein 2 (EC 1.-.-.-)Pyroxd2 3 11.3 34.461 309 0 4.92 2.571641649 2.419970224 2.271139672 3.397126292 2.76872059 3.154266034
sp|P09456|KAP0_RAT cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Rattus norvegicus OX=10116 GN=Prkar1a PE=1 SV=2Thioredoxin-like protein 1 (Thioredoxin-related protein)Txnl1 6 20.2 43.094 381 0 37.153 15.55823262 13.79021554 14.68233714 11.06188489 13.35459729 12.26875728
sp|P24368|PPIB_RAT Peptidyl-prolyl cis-trans isomerase B OS=Rattus norvegicus OX=10116 GN=Ppib PE=1 SV=3Sarcoglycan, alpha (Sarcoglycan, alpha (Dystrophin-associated glycoprotein) (Predicted), isoform CRA_a)Sgca 12 54.2 23.802 216 0 60.527 88.77147491 89.46945731 79.29592837 59.9883509 75.06809246 72.01215944
sp|P07896|ECHP_RAT Peroxisomal bifunctional enzyme OS=Rattus norvegicus OX=10116 GN=Ehhadh PE=1 SV=2NADH dehydrogenase (Ubiquinone) flavoprotein 3-like, isoform CRA_a (NADH dehydrogenase [ubiquinone] flavoprotein 3, mitochondrial)Ndufv3 10 16.1 78.657 722 0 36.155 10.68566943 11.43017382 10.32045905 17.3636783 16.16498967 13.37126704
sp|Q99NA5|IDH3A_RAT Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh3a PE=1 SV=1;tr|F1LNF7|F1LNF7_RAT Isocitrate dehydrogenase [NAD] subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh3a PE=1 SV=2Cytochrome c oxidase subunit 5B, mitochondrial (Cytochrome c oxidase polypeptide Vb) (Cytochrome c oxidase subunit VIA*)Cox5b 13 39.3 39.613 366 0 223.24 185.7841642 197.0363728 187.3168029 253.6603142 214.3512956 239.6264915
tr|G3V8B0|G3V8B0_RAT Myosin-7 OS=Rattus norvegicus OX=10116 GN=Myh7 PE=1 SV=1;sp|P02564|MYH7_RAT Myosin-7 OS=Rattus norvegicus OX=10116 GN=Myh7 PE=1 SV=2ADP-ribose glycohydrolase MACROD1 (MACRO domain-containing protein 1) (O-acetyl-ADP-ribose deacetylase MACROD1) (EC 3.1.1.106) (Protein LRP16) ([Protein ADP-ribosylaspartate] hydrolase MACROD1) (EC 3.2.2.-) ([Protein ADP-ribosylglutamate] hydrolase MACROD1) (EC 3.2.2.-) (Fragment)Macrod1 37 19.7 222.9 1935 0 323.31 392.0258374 201.5119859 376.9789267 482.3460991 751.7276256 596.7821652
tr|F1LX07|F1LX07_RAT Solute carrier family 25 member 12 OS=Rattus norvegicus OX=10116 GN=Slc25a12 PE=1 SV=3;tr|A0A0G2K2J7|A0A0G2K2J7_RAT Solute carrier family 25 member 12 OS=Rattus norvegicus OX=10116 GN=Slc25a12 PE=1 SV=1Dehydrogenase/reductase SDR family member 4 (EC 1.1.1.184) (NADPH-dependent carbonyl reductase/NADP-retinol dehydrogenase) (CR) (PHCR) (NADPH-dependent retinol dehydrogenase/reductase) (NDRD) (Peroxisomal short-chain alcohol dehydrogenase) (PSCD)Dhrs4 19 40.2 71.916 655 0 323.31 380.7425105 413.4638984 384.5855144 370.8070902 341.3226775 351.2838341
tr|G3V8V6|G3V8V6_RAT O-acetyl-ADP-ribose deacetylase MACROD1 OS=Rattus norvegicus OX=10116 GN=Macrod1 PE=1 SV=3;sp|Q8K4G6|MACD1_RAT ADP-ribose glycohydrolase MACROD1 (Fragment) OS=Rattus norvegicus OX=10116 GN=Macrod1 PE=2 SV=2;tr|A0A0G2K5F1|A0A0G2K5F1_RATHeat shock protein family A (Hsp70) member 12BHspa12b 8 33.7 27.078 243 0 103.45 27.02735567 21.75024338 26.14038154 36.86108594 55.35151521 46.23355149
tr|Q99PV2|Q99PV2_RAT Syntaxin binding protein 3, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Stxbp3 PE=1 SV=1Ferrochelatase (EC 4.99.1.1)Fech 14 25.3 68.02 593 0 51.409 37.24095941 36.34711567 39.45583634 29.37870999 34.86692106 31.6242707



tr|A0A0G2K401|A0A0G2K401_RAT Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pcca PE=1 SV=1;tr|A0A0G2K5P9|A0A0G2K5P9_RAT Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pcca PE=1 SCreatine kinase S-type, mitochondrialCkmt2 4 5.5 79.811 723 0 323.31 163.1297955 175.8854145 182.7203927 255.8652258 203.7992405 234.1704027
sp|P41562|IDHC_RAT Isocitrate dehydrogenase [NADP] cytoplasmic OS=Rattus norvegicus OX=10116 GN=Idh1 PE=1 SV=1Mitochondrial ribosomal protein L19 (Ribosomal protein, mitochondrial, L15)Mrpl19 7 16.7 46.734 414 0 14.089 19.94876252 20.86130385 19.05677946 23.1945408 26.57443182 22.98691775
tr|D3ZDR2|D3ZDR2_RAT Charged multivesicular body protein 6 OS=Rattus norvegicus OX=10116 GN=Chmp6 PE=1 SV=1Metaxin 1 Mtx1 3 19.5 23.288 200 0 14.399 2.102645979 2.121231368 2.539752208 1.660150809 1.667394807 1.892282453
tr|G3V644|G3V644_RAT NADH dehydrogenase (Ubiquinone) flavoprotein 3-like, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ndufv3 PE=1 SV=1Mitochondrial ribosomal protein S21 (Mitochondrial ribosomal protein S21 (Predicted), isoform CRA_a) (Mrps21 protein)Mrps21 8 33 49.299 458 0 104.59 9.320905189 9.59712248 9.607963118 12.08143946 10.94980158 10.70481538
sp|P13086|SUCA_RAT Succinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Suclg1 PE=2 SV=2;tr|A0A0H2UHE1|A0A0H2UHE1_RAT Succinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial OS=Rattus norvegicusAdenylosuccinate synthetase isozyme 1 (AMPSase 1) (AdSS 1) (EC 6.3.4.4) (Adenylosuccinate synthetase, basic isozyme) (Adenylosuccinate synthetase, muscle isozyme) (M-type adenylosuccinate synthetase) (IMP--aspartate ligase 1)Adssl1 8 27.5 36.148 346 0 56.712 52.52926934 55.06764004 57.86346447 66.11262288 58.75460207 64.42085624
tr|G3V6S3|G3V6S3_RAT Calumenin OS=Rattus norvegicus OX=10116 GN=Calu PE=1 SV=1;tr|Q3MID6|Q3MID6_RAT Calumenin OS=Rattus norvegicus OX=10116 GN=Calu PE=1 SV=1ADP/ATP translocase 2 (ADP,ATP carrier protein 2) (Adenine nucleotide translocator 2) (ANT 2) (Solute carrier family 25 member 5) [Cleaved into: ADP/ATP translocase 2, N-terminally processed]Slc25a5 5 23.5 37.063 315 0 22.125 11.42686041 10.87274358 12.46318193 9.583986514 9.604136517 9.534553626
tr|A0A0G2K6H2|A0A0G2K6H2_RAT Maleylacetoacetate isomerase OS=Rattus norvegicus OX=10116 GN=Gstz1 PE=1 SV=1;sp|P57113|MAAI_RAT Maleylacetoacetate isomerase OS=Rattus norvegicus OX=10116 GN=Gstz1 PE=1 SV=260S ribosomal protein L6 (Neoplasm-related protein C140)Rpl6 6 41.4 23.862 215 0 90.443 6.488511038 6.958841263 5.233259048 22.82647682 14.11149301 15.41203928
sp|P62260|1433E_RAT 14-3-3 protein epsilon OS=Rattus norvegicus OX=10116 GN=Ywhae PE=1 SV=1Translocon-associated protein subunit delta (TRAP-delta) (Signal sequence receptor subunit delta) (SSR-delta)Ssr4 15 54.1 29.174 255 0 119.33 86.35134083 87.58123369 88.14846781 56.46396475 71.80369349 70.75464133
tr|D4A565|D4A565_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 5 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Ndufb5 PE=1 SV=1Heat shock 70 kDa protein 4 (Ischemia responsive 94 kDa protein)Hspa4 7 30.2 21.664 189 0 143.91 194.9703074 224.4845806 214.66492 188.6675086 177.5205017 174.1790898
tr|M0RD20|M0RD20_RAT Calpain small subunit 1-like OS=Rattus norvegicus OX=10116 GN=Capns1 PE=1 SV=1;sp|Q64537|CPNS1_RAT Calpain small subunit 1 OS=Rattus norvegicus OX=10116 GN=Capns1 PE=1 SV=3;tr|A0A0G2K6H7|A0A0G2K6H7_RAT Calpain small subunit 1-like OS=R2-oxoisovalerate dehydrogenase subunit beta, mitochondrial (EC 1.2.4.4) (Branched-chain alpha-keto acid dehydrogenase E1 component beta chain) (BCKDE1B) (BCKDH E1-beta)Bckdhb 3 15.6 25.446 243 0 6.6899 6.167554212 7.658482811 6.807712765 4.854277667 5.855572887 5.332390053
sp|Q498U3|S2540_RAT Solute carrier family 25 member 40 OS=Rattus norvegicus OX=10116 GN=Slc25a40 PE=2 SV=2NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial (Complex I-18 kDa) (CI-18 kDa) (NADH-ubiquinone oxidoreductase 18 kDa subunit)Ndufs4 3 8.6 38.061 337 0 3.4001 3.947330385 4.225054932 4.94333969 3.036701383 3.377704357 3.317178788
tr|A0A0G2K913|A0A0G2K913_RAT 5-AMP-activated protein kinase subunit gamma-1 OS=Rattus norvegicus OX=10116 GN=Prkag1 PE=1 SV=1;sp|P80385|AAKG1_RAT 5-AMP-activated protein kinase subunit gamma-1 OS=Rattus norvegicus OX=10116 GN=Prkag1 PE=1 SV=3;tr|A0A0G2JVHydroxymethylglutaryl-CoA lyase, mitochondrial (HL) (HMG-CoA lyase) (EC 4.1.3.4) (3-hydroxy-3-methylglutarate-CoA lyase)Hmgcl 5 15.2 37.296 329 0 15.315 12.28566911 10.58166225 11.320885 8.905585585 10.2079522 9.748075068
sp|Q71TY3|RS27_RAT 40S ribosomal protein S27 OS=Rattus norvegicus OX=10116 GN=Rps27 PE=1 SV=3;tr|M0RA26|M0RA26_RAT Ribosomal protein S27-like OS=Rattus norvegicus OX=10116 GN=LOC100362987 PE=3 SV=1Acyl-CoA dehydrogenase family, member 10Acad10 3 29.8 9.461 84 0 19.285 11.07002021 8.903664031 11.26277549 6.964568978 8.138100829 7.921850811
tr|A0A0G2JSK5|A0A0G2JSK5_RAT Integrin beta OS=Rattus norvegicus OX=10116 GN=Itgb1 PE=1 SV=1;sp|P49134|ITB1_RAT Integrin beta-1 OS=Rattus norvegicus OX=10116 GN=Itgb1 PE=2 SV=1Aminopeptidase N (AP-N) (rAPN) (EC 3.4.11.2) (Alanyl aminopeptidase) (Aminopeptidase M) (AP-M) (Kidney Zn peptidase) (KZP) (Microsomal aminopeptidase) (CD antigen CD13)Anpep 11 16.4 88.344 798 0 89.84 41.60078909 36.3190539 40.52798304 30.25893845 35.68465627 33.70148531
sp|O35567|PUR9_RAT Bifunctional purine biosynthesis protein PURH OS=Rattus norvegicus OX=10116 GN=Atic PE=1 SV=2Neural cell adhesion molecule 1 (N-CAM-1) (NCAM-1) (CD antigen CD56)Ncam1 12 28.2 64.208 592 0 62.813 25.03702465 23.78686141 24.05315062 32.22295905 27.33983198 30.01464752
sp|Q5XII0|EPDR1_RAT Mammalian ependymin-related protein 1 OS=Rattus norvegicus OX=10116 GN=Epdr1 PE=2 SV=1RCG43947 (Thioredoxin domain-containing 5)Txndc5 2 10.7 25.639 224 0 9.4441 9.23797473 8.58832593 12.1689698 4.883792231 7.39101794 6.075608919
tr|A0A0H2UHP9|A0A0H2UHP9_RAT RCG39700, isoform CRA_d OS=Rattus norvegicus OX=10116 GN=Rab6a PE=1 SV=1;sp|Q9WVB1|RAB6A_RAT Ras-related protein Rab-6A OS=Rattus norvegicus OX=10116 GN=Rab6a PE=1 SV=2;tr|A0A0G2JT78|A0A0G2JT78_RAT RAB6B, member RAS oncogene faCollagen type VI alpha 2 chain (Procollagen, type VI, alpha 2, isoform CRA_a)Col6a2 6 32.7 23.545 208 0 44.575 45.54397296 41.94234556 44.82861057 39.69708829 39.22250589 39.59436915
tr|D3ZFJ6|D3ZFJ6_RAT Lactamase, beta OS=Rattus norvegicus OX=10116 GN=Lactb PE=1 SV=1Plasma membrane calcium-transporting ATPase 1 (EC 7.2.2.10) (Plasma membrane calcium ATPase isoform 1) (PMCA1) (Plasma membrane calcium pump isoform 1)Atp2b1 8 18.4 60.42 550 0 65.005 25.15583848 26.66628352 25.99275196 30.63090876 27.56748946 29.12822557
tr|D3ZXF9|D3ZXF9_RAT Mitochondrial ribosomal protein L12 OS=Rattus norvegicus OX=10116 GN=Mrpl12 PE=1 SV=1Actin-related protein 3 (Actin-like protein 3)Actr3 8 33.7 29.441 276 0 67.798 34.16216611 37.46245178 38.17114492 51.57235984 41.81897874 47.26574288
sp|Q6AY30|SCPDL_RAT Saccharopine dehydrogenase-like oxidoreductase OS=Rattus norvegicus OX=10116 GN=Sccpdh PE=1 SV=1Vimentin Vim 6 15.6 47.088 429 0 15.878 22.9956595 23.92098711 23.88458068 22.24313015 21.04850436 19.80821994
tr|A0A0G2JVK4|A0A0G2JVK4_RAT Neurolysin, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nln PE=1 SV=1;tr|A0A0G2JSY3|A0A0G2JSY3_RAT Neurolysin (Metallopeptidase M3 family), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Nln PE=1 SV=1;sp|P42676|NEUL_RAT NeurReceptor of activated protein C kinase 1 (Guanine nucleotide-binding protein subunit beta-2-like 1) (Receptor for activated C kinase) (Receptor of activated protein kinase C 1) [Cleaved into: Receptor of activated protein C kinase 1, N-terminally processed]Rack1 9 15.7 77.801 681 0 95.409 13.96820055 13.36595975 13.78085442 20.53692794 16.48881281 18.59176364
sp|D3ZF77|AK1CA_RAT Aldo-keto reductase family 1 member C15 OS=Rattus norvegicus OX=10116 GN=Akr1c15 PE=1 SV=1Citramalyl-CoA lyase, mitochondrial (EC 4.1.3.25) ((3S)-malyl-CoA thioesterase) (EC 3.1.2.30) (Beta-methylmalate synthase) (EC 2.3.3.-) (Citrate lyase subunit beta-like protein, mitochondrial) (Citrate lyase beta-like) (Malate synthase) (EC 2.3.3.9)Clybl 4 11.1 37.194 324 0 26.97 18.56725271 21.15381204 19.83785509 16.68310718 16.66151849 17.101733
tr|A0A0G2K9J1|A0A0G2K9J1_RAT Heterogeneous nuclear ribonucleoprotein Q OS=Rattus norvegicus OX=10116 GN=Syncrip PE=1 SV=1;sp|Q7TP47|HNRPQ_RAT Heterogeneous nuclear ribonucleoprotein Q OS=Rattus norvegicus OX=10116 GN=Syncrip PE=2 SV=1;tr|M0R735|M0R735_RAT Adenylate kinase 2, mitochondrial (AK 2) (EC 2.7.4.3) (ATP-AMP transphosphorylase 2) (ATP:AMP phosphotransferase) (Adenylate monophosphate kinase)Ak2 2 5.3 59.692 533 0 35.343 0.850914358 0.776930299 0.566803338 0.972721896 1.135866919 0.982968543
tr|A0A0G2JVG3|A0A0G2JVG3_RAT Pyruvate kinase OS=Rattus norvegicus OX=10116 GN=Pkm PE=1 SV=1;tr|M0RD14|M0RD14_RAT Pyruvate kinase OS=Rattus norvegicus OX=10116 PE=3 SV=2Hexokinase-2 (EC 2.7.1.1) (Hexokinase type II) (HK II) (Hexokinase-B)Hk2 2 6.7 53.193 489 0 28.272 4.089508278 4.371261466 3.488821915 6.455442753 4.915242812 5.391929686
sp|M0RC99|RAB5A_RAT Ras-related protein Rab-5A OS=Rattus norvegicus OX=10116 GN=Rab5a PE=2 SV=1Myosin-11 (Myosin heavy chain 11) (Myosin heavy chain, smooth muscle isoform) (SMMHC) (Fragments)Myh11 2 12.1 23.624 215 0 62.876 33.0705142 35.77827046 37.52461114 31.48509496 29.62621963 31.15257309
sp|P14668|ANXA5_RAT Annexin A5 OS=Rattus norvegicus OX=10116 GN=Anxa5 PE=1 SV=3;tr|Q66HH8|Q66HH8_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa5 PE=1 SV=1D-2-hydroxyglutarate dehydrogenase, mitochondrial (EC 1.1.99.-)D2hgdh 15 56.4 35.744 319 0 310.55 91.31520727 103.5716816 82.14381806 64.88429618 80.13805077 59.10848383
tr|Q5M7T6|Q5M7T6_RAT V-type proton ATPase subunit OS=Rattus norvegicus OX=10116 GN=Atp6v0d1 PE=1 SV=1Neurolysin, mitochondrial (EC 3.4.24.16) (Microsomal endopeptidase) (MEP) (Mitochondrial oligopeptidase M) (Neurotensin endopeptidase)Nln 5 15.4 40.301 351 0 6.2123 15.6523268 14.25537491 14.88807623 15.9799661 18.15895521 17.91732332
sp|P0C089|PTPM1_RAT Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 OS=Rattus norvegicus OX=10116 GN=Ptpmt1 PE=1 SV=1;tr|G3V7B6|G3V7B6_RAT Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 OS=Rattus norvegicus OX=10116 GN=Alpha-actinin-1 (Alpha-actinin cytoskeletal isoform) (F-actin cross-linking protein) (Non-muscle alpha-actinin-1)Actn1 7 39.4 21.886 193 0 27.99 14.38524507 13.55478212 14.12794097 15.87796724 14.87689316 14.86745695
tr|A0A1W2Q6E9|A0A1W2Q6E9_RAT Moesin OS=Rattus norvegicus OX=10116 GN=Msn PE=1 SV=1;tr|A0A096MK30|A0A096MK30_RAT Moesin OS=Rattus norvegicus OX=10116 GN=Msn PE=1 SV=1;sp|O35763|MOES_RAT Moesin OS=Rattus norvegicus OX=10116 GN=Msn PE=1 SV=3Mitochondrial ribosomal protein L50 (Mitochondrial ribosomal protein L50 (Predicted))Mrpl50 16 31.1 67.651 576 0 265.26 106.6852515 105.5312487 115.9310975 81.57304585 99.58706505 92.12218372
tr|A0A0G2JSL0|A0A0G2JSL0_RAT Proteasome subunit beta OS=Rattus norvegicus OX=10116 GN=LOC100360846 PE=3 SV=1;sp|P28073|PSB6_RAT Proteasome subunit beta type-6 OS=Rattus norvegicus OX=10116 GN=Psmb6 PE=1 SV=3Stress-induced-phosphoprotein 1 (STI1) (Hsc70/Hsp90-organizing protein) (Hop)Stip1 2 8.8 25.303 238 0 2.2144 3.47594249 3.029100701 3.722621094 2.439161678 2.964715366 2.667324226
sp|D4A7N1|MIC25_RAT MICOS complex subunit Mic25 OS=Rattus norvegicus OX=10116 GN=Chchd6 PE=1 SV=1Programmed cell death 6-interacting protein (ALG-2-interacting protein 1)Pdcd6ip 5 20.3 29.211 261 0 12.075 11.91487427 12.1426572 14.54151319 10.47549996 9.791888522 9.211705099
tr|G3V778|G3V778_RAT Pyruvate dehydrogenase kinase, isoenzyme 4 OS=Rattus norvegicus OX=10116 GN=Pdk4 PE=1 SV=1;sp|O54937|PDK4_RAT [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 4, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pdk4 PE=1 SV=Acylpyruvase FAHD1, mitochondrial (EC 3.7.1.5) (Fumarylacetoacetate hydrolase domain-containing protein 1) (Oxaloacetate decarboxylase) (OAA decarboxylase) (EC 4.1.1.112)Fahd1 10 33 46.609 412 0 87.768 27.62541187 22.649171 25.30957254 45.70851048 34.13095937 49.92962818
sp|Q9JLJ3|AL9A1_RAT 4-trimethylaminobutyraldehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh9a1 PE=1 SV=1;tr|A0A0G2JSI1|A0A0G2JSI1_RAT 4-trimethylaminobutyraldehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh9a1 PE=1 SV=1Gup1, glycerol uptake/transporter homolog (Yeast) (Predicted) (Hedgehog acyltransferase-like)Hhatl 10 23.5 53.652 494 0 57.323 29.95583752 30.40658341 30.96294767 46.69377606 50.34893828 38.43488612
tr|D4AA77|D4AA77_RAT Plexin D1 OS=Rattus norvegicus OX=10116 GN=Plxnd1 PE=4 SV=2Ras-related protein Rab-2ARab2a 3 2.2 190.13 1716 0 5.2332 0.759172537 0.941543446 0.833112434 0.613295274 0.703252282 0.454405452
tr|B0BNJ4|B0BNJ4_RAT ETHE1, persulfide dioxygenase OS=Rattus norvegicus OX=10116 GN=Ethe1 PE=1 SV=1Reticulocalbin-2 (Calcium-binding protein ERC-55) (Taipoxin-associated calcium-binding protein 49) (TCBP-49)Rcn2 3 17.3 27.676 254 0 6.2028 4.659655186 4.532783063 3.866533754 5.144648891 4.949914785 5.710158758
tr|D4ACA5|D4ACA5_RAT Mitochondrial import inner membrane translocase subunit TIM17 OS=Rattus norvegicus OX=10116 GN=LOC100911130 PE=1 SV=1Complement factor H Cfh 3 34.9 18.377 172 0 80.786 14.75085676 15.53575224 13.29084987 19.93361554 16.34423723 18.05128749
tr|D4A6U0|D4A6U0_RAT Non-lysosomal glucosylceramidase OS=Rattus norvegicus OX=10116 GN=Gba2 PE=1 SV=1;sp|Q5M868|GBA2_RAT Non-lysosomal glucosylceramidase OS=Rattus norvegicus OX=10116 GN=Gba2 PE=2 SV=2Solute carrier family 25 member 46Slc25a46 3 5.1 101.82 904 0 3.5835 1.297183892 1.442279423 1.443262329 1.879166234 1.621405378 1.605670979
tr|D4A478|D4A478_RAT Nucleoside-triphosphatase, cancer-related OS=Rattus norvegicus OX=10116 GN=Ntpcr PE=1 SV=1Mitochondrial ribosomal protein L44Mrpl44 4 29.2 20.813 192 0 4.6916 4.335110023 4.577824569 4.615047113 5.094300517 4.796180565 5.371398778
tr|A0A0G2K266|A0A0G2K266_RAT E3 UFM1-protein ligase 1 OS=Rattus norvegicus OX=10116 GN=Ufl1 PE=1 SV=1;sp|B2GV24|UFL1_RAT E3 UFM1-protein ligase 1 OS=Rattus norvegicus OX=10116 GN=Ufl1 PE=1 SV=1Methyltransferase like 7A, isoform CRA_b (Methyltransferase-like 7A)Mettl7a 3 4.9 83.633 739 0 5.6751 3.776405924 4.052784253 4.249794791 3.152676258 3.563428378 3.662508659
sp|P61589|RHOA_RAT Transforming protein RhoA OS=Rattus norvegicus OX=10116 GN=Rhoa PE=1 SV=140S ribosomal protein S4, X isoformRps4x 2 18.7 21.782 193 0 161.15 55.53948554 55.6336315 54.12560926 42.43630023 49.98193872 41.90050338
tr|Q6IMZ3|Q6IMZ3_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa6 PE=1 SV=1;sp|P48037|ANXA6_RAT Annexin A6 OS=Rattus norvegicus OX=10116 GN=Anxa6 PE=1 SV=2Maleylacetoacetate isomerase (MAAI) (EC 5.2.1.2) (GSTZ1-1) (Glutathione S-transferase zeta 1) (EC 2.5.1.18)Gstz1 32 53.9 75.755 673 0 323.31 214.1998077 213.4548814 214.8115025 142.807085 174.1972258 180.7695113
tr|A0A0G2JZM2|A0A0G2JZM2_RAT Protein transport protein SEC23 OS=Rattus norvegicus OX=10116 GN=Sec23a PE=1 SV=1;tr|B5DFC3|B5DFC3_RAT Protein transport protein SEC23 OS=Rattus norvegicus OX=10116 GN=Sec23a PE=1 SV=1Endoplasmic reticulum resident protein 29 (ERp29) (Endoplasmic reticulum resident protein 31) (ERp31)Erp29 3 5.6 84.712 751 0 6.9136 3.152433958 3.183297703 2.989498904 3.818620305 3.341527751 3.655528151
tr|Q6AYG2|Q6AYG2_RAT DnaJ (Hsp40) homolog, subfamily C, member 28 OS=Rattus norvegicus OX=10116 GN=Dnajc28 PE=2 SV=1Integrin beta-1 (Beta oligodendroglia) (Beta OL) (Fibronectin receptor subunit beta) (VLA-4 subunit beta) (CD antigen CD29)Itgb1 5 17.2 44.507 383 0 6.4571 2.441903325 2.475855936 2.477349919 2.708525476 2.796654425 2.591103231
tr|D3ZPE6|D3ZPE6_RAT Mitochondrial ribosomal protein L51 OS=Rattus norvegicus OX=10116 GN=Mrpl51 PE=1 SV=1Mitochondrial ribosomal protein S9 (Mrps9 protein)Mrps9 3 22.7 15.047 128 0 15.138 5.158832759 5.426859327 5.558096465 6.749286278 6.010092132 5.992972014
sp|P04906|GSTP1_RAT Glutathione S-transferase P OS=Rattus norvegicus OX=10116 GN=Gstp1 PE=1 SV=2Laminin subunit gamma 1 Lamc1 2 12.4 23.439 210 0 25.561 5.520457406 5.308904803 4.757232193 6.242330241 6.075772625 5.645999671
tr|F8WG67|F8WG67_RAT Acyl-CoA thioesterase 7, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Acot7 PE=1 SV=2;sp|Q64559|BACH_RAT Cytosolic acyl coenzyme A thioester hydrolase OS=Rattus norvegicus OX=10116 GN=Acot7 PE=1 SV=4Protein disulfide-isomerase A6 (EC 5.3.4.1) (Calcium-binding protein 1) (CaBP1) (Protein disulfide isomerase P5) (Thioredoxin domain-containing protein 7)Pdia6 4 15.9 40.968 372 0 26.274 19.68322557 18.41374749 19.81953227 17.43269029 14.05850376 16.11624942
tr|G3V8A5|G3V8A5_RAT Vacuolar protein sorting-associated protein 35 OS=Rattus norvegicus OX=10116 GN=Vps35 PE=1 SV=1Acyl-CoA dehydrogenase family, member 8Acad8 9 14.2 91.726 796 0 31.502 14.21778933 13.84681469 14.78023335 15.88317569 16.53656855 18.32537511
tr|G3V950|G3V950_RAT LYR motif-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Lyrm1 PE=1 SV=2;sp|B2RYU8|LYRM1_RAT LYR motif-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Lyrm1 PE=2 SV=1Myomesin 1 Myom1 3 25.4 14.224 122 0 5.5159 4.983801645 5.981911459 5.757553445 7.02837252 6.577862045 6.245502181
tr|F1LSM5|F1LSM5_RAT Nck-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Nckap1 PE=1 SV=3;sp|P55161|NCKP1_RAT Nck-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Nckap1 PE=2 SV=1Cofilin 2 (Cofilin 2, muscle (Predicted), isoform CRA_b)Cfl2 6 7.5 124.62 1093 0 32.942 5.053574868 5.186669672 5.134472875 5.52443188 5.802976158 5.389876595
tr|D4A5W8|D4A5W8_RAT CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase OS=Rattus norvegicus OX=10116 GN=Pgs1 PE=3 SV=2NADH dehydrogenase (Ubiquinone) Fe-S protein 8 (Predicted), isoform CRA_a (NADH:ubiquinone oxidoreductase core subunit S8) (Ndufs8 protein)Ndufs8 6 15.3 57.755 510 0 10.501 6.20303888 5.846834505 5.930311459 8.104786023 6.824490985 7.258702486
sp|P63018|HSP7C_RAT Heat shock cognate 71 kDa protein OS=Rattus norvegicus OX=10116 GN=Hspa8 PE=1 SV=1;tr|D4A4S3|D4A4S3_RAT Heat shock cognate 71 kDa protein OS=Rattus norvegicus OX=10116 GN=Hspa8 PE=3 SV=3;tr|M0RCB1|M0RCB1_RAT Uncharacterized protein OS=R[Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 4, mitochondrial (EC 2.7.11.2) (Pyruvate dehydrogenase kinase isoform 4)Pdk4 17 35 70.87 646 0 323.31 187.3510715 173.7260857 177.0769642 147.7507744 167.7011373 162.0607215
sp|Q5PQN9|RM38_RAT 39S ribosomal protein L38, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl38 PE=2 SV=2Creatine kinase B-type (EC 2.7.3.2) (B-CK) (Creatine kinase B chain) (Creatine phosphokinase M-type) (CPK-B)Ckb 5 20.3 44.837 380 0 44.747 10.2391208 11.67179035 9.66711965 14.37315853 11.95201786 12.76406544
tr|Q6IMX8|Q6IMX8_RAT Acyl-CoA thioesterase 2 OS=Rattus norvegicus OX=10116 GN=Acot2 PE=1 SV=1;sp|O55171|ACOT2_RAT Acyl-coenzyme A thioesterase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acot2 PE=1 SV=1;sp|O88267|ACOT1_RAT Acyl-coenzyme A thioesterasCaveolae-associated protein 4 (Muscle-related coiled-coil protein) (Muscle-restricted coiled-coil protein)Cavin4 12 30.2 49.628 453 0 323.31 134.3234219 141.6120154 135.7145076 243.2217075 177.5074179 220.9536308
sp|P27881|HXK2_RAT Hexokinase-2 OS=Rattus norvegicus OX=10116 GN=Hk2 PE=1 SV=1Ras homolog family member G (Fragment)Rhog 16 23.2 102.54 917 0 95.995 48.2312388 53.17466019 45.87405831 42.20843044 44.24470847 37.94779033
sp|P20760|IGG2A_RAT Ig gamma-2A chain C region OS=Rattus norvegicus OX=10116 GN=Igg-2a PE=1 SV=1Pyruvate carboxylase, mitochondrial (EC 6.4.1.1) (Pyruvic carboxylase) (PCB)Pc 3 11.8 35.185 322 0 9.5921 8.06259495 6.862289778 7.884047543 16.56114259 29.76948684 22.15592925
tr|G3V6R7|G3V6R7_RAT 3-oxoacyl-[acyl-carrier-protein] synthase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Oxsm PE=1 SV=1Peroxiredoxin-2 (EC 1.11.1.24) (Thiol-specific antioxidant protein) (TSA) (Thioredoxin peroxidase 1) (Thioredoxin-dependent peroxide reductase 1) (Thioredoxin-dependent peroxiredoxin 2)Prdx2 4 9.9 48.004 456 0 31.379 7.213355149 8.428516576 8.53791045 10.89781864 9.09190718 11.48755624
sp|Q99M64|P4K2A_RAT Phosphatidylinositol 4-kinase type 2-alpha OS=Rattus norvegicus OX=10116 GN=Pi4k2a PE=1 SV=1Glycine cleavage system H protein, mitochondrial (Lipoic acid-containing protein)Gcsh 12 32.4 54.304 478 0 62.124 48.25914809 45.36159987 52.75401533 39.60941268 41.53767783 41.47807995
tr|D3Z946|D3Z946_RAT Similar to RIKEN cDNA 2210416J16 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tmem70 PE=1 SV=1Carbonic anhydrase 14 (Membrane-bound carbonic anhydrase 14) (RCG52058, isoform CRA_b)Ca14 2 7.9 28.399 253 0 2.2982 4.7381999 5.635657858 5.692638312 4.058122309 4.785582717 3.723177492
tr|D4A3E8|D4A3E8_RAT Mitochondrial ribosomal protein S27 OS=Rattus norvegicus OX=10116 GN=Mrps27 PE=1 SV=139S ribosomal protein L37, mitochondrial (L37mt) (MRP-L37)Mrpl37 10 29.6 47.648 415 0 42.514 27.36306455 29.59326795 26.56599446 34.99342171 30.13321547 35.23925031
tr|A0A0G2K459|A0A0G2K459_RAT Mitochondrial carrier 2 OS=Rattus norvegicus OX=10116 GN=Mtch2 PE=1 SV=1;tr|A0A0G2K7P7|A0A0G2K7P7_RAT Mitochondrial carrier 2 OS=Rattus norvegicus OX=10116 GN=Mtch2 PE=1 SV=1Cardiac troponin C (Troponin C1, slow skeletal and cardiac type)Tnnc1 10 40.9 33.757 303 0 323.31 100.6887414 110.3302855 102.6549059 99.15157281 91.86110277 88.56520393
sp|Q9ESN0|NIBAN_RAT Protein Niban OS=Rattus norvegicus OX=10116 GN=Fam129a PE=1 SV=2Carnitine O-palmitoyltransferase 1, liver isoform (CPT1-L) (EC 2.3.1.21) (Carnitine O-palmitoyltransferase I, liver isoform) (CPT I) (CPTI-L) (Carnitine palmitoyltransferase 1A)Cpt1a 6 10.8 103.46 937 0 31.965 7.241663143 8.462761437 8.299713795 6.339554686 6.826453549 6.893252325
sp|P08050|CXA1_RAT Gap junction alpha-1 protein OS=Rattus norvegicus OX=10116 GN=Gja1 PE=1 SV=240S ribosomal protein S5 [Cleaved into: 40S ribosomal protein S5, N-terminally processed]Rps5 11 37.7 43.031 382 0 182.37 91.45076667 102.8772719 120.1034653 73.66921929 73.07281854 70.12331591
sp|B2RZD7|LYRM9_RAT LYR motif-containing protein 9 OS=Rattus norvegicus OX=10116 GN=Lyrm9 PE=3 SV=160S ribosomal protein L19 Rpl19 3 48.7 9.3787 78 0 4.6733 3.482002793 3.414735893 3.826485306 4.548715125 3.901316568 4.66036211
tr|A0A0G2KA79|A0A0G2KA79_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|M0R5K9|M0R5K9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|A0A0H2UHT6|A0A0H2UHT6_RAT 40S ribosomal protein S18 OS=Rattus norvegicus OXD-glutamate cyclase Dglucy 2 14.4 17.043 146 0 4.5176 9.232392872 6.953609409 8.88813806 5.369914458 6.414511259 5.943184563
tr|D3ZD31|D3ZD31_RAT Mannose receptor, C type 1 OS=Rattus norvegicus OX=10116 GN=Mrc1 PE=1 SV=3T-complex protein 1 subunit epsilon (TCP-1-epsilon) (CCT-epsilon)Cct5 15 11.5 164.99 1456 0 28.697 28.16485856 29.41015306 27.51511652 34.27205105 42.52811871 44.7086183
sp|P17178|CP27A_RAT Sterol 26-hydroxylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cyp27a1 PE=1 SV=1;tr|A0A0H2UHN7|A0A0H2UHN7_RAT RCG24013, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Cyp27a1 PE=1 SV=1Annexin A3 (35-alpha calcimedin) (Annexin III) (Annexin-3) (Lipocortin III) (Placental anticoagulant protein III) (PAP-III)Anxa3 8 18 60.732 533 0 12.168 9.527035225 10.55264924 9.694865634 10.80797284 10.71363965 11.5014146
tr|A0A0H2UI21|A0A0H2UI21_RAT Carnitine O-acetyltransferase OS=Rattus norvegicus OX=10116 GN=Crat PE=1 SV=1;sp|Q704S8|CACP_RAT Carnitine O-acetyltransferase OS=Rattus norvegicus OX=10116 GN=Crat PE=1 SV=1CDGSH iron-sulfur domain-containing protein 1 (MitoNEET)Cisd1 21 34.2 71.013 626 0 290.64 175.4258309 178.5108539 175.5535527 225.6562017 194.6406061 217.4993055



sp|P19643|AOFB_RAT Amine oxidase [flavin-containing] B OS=Rattus norvegicus OX=10116 GN=Maob PE=1 SV=3Guanine nucleotide-binding protein G(s) subunit alpha isoforms short (Adenylate cyclase-stimulating G alpha protein) (G-alpha-8)Gnas 5 11.5 58.458 520 0 14.874 9.762669367 9.587610018 8.147372637 34.93482662 52.33374519 27.26504568
tr|Q5VLR5|Q5VLR5_RAT BWK4 OS=Rattus norvegicus OX=10116 GN=Erp44 PE=1 SV=1Ubiquitin-like modifier-activating enzyme 1 (EC 6.2.1.45) (Ubiquitin-activating enzyme E1)Uba1 7 26.1 46.878 406 0 26.205 16.6076219 16.28248047 16.36175444 14.03504316 15.30996573 13.34765649
tr|G3V912|G3V912_RAT Thioredoxin domain containing 13 OS=Rattus norvegicus OX=10116 GN=Tmx4 PE=1 SV=1Cytosol aminopeptidase (EC 3.4.11.1) (Leucine aminopeptidase 3) (LAP-3) (Leucyl aminopeptidase) (Proline aminopeptidase) (EC 3.4.11.5) (Prolyl aminopeptidase)Lap3 2 7.1 37.54 336 0 26.513 8.416245514 6.466571376 8.392374911 5.092564366 5.59219673 5.386796959
sp|P97852|DHB4_RAT Peroxisomal multifunctional enzyme type 2 OS=Rattus norvegicus OX=10116 GN=Hsd17b4 PE=1 SV=3;tr|Q6IN39|Q6IN39_RAT Hsd17b4 protein OS=Rattus norvegicus OX=10116 GN=Hsd17b4 PE=1 SV=1Heat shock protein 75 kDa, mitochondrial (HSP 75) (TNFR-associated protein 1) (Tumor necrosis factor type 1 receptor-associated protein) (TRAP-1)Trap1 22 40.5 79.427 735 0 323.31 94.41313837 114.7821176 99.95359876 165.4334704 154.6435414 121.8663365
tr|Q6P725|Q6P725_RAT Desmin OS=Rattus norvegicus OX=10116 GN=Des PE=1 SV=1;sp|P48675|DESM_RAT Desmin OS=Rattus norvegicus OX=10116 GN=Des PE=1 SV=2Ras-related protein Rab-7a (Ras-related protein BRL-RAS) (Ras-related protein p23)Rab7a 22 46.9 53.422 469 0 323.31 162.6314153 125.6786423 174.6321766 180.5987477 230.2480682 240.0935696
sp|P28480|TCPA_RAT T-complex protein 1 subunit alpha OS=Rattus norvegicus OX=10116 GN=Tcp1 PE=1 SV=1Lysosome-associated membrane glycoprotein 1 (LAMP-1) (Lysosome-associated membrane protein 1) (120 kDa lysosomal membrane glycoprotein) (LGP-120) (CD107 antigen-like family member A) (CD antigen CD107a)Lamp1 13 29.1 60.359 556 0 22.223 29.44031308 30.41181527 30.69072292 25.02053741 28.45980213 26.73534826
tr|D4ACC5|D4ACC5_RAT Similar to 106 kDa O-GlcNAc transferase-interacting protein (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Trak1 PE=1 SV=1Erlin-2 (Endoplasmic reticulum lipid raft-associated protein 2) (Stomatin-prohibitin-flotillin-HflC/K domain-containing protein 2) (SPFH domain-containing protein 2)Erlin2 6 8.5 104.56 939 0 37.423 7.420681298 6.707236654 7.810232755 6.072187461 6.285701608 6.027361285
sp|Q920F5|DCMC_RAT Malonyl-CoA decarboxylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mlycd PE=1 SV=160S acidic ribosomal protein P2Rplp2 20 49.8 54.761 492 0 323.31 95.68899159 108.3183999 103.9427384 128.0237608 110.0540758 124.7971236
sp|Q5U2U0|CLPX_RAT ATP-dependent Clp protease ATP-binding subunit clpX-like, mitochondrial OS=Rattus norvegicus OX=10116 GN=Clpx PE=2 SV=1Alpha-1-macroglobulin (Alpha-1-M) (Alpha-1-macroglobulin 165 kDa subunit) [Cleaved into: Alpha-1-macroglobulin 45 kDa subunit]A1m 8 16.7 69.207 633 0 30.742 16.10246376 18.50839648 17.46740573 21.51004047 18.84323604 22.47569814
tr|D3ZSA9|D3ZSA9_RAT Nodal modulator 1 OS=Rattus norvegicus OX=10116 GN=Nomo1 PE=1 SV=1Nidogen-1 (NID-1) (Entactin) (Fragment)Nid1 6 6 133.44 1214 0 11.863 12.54402939 11.98284784 11.53552375 10.18209047 11.45352647 10.67350574
tr|D3ZF16|D3ZF16_RAT Lipase maturation factor OS=Rattus norvegicus OX=10116 GN=Lmf1 PE=1 SV=3NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 3 (Nuclear protein E3-3)Ndufaf3 2 4 65.986 575 0.0038961 1.4864 6.397207792 6.28631023 9.119005588 3.716361022 3.615436338 5.313912236
sp|Q6AYQ4|TM109_RAT Transmembrane protein 109 OS=Rattus norvegicus OX=10116 GN=Tmem109 PE=2 SV=1Cytochrome c oxidase subunit 6A2, mitochondrial (Cytochrome c oxidase polypeptide VIa-heart) (COXVIAH) (Fragment)Cox6a2 3 9.1 26.242 243 0 3.5083 5.312732554 5.853968851 6.695158302 4.366853327 4.418975667 4.717078743
sp|P24329|THTR_RAT Thiosulfate sulfurtransferase OS=Rattus norvegicus OX=10116 GN=Tst PE=1 SV=3Aspartate-beta-hydroxylaseAsph 11 43.1 33.406 297 0 68.266 24.74078748 24.99589527 24.01598148 35.1014971 28.38914981 32.44499375
sp|P80067|CATC_RAT Dipeptidyl peptidase 1 OS=Rattus norvegicus OX=10116 GN=Ctsc PE=1 SV=3Mitochondrial fission process 1 (Mitochondrial protein 18 kDa) (Mitochondrial protein, 18 kDa, isoform CRA_b)Mtfp1 3 10 52.235 462 0 9.6793 6.557486853 6.215442391 6.131338966 8.602193231 7.080932747 7.937248992
tr|D3ZJH9|D3ZJH9_RAT Malic enzyme OS=Rattus norvegicus OX=10116 GN=Me2 PE=1 SV=1;tr|A0A0G2K502|A0A0G2K502_RAT Malic enzyme OS=Rattus norvegicus OX=10116 GN=Me2 PE=1 SV=1V-type proton ATPase 116 kDa subunit a1 (V-ATPase 116 kDa subunit a1) (Clathrin-coated vesicle/synaptic vesicle proton pump 116 kDa subunit) (Vacuolar adenosine triphosphatase subunit Ac116) (Vacuolar proton pump subunit 1) (Vacuolar proton translocating ATPase 116 kDa subunit a isoform 1)Atp6v0a1 5 12.8 65.351 584 0 18.39 3.93628628 3.930453997 2.894324944 6.715431337 5.604037536 9.030519837
sp|Q9ESS6|BCAM_RAT Basal cell adhesion molecule OS=Rattus norvegicus OX=10116 GN=Bcam PE=2 SV=1Proteasome subunit alpha type-5 (EC 3.4.25.1) (Macropain zeta chain) (Multicatalytic endopeptidase complex zeta chain) (Proteasome zeta chain)Psma5 11 25.5 67.511 624 0 162.49 37.24574386 32.61537699 43.7067305 24.9098578 30.29414576 26.29239392
sp|Q64244|CD38_RAT ADP-ribosyl cyclase/cyclic ADP-ribose hydrolase 1 OS=Rattus norvegicus OX=10116 GN=Cd38 PE=1 SV=1Mitochondrial import inner membrane translocase subunit TIM17LOC100911130 4 16.8 34.436 303 0 28.924 4.676002056 4.165982545 3.522274149 2.060333571 3.359125413 2.957117991
tr|A0A0G2JSH4|A0A0G2JSH4_RAT Glycogen synthase kinase 3 beta, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Gsk3b PE=1 SV=1;sp|P18266|GSK3B_RAT Glycogen synthase kinase-3 beta OS=Rattus norvegicus OX=10116 GN=Gsk3b PE=1 SV=1;tr|A0A0G2KB98|A0A0G2KB98_RAT GAquaporin-1 (AQP-1) (Aquaporin-CHIP) (Water channel protein for red blood cells and kidney proximal tubule)Aqp1 2 6.7 46.71 420 0 13.838 2.200049398 2.044418241 2.167694267 1.910069718 1.82538125 1.54079331
tr|D4A1Y9|D4A1Y9_RAT Steroid 5 alpha-reductase 2-like 2 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tecrl PE=4 SV=160S acidic ribosomal protein P0 (60S ribosomal protein L10E)Rplp0 4 11.4 42.057 361 0 6.1897 12.22466738 15.76642943 13.57563884 10.63435775 10.93083013 9.500164355
tr|D3ZA85|D3ZA85_RAT Histone cell cycle regulation defective interacting protein 5 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Nfu1 PE=1 SV=1Zinc-binding alcohol dehydrogenase, domain-containing 2Zadh2 3 15.4 28.367 253 0 36.884 9.716818392 10.09938045 10.81308114 14.4695149 11.53660837 13.6258503
tr|B2RYS8|B2RYS8_RAT NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufb8 PE=1 SV=1Neutral cholesterol ester hydrolase 1 (NCEH) (EC 3.1.1.-) (Arylacetamide deacetylase-like 1)Nceh1 9 50 21.959 186 0 323.31 195.4208431 221.1837565 200.9123351 185.6856696 175.9373663 176.1859861
tr|D3ZM57|D3ZM57_RAT Golgi integral membrane protein 4 OS=Rattus norvegicus OX=10116 GN=Golim4 PE=1 SV=3;sp|Q5BJK8|GOLI4_RAT Golgi integral membrane protein 4 OS=Rattus norvegicus OX=10116 GN=Golim4 PE=1 SV=2;tr|A0A0G2K571|A0A0G2K571_RAT Golgi integral memRetinol dehydrogenase 14 (Similar to alcohol dehydrogenase PAN2 (Predicted))Rdh14 4 8.5 79.785 681 0 27.396 6.034785736 6.406167245 6.73232745 4.961919018 5.254831891 5.981166742
tr|A0A0G2JXM0|A0A0G2JXM0_RAT MIA SH3 domain ER export factor 2 OS=Rattus norvegicus OX=10116 GN=Mia2 PE=1 SV=1;tr|D3ZHI1|D3ZHI1_RAT MIA SH3 domain ER export factor 2 OS=Rattus norvegicus OX=10116 GN=Mia2 PE=1 SV=2;tr|A0A0G2KA58|A0A0G2KA58_RAT MIA SH3 domaiDeoxyguanosine kinase (Deoxyguanosine kinase (Predicted), isoform CRA_b)Dguok 5 7.4 85.653 755 0 4.9345 6.744479091 7.43113498 8.554662742 4.889868759 6.076099719 6.353289448
tr|A0A0G2JSI0|A0A0G2JSI0_RAT Dimethylaniline monooxygenase [N-oxide-forming] OS=Rattus norvegicus OX=10116 GN=Fmo3 PE=1 SV=1;sp|Q9EQ76|FMO3_RAT Dimethylaniline monooxygenase [N-oxide-forming] 3 OS=Rattus norvegicus OX=10116 GN=Fmo3 PE=1 SV=1;tr|M0R553|M0R560S ribosomal protein L23 Rpl23 4 9.6 59.976 531 0 9.4492 5.643656983 6.297725183 5.712531659 6.613432477 7.560452676 8.253424973
tr|M0R959|M0R959_RAT Metabolism of cobalamin-associated B OS=Rattus norvegicus OX=10116 GN=Mmab PE=1 SV=1Microsomal glutathione S-transferase 3 (RCG46430)Mgst3 5 25.3 26.233 237 0 26.246 7.695787149 8.111275982 8.198153023 13.20906941 9.96066907 11.33665407
tr|Q5U2U8|Q5U2U8_RAT Bcl2-associated athanogene 3 OS=Rattus norvegicus OX=10116 GN=Bag3 PE=1 SV=1Hypoxia up-regulated protein 1 (150 kDa oxygen-regulated protein) (ORP-150)Hyou1 5 13.2 61.49 574 0 28.925 28.06837216 28.73429267 26.10740046 26.01448375 21.95913429 23.18042156
sp|Q5XIG0|NUDT9_RAT ADP-ribose pyrophosphatase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nudt9 PE=2 SV=1Mitochondrial ribosomal protein L21 (Mitochondrial ribosomal protein L21 (Predicted), isoform CRA_a)Mrpl21 3 8.9 38.562 350 0 3.6407 5.392872084 5.473470388 5.292153825 6.108646628 5.781649624 6.499572167
sp|P15429|ENOB_RAT Beta-enolase OS=Rattus norvegicus OX=10116 GN=Eno3 PE=1 SV=3Unconventional myosin-Ib (Myosin I alpha) (MMI-alpha) (MMIa) (Myosin heavy chain myr 1)Myo1b 6 17.7 47.013 434 0 23.878 25.16819831 21.88912532 23.45373267 19.84376973 21.83876366 18.81657709
sp|P35286|RAB13_RAT Ras-related protein Rab-13 OS=Rattus norvegicus OX=10116 GN=Rab13 PE=1 SV=2;tr|A0A0H2UHN5|A0A0H2UHN5_RAT Ras-related protein Rab-13 OS=Rattus norvegicus OX=10116 GN=Rab13 PE=1 SV=1Cathepsin D (EC 3.4.23.5) [Cleaved into: Cathepsin D 12 kDa light chain; Cathepsin D 9 kDa light chain; Cathepsin D 34 kDa heavy chain; Cathepsin D 30 kDa heavy chain]Ctsd 2 12.3 22.901 203 0.0047414 1.4443 1.271307994 1.389485262 1.237313836 1.128194201 1.215743294 1.092398282
sp|Q99P39|NFS1_RAT Cysteine desulfurase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nfs1 PE=2 SV=1;tr|Q3MHT2|Q3MHT2_RAT Cysteine desulfurase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nfs1 PE=1 SV=1Guanine deaminase (Guanase) (Guanine aminase) (EC 3.5.4.3) (Guanine aminohydrolase) (GAH)Gda 8 22.6 50.012 451 0 27.54 19.37303376 20.9550016 22.11511981 24.06131409 23.47096315 23.22404974
sp|Q5QD51|AKA12_RAT A-kinase anchor protein 12 OS=Rattus norvegicus OX=10116 GN=Akap12 PE=1 SV=1RGD1565784 (RGD1565784 (Predicted))RGD1565784 3 2.6 181.11 1687 0 3.7418 1.527315917 1.77483508 1.945202885 1.150113105 1.407747522 1.470885569
tr|G3V9Z3|G3V9Z3_RAT Amine oxidase OS=Rattus norvegicus OX=10116 GN=Maoa PE=1 SV=1;sp|P21396|AOFA_RAT Amine oxidase [flavin-containing] A OS=Rattus norvegicus OX=10116 GN=Maoa PE=1 SV=1Branched-chain-amino-acid aminotransferase, mitochondrial (BCAT(m)) (EC 2.6.1.42)Bcat2 18 35.4 59.52 526 0 323.31 95.00720752 86.70608723 85.91308382 305.254376 481.6983749 257.4729832
sp|P29266|3HIDH_RAT 3-hydroxyisobutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hibadh PE=1 SV=3Evolutionarily conserved signaling intermediate in Toll pathway, mitochondrialEcsit 8 26.9 35.302 335 0 199.23 53.47419813 56.18059804 54.94228351 80.84820289 65.1728422 69.88721047
sp|Q08851|STX5_RAT Syntaxin-5 OS=Rattus norvegicus OX=10116 GN=Stx5 PE=1 SV=2Metaxin 2 Mtx2 2 7.9 39.75 355 0 4.4462 5.84699609 4.851355402 7.230708145 3.340484372 3.327331868 3.761518963
tr|D4A6G6|D4A6G6_RAT Ribosomal protein S19-like OS=Rattus norvegicus OX=10116 GN=LOC100362339 PE=4 SV=1;sp|P17074|RS19_RAT 40S ribosomal protein S19 OS=Rattus norvegicus OX=10116 GN=Rps19 PE=2 SV=3;tr|A0A0H2UI38|A0A0H2UI38_RAT Ribosomal protein S19-like2 OGamma-adducin (Adducin-like protein 70) (Protein kinase C-binding protein 35H)Add3 5 33.8 16.117 145 0 18.845 45.57985633 33.85057013 39.1673828 26.0426962 29.57388458 27.53708021
tr|D4A249|D4A249_RAT Metallo-beta-lactamase domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Mblac2 PE=1 SV=1Unc-45 myosin chaperone BUnc45b 2 7.9 31.189 279 0.0055202 1.3349 2.467061555 2.308769548 2.381390695 2.499579726 2.740917593 2.786506147
sp|P04762|CATA_RAT Catalase OS=Rattus norvegicus OX=10116 GN=Cat PE=1 SV=3Adenylyl cyclase-associated protein 1 (CAP 1)Cap1 21 46.9 59.756 527 0 209.33 54.5905697 72.35178271 61.2243931 109.1300996 98.58615715 75.91816467
tr|D4ABM5|D4ABM5_RAT Mitochondrial ribosomal protein S34 OS=Rattus norvegicus OX=10116 GN=Mrps34 PE=1 SV=1Pyruvate dehydrogenase phosphatase regulatory subunit (Similar to pyruvate dehydrogenase phosphatase regulatory subunit (Predicted))Pdpr 6 34.4 25.799 218 0 9.6734 20.82750643 18.62587538 19.92894567 24.29569445 21.18719225 22.66612232
sp|P14925|AMD_RAT Peptidyl-glycine alpha-amidating monooxygenase OS=Rattus norvegicus OX=10116 GN=Pam PE=1 SV=1Kynurenine--oxoglutarate transaminase 3 (EC 2.6.1.7) (Cysteine-S-conjugate beta-lyase 2) (EC 4.4.1.13) (Kynurenine aminotransferase 3) (Kynurenine aminotransferase III) (KATIII) (Kynurenine--glyoxylate transaminase) (EC 2.6.1.63) (Kynurenine--oxoglutarate transaminase III)Kyat3 7 11.2 108.67 976 0 116.24 7.179864002 7.360267141 8.260974119 14.01377531 9.803009721 14.020557
sp|Q9EPF2|MUC18_RAT Cell surface glycoprotein MUC18 OS=Rattus norvegicus OX=10116 GN=Mcam PE=1 SV=2Prostacyclin synthase (EC 5.3.99.4) (Hydroperoxy icosatetraenoate dehydratase) (EC 4.2.1.152) (Prostaglandin I2 synthase)Ptgis 7 14.8 71.326 648 0 48.673 40.60801581 31.67031393 30.44938521 20.32989196 26.23883329 25.15138872
sp|P15978|HA11_RAT Class I histocompatibility antigen, Non-RT1.A alpha-1 chain OS=Rattus norvegicus OX=10116 GN=RT1-Aw2 PE=1 SV=1;tr|Q6MG34|Q6MG34_RAT RT1 class I, CE10 OS=Rattus norvegicus OX=10116 GN=RT1-CE10 PE=1 SV=1;tr|Q4FZX6|Q4FZX6_RAT RT1 class I, lMitochondrial potassium channel ATP-binding subunit (ATP-binding cassette sub-family B member 8, mitochondrial) (ABCB8) (Mitochondrial sulfonylurea-receptor) (MITOSUR)Abcb8 2 6.3 36.57 319 0 17.484 0.598574513 0.157640513 0.506516027 1.37741865 3.313855592 2.634012828
sp|P61983|1433G_RAT 14-3-3 protein gamma OS=Rattus norvegicus OX=10116 GN=Ywhag PE=1 SV=2Gelsolin (Actin-depolymerizing factor) (ADF) (Brevin)Gsn 3 17.8 28.302 247 0 22.134 14.49369259 15.04871421 19.12431214 8.97069124 13.60711393 10.89215991
tr|A0A0G2JSS8|A0A0G2JSS8_RAT Peroxiredoxin 5, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Prdx5 PE=1 SV=1;sp|Q9R063|PRDX5_RAT Peroxiredoxin-5, mitochondrial OS=Rattus norvegicus OX=10116 GN=Prdx5 PE=1 SV=1T-complex protein 1 subunit beta (TCP-1-beta) (CCT-beta)Cct2 10 44.1 22.206 213 0 189.17 79.90828206 81.72631359 76.31192632 122.3942918 94.70027942 107.6332846
sp|Q09073|ADT2_RAT ADP/ATP translocase 2 OS=Rattus norvegicus OX=10116 GN=Slc25a5 PE=1 SV=3Glucose-6-phosphate isomerase (GPI) (EC 5.3.1.9) (Autocrine motility factor) (AMF) (Neuroleukin) (NLK) (Phosphoglucose isomerase) (PGI) (Phosphohexose isomerase) (PHI)Gpi 9 25.2 32.901 298 0 101.4 159.6371473 205.8116186 163.8845341 127.346662 125.5910448 117.3033423
sp|Q6P9T8|TBB4B_RAT Tubulin beta-4B chain OS=Rattus norvegicus OX=10116 GN=Tubb4b PE=1 SV=1;tr|G3V7C6|G3V7C6_RAT Tubulin beta chain OS=Rattus norvegicus OX=10116 GN=Tubb4b PE=1 SV=2;tr|B4F7C2|B4F7C2_RAT Tubulin beta chain OS=Rattus norvegicus OX=10116 GN=TVitronectin (Vitronectin, isoform CRA_b)Vtn 5 16.2 49.8 445 0 192.03 130.7988774 139.6857419 134.5941981 95.93101306 122.3462715 108.7316882
tr|A0A0G2JVP4|A0A0G2JVP4_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|F1LM30|F1LM30_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=3;tr|F1LPW0|F1LPW0_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=Glycerol kinase (GK) (Glycerokinase) (EC 2.7.1.30) (ATP-stimulated glucocorticoid-receptor translocation promoter) (ASTP) (ATP:glycerol 3-phosphotransferase)Gk 4 10.2 51.708 470 0 5.6691 9.416992885 8.61305833 7.097213316 10.04363244 11.08456434 10.70019592
tr|D3ZE10|D3ZE10_RAT Mitochondrial ribosomal protein L35 OS=Rattus norvegicus OX=10116 GN=Mrpl35 PE=1 SV=1Cofilin-1 (Cofilin, non-muscle isoform)Cfl1 3 15.4 21.479 188 0 5.5631 7.132418211 8.130776528 8.993886905 6.700240017 6.501125773 5.817946025
tr|F7FLB2|F7FLB2_RAT Pgm2 protein OS=Rattus norvegicus OX=10116 GN=Pgm2 PE=1 SV=2;tr|A0A0G2JXA4|A0A0G2JXA4_RAT Phosphoglucomutase 1 (Predicted) OS=Rattus norvegicus OX=10116 GN=Pgm2 PE=1 SV=1Pitrilysin metallepetidase 1 (Predicted) (Pitrilysin metallopeptidase 1)Pitrm1 2 4.5 69.057 620 0.001773 1.6347 2.801295229 2.434999913 2.672514124 5.125985269 3.897391439 3.679959931
sp|O35987|NSF1C_RAT NSFL1 cofactor p47 OS=Rattus norvegicus OX=10116 GN=Nsfl1c PE=1 SV=1;tr|A0A0G2K911|A0A0G2K911_RAT NSFL1 cofactor p47 OS=Rattus norvegicus OX=10116 GN=Nsfl1c PE=1 SV=1Mitochondrial import inner membrane translocase subunit Tim23Timm23 5 20 40.679 370 0 31.946 14.63323904 15.09627651 16.25234103 13.68434069 13.4095491 13.98770755
sp|Q6IUR5|NENF_RAT Neudesin OS=Rattus norvegicus OX=10116 GN=Nenf PE=2 SV=1Monoglyceride lipase (MGL) (EC 3.1.1.23) (Monoacylglycerol lipase) (MAGL)Mgll 6 49.1 18.991 171 0 22.37 22.39640719 18.53788511 20.10693878 15.84541441 16.6222672 17.0416801
sp|Q9ER34|ACON_RAT Aconitate hydratase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aco2 PE=1 SV=2Surfeit locus protein 1 Surf1 46 60.3 85.432 780 0 323.31 567.3958497 606.704799 602.7160648 929.8823743 709.9250016 820.7743703
sp|Q4FZT9|PSMD2_RAT 26S proteasome non-ATPase regulatory subunit 2 OS=Rattus norvegicus OX=10116 GN=Psmd2 PE=1 SV=1Myosin light chain kinase 3 (EC 2.7.11.18) (Cardiac-MyBP-C-associated Ca/CaM kinase) (Cardiac-MLCK)Mylk3 8 10.2 100.19 908 0 19.626 20.25496729 18.32718409 21.16442723 16.82156521 17.84036557 16.80506138
tr|D3ZAQ0|D3ZAQ0_RAT FUN14 domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Fundc2 PE=1 SV=1Phosphatidylserine lipase ABHD16A (EC 3.1.-.-) (Alpha/beta hydrolase domain-containing protein 16A) (Abhydrolase domain-containing protein 16A) (HLA-B-associated transcript 5 homolog) (Monoacylglycerol lipase ABHD16A) (EC 3.1.1.23)Abhd16a 4 21.2 16.344 151 0 15.463 49.19211576 47.23650605 40.57509886 37.87890436 39.29119565 34.70082725
sp|D3ZAF6|ATPK_RAT ATP synthase subunit f, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5mf PE=1 SV=1Paralemmin-1 (Paralemmin)Palm 2 23.9 10.452 88 0 285.06 215.0370864 239.4714638 218.4603612 212.3138827 188.0463893 189.7261199
sp|P13803|ETFA_RAT Electron transfer flavoprotein subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Etfa PE=1 SV=4Collagen type XIV alpha 1 chainCol14a1 18 65.5 34.951 333 0 323.31 214.7540064 222.2824458 223.2504698 326.3789909 256.2716735 303.3236332
tr|D3ZUL3|D3ZUL3_RAT Collagen type VI alpha 1 chain OS=Rattus norvegicus OX=10116 GN=Col6a1 PE=1 SV=1Mitochondrial E3 ubiquitin protein ligase 1 (Similar to RIKEN cDNA 0610009K11 (Predicted), isoform CRA_b)Mul1 14 19 108.8 1025 0 218.94 41.27783875 44.0184403 46.95772221 49.49331924 57.77070307 62.64493271
tr|Q5U1W6|Q5U1W6_RAT MICOS complex subunit OS=Rattus norvegicus OX=10116 GN=Apool PE=1 SV=1Tropomodulin-1 (Erythrocyte tropomodulin) (E-Tmod)Tmod1 13 63.8 28.237 254 0 152.76 81.08844629 88.19954369 85.51521687 79.50268601 78.70537868 71.55534674
sp|Q05096|MYO1B_RAT Unconventional myosin-Ib OS=Rattus norvegicus OX=10116 GN=Myo1b PE=1 SV=1Myosin regulatory light chain RLC-A (Myosin RLC-A) (Myosin regulatory light chain 2-A, smooth muscle isoform)Rlc-a 13 12.9 131.92 1136 0 77.699 28.61778646 24.94928421 27.44391928 18.45181082 22.22669725 24.20953332
tr|B1WC61|B1WC61_RAT Acad9 protein OS=Rattus norvegicus OX=10116 GN=Acad9 PE=1 SV=1Leukocyte surface antigen CD47 (Integrin-associated protein) (IAP) (CD antigen CD47)Cd47 22 39.8 68.842 625 0 169.01 128.8651624 150.6393414 140.5307917 125.1460908 97.9254271 117.6934295
sp|Q4FZT0|STML2_RAT Stomatin-like protein 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Stoml2 PE=1 SV=1Vesicle-associated membrane protein-associated protein B (VAMP-B) (VAMP-associated protein B) (VAP-B)Vapb 6 19.8 38.413 353 0 56.656 15.1702935 18.62968036 17.27527788 20.35115981 19.05846394 21.26540112
sp|P50503|F10A1_RAT Hsc70-interacting protein OS=Rattus norvegicus OX=10116 GN=St13 PE=1 SV=1NAD(P)H-hydrate epimerase (EC 5.1.99.6) (Apolipoprotein A-I-binding protein) (AI-BP) (NAD(P)HX epimerase)Naxe 5 15.2 41.279 368 0 14.727 15.3142257 14.68296006 14.10228902 10.84747027 13.53253648 12.18458056
sp|Q4FZT8|SPRY4_RAT SPRY domain-containing protein 4 OS=Rattus norvegicus OX=10116 GN=Spryd4 PE=2 SV=1Retinol dehydrogenase 13 Rdh13 5 27.1 23.249 207 0 7.8957 11.319609 12.32291834 12.80450988 13.7121191 13.17469555 15.08251821
tr|D3Z9I1|D3Z9I1_RAT Cytochrome C oxidase assembly factor 3 OS=Rattus norvegicus OX=10116 GN=Coa3 PE=1 SV=1Membrane primary amine oxidase (EC 1.4.3.21) (Copper amine oxidase) (Semicarbazide-sensitive amine oxidase) (SSAO) (VP97) (Vascular adhesion protein 1) (VAP-1)Aoc3 4 38 11.928 108 0 7.3634 15.36366501 15.39972404 15.0697339 14.6756828 13.6417859 13.35586886
tr|D3ZQ57|D3ZQ57_RAT Plexin B2 OS=Rattus norvegicus OX=10116 GN=Plxnb2 PE=1 SV=1Podocalyxin (Podocalyxin-like protein 1) (PC) (PCLP-1)Podxl 14 9.8 205.95 1841 0 36.514 27.00383213 24.08365021 27.62348291 21.54910387 23.42516998 23.34928828
sp|O35509|RB11B_RAT Ras-related protein Rab-11B OS=Rattus norvegicus OX=10116 GN=Rab11b PE=1 SV=4;tr|A0A0G2JZR4|A0A0G2JZR4_RAT Ras-related protein Rab-11B OS=Rattus norvegicus OX=10116 GN=Rab11b PE=1 SV=1;sp|P62494|RB11A_RAT Ras-related protein Rab-11A OS=Coiled-coil domain-containing 141Ccdc141 11 53.7 24.488 218 0 323.31 71.01717992 58.71566905 72.85153095 49.93169732 54.41668032 53.05699873
sp|D4ACN8|PLRKT_RAT Plasminogen receptor (KT) OS=Rattus norvegicus OX=10116 GN=Plgrkt PE=1 SV=1AP-2 complex subunit beta (AP105B) (Adaptor protein complex AP-2 subunit beta) (Adaptor-related protein complex 2 subunit beta) (Beta-2-adaptin) (Beta-adaptin) (Clathrin assembly protein complex 2 beta large chain) (Plasma membrane adaptor HA2/AP2 adaptin beta subunit)Ap2b1 4 23.1 17.312 147 0 24.118 81.18812232 89.545557 82.61497628 79.2596249 76.64468594 72.51003396
sp|P47875|CSRP1_RAT Cysteine and glycine-rich protein 1 OS=Rattus norvegicus OX=10116 GN=Csrp1 PE=1 SV=2NADH-cytochrome b5 reductase 1 (b5R.1) (EC 1.6.2.2)Cyb5r1 4 30.1 20.613 193 0 39.972 10.04654671 12.76001595 11.30256218 8.441165243 9.541988641 8.552149683



sp|P01946|HBA_RAT Hemoglobin subunit alpha-1/2 OS=Rattus norvegicus OX=10116 GN=Hba1 PE=1 SV=3;tr|A0A0G2JSV6|A0A0G2JSV6_RAT Globin c2 OS=Rattus norvegicus OX=10116 GN=Hba-a2 PE=1 SV=1Dystrobrevin beta (DTN-B) (Beta-dystrobrevin)Dtnb 6 59.9 15.328 142 0 323.31 68.35383633 77.70254235 74.82516038 62.80959596 68.0486534 63.861389
tr|B2RZD6|B2RZD6_RAT NDUFA4, mitochondrial complex-associated OS=Rattus norvegicus OX=10116 GN=Ndufa4 PE=1 SV=1Fatty acid-binding protein, adipocyte (Adipocyte lipid-binding protein) (ALBP) (Adipocyte-type fatty acid-binding protein) (A-FABP) (AFABP) (Fatty acid-binding protein 4)Fabp4 7 56.1 9.3267 82 0 323.31 373.7372789 415.2046789 376.2146033 367.7297629 320.4737005 325.5586065
tr|F1LZW6|F1LZW6_RAT Solute carrier family 25 member 13 OS=Rattus norvegicus OX=10116 GN=Slc25a13 PE=1 SV=2Transcription factor A, mitochondrial (mtTFA)Tfam 18 36.8 54.099 484 0 266.99 206.9234573 244.4227001 212.5813536 194.6398674 183.087643 174.7796189
sp|B0BNM1|NNRE_RAT NAD(P)H-hydrate epimerase OS=Rattus norvegicus OX=10116 GN=Naxe PE=2 SV=1Chloride intracellular channel protein 5Clic5 5 24.8 30.89 282 0 70.321 13.08865923 9.905326235 10.02729393 13.16566564 14.33915049 15.31349093
sp|Q68FU3|ETFB_RAT Electron transfer flavoprotein subunit beta OS=Rattus norvegicus OX=10116 GN=Etfb PE=1 SV=3Staphylococcal nuclease domain-containing protein 1 (EC 3.1.31.1) (100 kDa coactivator) (SND p102) (p100 co-activator) (p105 coactivator)Snd1 16 74.9 27.687 255 0 323.31 154.2267322 162.6630929 156.5711115 229.7665387 181.3932957 210.251895
tr|Q4PP99|Q4PP99_RAT Cardiac troponin C OS=Rattus norvegicus OX=10116 GN=Tnnc1 PE=2 SV=1Mitochondrial ribosomal protein S36 (RCG44686, isoform CRA_a)Mrps36 9 60.2 18.42 161 0 86.095 55.6232134 42.24246372 45.913845 61.290464 58.2168594 63.33785085
tr|D4AE99|D4AE99_RAT Cell cycle progression 1 OS=Rattus norvegicus OX=10116 GN=Ccpg1 PE=1 SV=2;tr|A0A0G2K4M3|A0A0G2K4M3_RAT Cell cycle progression 1 OS=Rattus norvegicus OX=10116 GN=Ccpg1 PE=1 SV=1Thiosulfate sulfurtransferase (EC 2.8.1.1) (Rhodanese)Tst 4 8.3 72.407 636 0 13.163 4.608621057 4.994517948 5.093743864 4.133254236 4.646240637 4.359789619
sp|P06907|MYP0_RAT Myelin protein P0 OS=Rattus norvegicus OX=10116 GN=Mpz PE=1 SV=1Septin-11 Septin11 4 18.1 27.57 248 0 23.688 11.92205094 10.81043695 9.086548021 18.27342132 34.25132999 32.17501231
tr|G3V6Q6|G3V6Q6_RAT Guanine nucleotide binding protein, alpha 11 OS=Rattus norvegicus OX=10116 GN=Gna11 PE=1 SV=1;sp|Q9JID2|GNA11_RAT Guanine nucleotide-binding protein subunit alpha-11 OS=Rattus norvegicus OX=10116 GN=Gna11 PE=2 SV=1Mitochondrial ribosomal protein L12Mrpl12 4 14.2 42.044 359 0 19.368 30.01045999 26.239174 29.37043289 21.54823579 26.49592924 23.67880935
sp|O88767|PARK7_RAT Protein/nucleic acid deglycase DJ-1 OS=Rattus norvegicus OX=10116 GN=Park7 PE=1 SV=1;tr|Q5BKC3|Q5BKC3_RAT Park7 protein OS=Rattus norvegicus OX=10116 GN=Park7 PE=1 SV=1Transmembrane protein 126ATmem126a 5 38.1 19.974 189 0 132.24 19.52733225 16.97403643 16.60675672 20.86592852 21.21663071 20.62381025
tr|A0A0G2K747|A0A0G2K747_RAT Single-stranded DNA binding protein 1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Ssbp1 PE=1 SV=1;tr|G3V7K6|G3V7K6_RAT Single-stranded DNA-binding protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ssbp1 PE=1 SV=2;sp|PSqrdl protein (Sulfide quinone oxidoreductase) (Sulfide quinone reductase-like (Yeast), isoform CRA_a)Sqor 3 14.2 17.17 148 0 2.3873 12.35504363 10.95407512 10.3979384 18.13322714 14.37643921 13.93176082
tr|Q6TXE9|Q6TXE9_RAT Glutamyl-prolyl-tRNA synthetase OS=Rattus norvegicus OX=10116 GN=Eprs PE=1 SV=1;tr|A0A0G2JZI2|A0A0G2JZI2_RAT Glutamyl-prolyl-tRNA synthetase OS=Rattus norvegicus OX=10116 GN=Eprs PE=1 SV=1Enoyl-CoA delta isomerase 1, mitochondrial (MECI) (EC 5.3.3.8) (3,2-trans-enoyl-CoA isomerase) (Delta(3),Delta(2)-enoyl-CoA isomerase) (D3,D2-enoyl-CoA isomerase) (Dodecenoyl-CoA isomerase)Eci1 6 5.7 166.78 1486 0 28.51 15.77552638 15.0506167 15.27913756 13.377042 14.81147435 14.01799064
tr|A0A0G2KA25|A0A0G2KA25_RAT Transmembrane 9 superfamily member OS=Rattus norvegicus OX=10116 GN=Tm9sf4 PE=1 SV=1;sp|Q4KLL4|TM9S4_RAT Transmembrane 9 superfamily member 4 OS=Rattus norvegicus OX=10116 GN=Tm9sf4 PE=2 SV=1Thioredoxin, mitochondrial (MTRX) (Mt-Trx) (Thioredoxin-2)Txn2 5 9.6 74.728 643 0 4.5121 7.977272266 8.787136377 8.774013069 6.1555227 7.325599123 7.703196642
tr|A0A0G2JSP8|A0A0G2JSP8_RAT Creatine kinase M-type OS=Rattus norvegicus OX=10116 GN=Ckm PE=1 SV=1;sp|P00564|KCRM_RAT Creatine kinase M-type OS=Rattus norvegicus OX=10116 GN=Ckm PE=1 SV=2Peptidyl-prolyl cis-trans isomerase F, mitochondrial (PPIase F) (EC 5.2.1.8) (Cyclophilin D) (CyP-D) (CypD) (Cyclophilin F) (Rotamase F)Ppif 14 42.5 43.018 381 0 323.31 121.8120863 97.40760649 103.3825836 71.0215893 95.6030591 79.80877171
tr|F1LSW7|F1LSW7_RAT 60S ribosomal protein L14 OS=Rattus norvegicus OX=10116 GN=Rpl14 PE=1 SV=2;sp|Q63507|RL14_RAT 60S ribosomal protein L14 OS=Rattus norvegicus OX=10116 GN=Rpl14 PE=1 SV=3;tr|B5DEM5|B5DEM5_RAT 60S ribosomal protein L14 OS=Rattus norvegicuProtein LYRIC (Lysine-rich CEACAM1 co-isolated protein) (Metadherin) (Metastasis adhesion protein)Mtdh 4 20.1 23.322 214 0 16.191 38.45222257 32.54022854 28.57888708 22.20233061 23.48666366 23.89541043
sp|P42123|LDHB_RAT L-lactate dehydrogenase B chain OS=Rattus norvegicus OX=10116 GN=Ldhb PE=1 SV=2Beta-2-glycoprotein 1 (Apolipoprotein H) (Apo-H) (Beta-2-glycoprotein I) (B2GPI) (Beta(2)GPI)Apoh 15 39.8 36.612 334 0 323.31 246.7779223 211.3573837 225.2869203 161.0323281 210.2429939 166.6801757
sp|P11980|KPYM_RAT Pyruvate kinase PKM OS=Rattus norvegicus OX=10116 GN=Pkm PE=1 SV=3[Pyruvate dehydrogenase [acetyl-transferring]]-phosphatase 1, mitochondrial (PDP 1) (EC 3.1.3.43) (Protein phosphatase 2C) (Pyruvate dehydrogenase phosphatase catalytic subunit 1) (PDPC 1)Pdp1 7 15.1 57.817 531 0 323.31 197.05553 171.5952943 167.5438629 131.9387809 164.4759896 140.5032682
sp|P23693|TNNI3_RAT Troponin I, cardiac muscle OS=Rattus norvegicus OX=10116 GN=Tnni3 PE=1 SV=2Galectin-1 (Gal-1) (14 kDa lectin) (Beta-galactoside-binding lectin L-14-I) (Galaptin) (Lactose-binding lectin 1) (Lectin galactoside-binding soluble 1) (RL 14.5) (S-Lac lectin 1)Lgals1 8 44.5 24.159 211 0 164.04 26.87824033 25.88388356 30.96556522 32.34882998 40.74872689 44.29338069
sp|Q6NYB7|RAB1A_RAT Ras-related protein Rab-1A OS=Rattus norvegicus OX=10116 GN=Rab1A PE=1 SV=3;tr|E9PU16|E9PU16_RAT RAB1A, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab1a PE=1 SV=2;tr|A0A0G2K235|A0A0G2K235_RAT RAB1A, member RAS oncogene Phosphatidate cytidylyltransferase 2 (EC 2.7.7.41) (CDP-DAG synthase 2) (CDP-DG synthase 2) (CDP-diacylglycerol synthase 2) (CDS 2) (CDP-diglyceride pyrophosphorylase 2) (CDP-diglyceride synthase 2) (CTP:phosphatidate cytidylyltransferase 2)Cds2 4 32.2 22.677 205 0 107.46 26.48152972 24.97972409 26.28225251 22.29825294 24.59878355 21.04520714
tr|B0BNK1|B0BNK1_RAT RAB5C, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab5c PE=1 SV=1Mitochondrial ribosomal protein S30 (Mitochondrial ribosomal protein S30 (Predicted), isoform CRA_a)Mrps30 2 15.3 23.425 216 0 43.667 6.715373689 6.591184623 6.541246617 7.66901217 8.919201504 7.659568463
sp|P52287|GBB3_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-3 OS=Rattus norvegicus OX=10116 GN=Gnb3 PE=1 SV=1Catenin (Cadherin associated protein), delta 1 (Predicted), isoform CRA_a (Catenin delta 1)Ctnnd1 9 34.7 37.18 340 0 281.62 89.28181619 70.8821074 80.13877808 59.70622639 71.64014645 58.23592024
sp|Q1JU68|EIF3A_RAT Eukaryotic translation initiation factor 3 subunit A OS=Rattus norvegicus OX=10116 GN=Eif3a PE=2 SV=2Cytochrome c oxidase assembly factor COX20 (Similar to RIKEN cDNA 2310005N03 gene)Cox20 2 2 163.19 1354 0 3.3239 2.410844273 2.634951855 2.967145064 2.939433534 3.35709743 3.239828593
sp|Q1HCL7|NAKD2_RAT NAD kinase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nadk2 PE=1 SV=1;tr|A0A096MKG5|A0A096MKG5_RAT NAD kinase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nadk2 PE=1 SV=1Ion channel TACAN (Transmembrane protein 120A)Tmem120a 8 24.5 48.116 425 0 11.742 13.21624456 15.38926033 13.40549837 21.65066869 16.25984695 22.16311507
tr|B2GV57|B2GV57_RAT Cysteinyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cars2 PE=1 SV=1Ras-related protein Rab-18Rab18 11 27.6 60.917 550 0 109.97 18.53974212 19.00922758 20.87387966 23.65679095 21.09756847 25.56252015
tr|G3V7J0|G3V7J0_RAT Aldehyde dehydrogenase family 6, subfamily A1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Aldh6a1 PE=1 SV=1;sp|Q02253|MMSA_RAT Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial OS=Rattus norvegicus OX=10116 GN=AlHepatitis B virus x interacting protein (Predicted), isoform CRA_a (Late endosomal/lysosomal adaptor, MAPK and MTOR activator 5)Lamtor5 25 53.8 57.747 535 0 323.31 212.4255743 245.6307827 233.5531295 345.59384 264.0172615 303.7958441
tr|A0A0G2JVE2|A0A0G2JVE2_RAT DnaJ heat shock protein family (Hsp40) member C15 OS=Rattus norvegicus OX=10116 GN=Dnajc15 PE=1 SV=1;tr|D3ZCM4|D3ZCM4_RAT DnaJ (Hsp40) homolog, subfamily C, member 15 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Polyadenylate-binding protein (PABP)Pabpc4 2 18.2 14.832 137 0 2.1898 2.037298372 2.306486557 2.112516404 1.996182799 1.801895894 1.916868216
sp|P29314|RS9_RAT 40S ribosomal protein S9 OS=Rattus norvegicus OX=10116 GN=Rps9 PE=1 SV=4;tr|A0A0G2K4C4|A0A0G2K4C4_RAT Ribosomal protein S9-like 1 OS=Rattus norvegicus OX=10116 GN=Rps9 PE=1 SV=1;tr|D3ZV50|D3ZV50_RAT Uncharacterized protein OS=Rattus norveNADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 4 (Hormone-regulated proliferation-associated protein of 20 kDa homolog) (Protein HRPAP20)Ndufaf4 4 19.6 22.591 194 0 5.3552 34.99824867 26.71194334 29.76411176 20.77955502 26.32911126 22.07380562
sp|Q4QQV3|F162A_RAT Protein FAM162A OS=Rattus norvegicus OX=10116 GN=Fam162a PE=2 SV=1;tr|A0A0G2JWV2|A0A0G2JWV2_RAT Protein FAM162A OS=Rattus norvegicus OX=10116 GN=Fam162a PE=1 SV=1;tr|D4ADP1|D4ADP1_RAT Protein FAM162A OS=Rattus norvegicus OX=10116 GN=FamAlpha glucosidase 2 alpha neutral subunit (Predicted) (Glucosidase II alpha subunit)Ganab 7 32.3 17.827 155 0 141.75 61.64364579 74.58245495 71.02971916 83.74757474 77.61288444 81.60009343
sp|P04692|TPM1_RAT Tropomyosin alpha-1 chain OS=Rattus norvegicus OX=10116 GN=Tpm1 PE=1 SV=3;tr|A0A0G2K7F7|A0A0G2K7F7_RAT Tropomyosin alpha-1 chain OS=Rattus norvegicus OX=10116 GN=Tpm1 PE=1 SV=1;tr|A0A0G2JX64|A0A0G2JX64_RAT Tropomyosin 1, alpha, isoform CMyosin light polypeptide 6 (17 kDa myosin light chain) (LC17) (Myosin light chain 3) (MLC-3) (Myosin light chain alkali 3) (Myosin light chain A3) (Smooth muscle and nonmuscle myosin light chain alkali 6)Myl6 9 29.9 32.68 284 0 206.81 123.6341642 87.99502577 110.1044409 125.1677927 141.0429694 152.6575656
tr|F1M5Z5|F1M5Z5_RAT Anoctamin OS=Rattus norvegicus OX=10116 GN=Ano6 PE=1 SV=2;tr|A0A0G2K1M7|A0A0G2K1M7_RAT Anoctamin OS=Rattus norvegicus OX=10116 GN=Ano6 PE=1 SV=1Lactamase, beta (Lactamase, beta (Predicted))Lactb 4 7.5 92.226 799 0 37.954 6.762420776 5.934824775 7.098260334 4.543072635 6.057520775 5.043366197
sp|Q63610|TPM3_RAT Tropomyosin alpha-3 chain OS=Rattus norvegicus OX=10116 GN=Tpm3 PE=1 SV=2Solute carrier family 2, facilitated glucose transporter member 4 (Glucose transporter type 4, insulin-responsive) (GLUT-4)Slc2a4 4 14.1 29.006 248 0 6.1569 6.199450543 6.301054545 5.425648654 4.710611188 5.567402998 4.916587841
sp|P82995|HS90A_RAT Heat shock protein HSP 90-alpha OS=Rattus norvegicus OX=10116 GN=Hsp90aa1 PE=1 SV=3Myristoylated alanine-rich C-kinase substrate (MARCKS) (Protein kinase C substrate 80 kDa protein)Marcks 11 15.8 84.814 733 0 61.28 35.52932258 33.05295022 33.2056608 23.78526611 31.10664746 27.03048006
sp|P52555|ERP29_RAT Endoplasmic reticulum resident protein 29 OS=Rattus norvegicus OX=10116 GN=Erp29 PE=1 SV=2Caveolae-associated protein 2 (Cavin-2) (Phosphatidylserine-binding protein) (Serum deprivation-response protein)Cavin2 3 14.2 28.574 260 0 90.218 20.56515911 20.83276646 19.17247498 17.88756181 16.39788066 19.12608052
tr|M0RCH6|M0RCH6_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=2;tr|D4A9Z8|D4A9Z8_RAT Chromatin-modifying protein 4B-like 1 OS=Rattus norvegicus OX=10116 GN=Chmp4bl1 PE=1 SV=1Mitochondrial ribosomal protein S22 (Similar to ribosomal protein, mitochondrial, S22)Mrps22 2 13.5 24.812 222 0 19.361 3.999799848 5.003079164 4.6773447 3.401813899 3.97916496 3.625604352
tr|A0A0G2K2G8|A0A0G2K2G8_RAT Tropomyosin alpha-4 chain OS=Rattus norvegicus OX=10116 GN=Tpm4 PE=1 SV=1;sp|P09495|TPM4_RAT Tropomyosin alpha-4 chain OS=Rattus norvegicus OX=10116 GN=Tpm4 PE=1 SV=3Integrin alpha 5 (Mapped) (Integrin subunit alpha 5)Itga5 4 18.3 23.754 208 0 32.78 9.036629143 11.47012616 9.698006689 7.540971047 7.50877181 8.316044243
sp|Q4V8F9|HSDL2_RAT Hydroxysteroid dehydrogenase-like protein 2 OS=Rattus norvegicus OX=10116 GN=Hsdl2 PE=2 SV=139S ribosomal protein L41, mitochondrial (L41mt) (MRP-L41)Mrpl41 19 35.7 58.343 524 0 323.31 105.377502 109.4979452 108.968426 158.0244468 125.2246994 137.7469938
tr|A0A0G2K6J5|A0A0G2K6J5_RAT Myosin light polypeptide 6 OS=Rattus norvegicus OX=10116 GN=Myl6 PE=1 SV=1;sp|Q64119|MYL6_RAT Myosin light polypeptide 6 OS=Rattus norvegicus OX=10116 GN=Myl6 PE=1 SV=3;tr|B2GV99|B2GV99_RAT Myl6 protein OS=Rattus norvegicus OX=NADH dehydrogenase [ubiquinone] 1 subunit C2Ndufc2 7 50.3 16.961 151 0 65.386 35.05167503 27.04202576 33.95899044 18.99739621 27.27768411 24.66788583
tr|A0A0G2K943|A0A0G2K943_RAT AP-2 complex subunit alpha OS=Rattus norvegicus OX=10116 GN=Ap2a2 PE=1 SV=1;sp|P18484|AP2A2_RAT AP-2 complex subunit alpha-2 OS=Rattus norvegicus OX=10116 GN=Ap2a2 PE=1 SV=3;tr|Q66HM2|Q66HM2_RAT AP-2 complex subunit alpha OS=RaIron-sulfur cluster assembly factor IBA57 (RCG34648)Iba57 13 19.1 101.58 915 0 47.165 48.28307034 45.91427389 43.7182477 48.16950425 52.56925293 54.76619681
sp|Q5RJY4|DRS7B_RAT Dehydrogenase/reductase SDR family member 7B OS=Rattus norvegicus OX=10116 GN=Dhrs7b PE=1 SV=1NADH:ubiquinone oxidoreductase subunit B3 (RCG22355)Ndufb3 2 8.6 35.342 325 0 4.6352 2.058110727 2.136831805 2.087754422 1.983639109 1.874249106 1.732398008
sp|P11951|CX6C2_RAT Cytochrome c oxidase subunit 6C-2 OS=Rattus norvegicus OX=10116 GN=Cox6c2 PE=1 SV=3Ras-related protein Rab-5A (EC 3.6.5.2) (Small GTP-binding protein rab5)Rab5a 6 63.2 8.4548 76 0 27.843 490.2864707 531.2234165 470.8598195 450.3575204 439.666785 432.1140184
tr|G3V9N1|G3V9N1_RAT RCG21137 OS=Rattus norvegicus OX=10116 GN=Pgam5 PE=1 SV=1;sp|Q562B5|PGAM5_RAT Serine/threonine-protein phosphatase PGAM5, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pgam5 PE=2 SV=1Bifunctional purine biosynthesis protein ATIC (AICAR transformylase/inosine monophosphate cyclohydrolase) (ATIC) [Includes: Phosphoribosylaminoimidazolecarboxamide formyltransferase (EC 2.1.2.3) (5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase) (AICAR formyltransferase) (AICAR transformylase); IMP cyclohydrolase (EC 3.5.4.10) (IMP synthase) (Inosinicase)]Atic 3 11.5 32 288 0.0013599 1.7906 2.508965359 2.411694382 2.40290692 1.911979484 2.261135989 1.79778895
tr|D3ZXF8|D3ZXF8_RAT Mitochondrial ribosomal protein L43 OS=Rattus norvegicus OX=10116 GN=Mrpl43 PE=1 SV=3GrpE protein homolog 1, mitochondrial (Mt-GrpE#1)Grpel1 2 13.5 17.575 156 0 4.0922 1.592783135 1.842373557 1.871702203 2.109727062 2.01391828 2.492760182
sp|Q3B7U9|FKBP8_RAT Peptidyl-prolyl cis-trans isomerase FKBP8 OS=Rattus norvegicus OX=10116 GN=Fkbp8 PE=2 SV=1Enoyl CoA hydratase domain-containing 2 (Enoyl Coenzyme A hydratase domain containing 2 (Predicted), isoform CRA_a)Echdc2 5 18.9 43.555 403 0 49.635 12.07794426 13.13100195 12.06322095 14.37966909 13.10665998 13.47084194
sp|Q4V7F2|CREL1_RAT Cysteine-rich with EGF-like domain protein 1 OS=Rattus norvegicus OX=10116 GN=Creld1 PE=2 SV=1Phosphatidylinositol 4-kinase type 2-alpha (EC 2.7.1.67) (55 kDa type II phosphatidylinositol 4-kinase) (Phosphatidylinositol 4-kinase type II-alpha)Pi4k2a 3 9 45.696 420 0 5.9097 9.605181235 7.405926957 8.373528582 11.8908969 9.502083163 10.67093938
tr|D3ZAN3|D3ZAN3_RAT Alpha glucosidase 2 alpha neutral subunit (Predicted) OS=Rattus norvegicus OX=10116 GN=Ganab PE=1 SV=1Phosphoglycerate mutase 2 (EC 5.4.2.11) (EC 5.4.2.4) (BPG-dependent PGAM 2) (Muscle-specific phosphoglycerate mutase) (Phosphoglycerate mutase isozyme M) (PGAM-M)Pgam2 11 15.3 90.571 797 0 65.676 25.12952401 28.3062319 25.99798705 21.49094281 22.7605148 25.08722963
sp|P15650|ACADL_RAT Long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acadl PE=1 SV=1Heat shock protein HSP 90-alpha (Heat shock 86 kDa) (HSP 86) (HSP86)Hsp90aa1 23 50.5 47.872 430 0 323.31 421.1910446 445.1118581 445.0141736 617.3318246 488.436513 595.1396926
sp|Q66HA6|ARL8B_RAT ADP-ribosylation factor-like protein 8B OS=Rattus norvegicus OX=10116 GN=Arl8b PE=2 SV=1CDGSH iron sulfur domain 2 (Similar to RIKEN cDNA 1500009M05 (Predicted))Cisd2 3 13.4 21.539 186 0 21.826 38.69463468 33.96709778 40.35627204 30.52370144 32.80819089 31.89168578
sp|P11960|ODBA_RAT 2-oxoisovalerate dehydrogenase subunit alpha, mitochondrial (Fragment) OS=Rattus norvegicus OX=10116 GN=Bckdha PE=1 SV=1;tr|F7EV94|F7EV94_RAT 2-oxoisovalerate dehydrogenase subunit alpha OS=Rattus norvegicus OX=10116 GN=Bckdha PE=1 SV=1Long-chain fatty acid transport protein 1 (FATP-1) (Fatty acid transport protein 1) (EC 6.2.1.15) (Fatty acid transport protein) (Solute carrier family 27 member 1)Slc27a1 18 58 50.164 441 0 323.31 81.66656728 74.85356011 86.36330167 115.6016017 90.0620853 103.8555976
sp|P35738|ODBB_RAT 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bckdhb PE=1 SV=3;tr|A0A0A0MXW1|A0A0A0MXW1_RAT 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bckdhb Peptidyl-prolyl cis-trans isomerase B (PPIase B) (EC 5.2.1.8) (CYP-S1) (Cyclophilin B) (Rotamase B) (S-cyclophilin) (SCYLP)Ppib 8 25.1 42.823 390 0 99.944 36.65765527 35.19040034 37.13616737 52.79200578 41.34272975 47.42947687
tr|D3ZIF5|D3ZIF5_RAT Adaptor-related protein complex 3 subunit beta 1 OS=Rattus norvegicus OX=10116 GN=Ap3b1 PE=1 SV=1;tr|A0A0G2JWD6|A0A0G2JWD6_RAT AP-3 complex subunit beta OS=Rattus norvegicus OX=10116 GN=Ap3b1 PE=1 SV=1Glycerol-3-phosphate dehydrogenase [NAD(+)] (EC 1.1.1.8)Gpd1l 5 8.1 87.764 794 0 11.811 6.186293306 6.341482507 6.856399115 5.311319368 6.145509084 5.671663306
tr|Q9WVJ6|Q9WVJ6_RAT Tissue-type transglutaminase OS=Rattus norvegicus OX=10116 GN=Tgm2 PE=1 SV=1GTP-binding protein RAD (RAD1) (Ras associated with diabetes)Rrad 15 27.4 76.934 686 0 159.64 47.2464396 58.30187697 54.81664132 42.40808778 44.22900796 42.01906937
sp|Q5FVN0|MBOA5_RAT Lysophospholipid acyltransferase 5 OS=Rattus norvegicus OX=10116 GN=Lpcat3 PE=2 SV=1Endoglin Eng 6 14.6 56.017 487 0 21.391 23.8839723 22.83133464 22.67789213 19.79689366 20.87121936 22.2960527
tr|F1M4A0|F1M4A0_RAT Tight junction protein 1 (Predicted) OS=Rattus norvegicus OX=10116 GN=Tjp1 PE=1 SV=2;sp|A0A0G2K2P5|ZO1_RAT Tight junction protein ZO-1 OS=Rattus norvegicus OX=10116 GN=Tjp1 PE=1 SV=160S ribosomal protein L10aRpl10a 7 6.2 194.03 1733 0 11.062 4.184001157 4.413116297 4.991136074 3.379200535 4.184056695 3.647418442
sp|Q6P6V0|G6PI_RAT Glucose-6-phosphate isomerase OS=Rattus norvegicus OX=10116 GN=Gpi PE=1 SV=1Dihydropyrimidinase-related protein 3 (DRP-3) (Collapsin response mediator protein 4) (CRMP-4) (TOAD-64/Ulip/CRMP) (TUC-4b)Dpysl3 11 28.5 62.826 558 0 74.913 49.83004237 45.06909168 46.47609381 35.81462104 44.4645157 38.42872685
sp|Q5U2V4|PLBL1_RAT Phospholipase B-like 1 OS=Rattus norvegicus OX=10116 GN=Plbd1 PE=2 SV=1Nucleoside diphosphate-linked moiety X motif 19 (Nudix motif 19) (EC 3.6.1.-)Nudt19 7 16.2 63.027 550 0 53.959 20.96466065 19.95809562 20.37549897 21.34380403 22.57995886 23.80866734
tr|D3ZH23|D3ZH23_RAT Similar to mitochondrial ribosomal protein L41 OS=Rattus norvegicus OX=10116 GN=RGD1560917 PE=4 SV=1;sp|Q5BJX1|RM41_RAT 39S ribosomal protein L41, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl41 PE=1 SV=1RCG43475 (Translocase of outer mitochondrial membrane 6)Tomm6 3 29.9 15.194 134 0 63.823 10.46717957 11.61899619 10.27857832 13.79805857 12.90974934 11.52040569
tr|A0A0G2JYK4|A0A0G2JYK4_RAT Transcription elongation factor, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tefm PE=1 SV=1;tr|R9PXS3|R9PXS3_RAT Transcription elongation factor, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tefm PE=1 SV=1;sp|Q4KM51|TEFM_RGlutaredoxin 5 (Glutaredoxin 5 homolog (S. cerevisiae) (Predicted), isoform CRA_b)Glrx5 6 21 38.434 338 0 40.28 11.38938222 11.66370476 11.45123878 14.95346693 13.02488646 12.9621887
sp|Q06000|LIPL_RAT Lipoprotein lipase OS=Rattus norvegicus OX=10116 GN=Lpl PE=1 SV=1Mitochondrial import inner membrane translocase subunit TIM44Timm44 9 22.4 53.082 474 0 41.906 21.54716739 23.21706496 25.48861267 18.99088565 21.22971448 19.9837592
tr|D3ZCV0|D3ZCV0_RAT Actinin alpha 2 OS=Rattus norvegicus OX=10116 GN=Actn2 PE=1 SV=1Probable proline--tRNA ligase, mitochondrial (EC 6.1.1.15) (Prolyl-tRNA synthetase) (ProRS)Pars2 24 33.9 103.83 894 0 323.31 133.2389467 107.0675112 137.2326841 139.7948633 161.8069019 176.6787279
sp|Q64560|TPP2_RAT Tripeptidyl-peptidase 2 OS=Rattus norvegicus OX=10116 GN=Tpp2 PE=2 SV=3Mitofusin-1 (EC 3.6.5.-) (Mitochondrial transmembrane GTPase FZO1B) (Transmembrane GTPase MFN1)Mfn1 8 6.8 138.29 1249 0 9.4477 11.39934983 10.8237544 12.73854773 8.633443945 10.561868 10.08272887
sp|P50115|S10A8_RAT Protein S100-A8 OS=Rattus norvegicus OX=10116 GN=S100a8 PE=1 SV=3Guanine nucleotide-binding protein G(o) subunit alphaGnao1 2 32.6 10.238 89 0 4.6359 2.06995224 1.567891479 1.477342773 2.564858997 2.299536835 3.518279031
sp|Q8VID1|DHRS4_RAT Dehydrogenase/reductase SDR family member 4 OS=Rattus norvegicus OX=10116 GN=Dhrs4 PE=2 SV=2Acidic leucine-rich nuclear phosphoprotein 32 family member A (Leucine-rich acidic nuclear protein) (LANP)Anp32a 8 34.1 29.821 279 0 103.42 53.0077143 55.88571173 56.64892328 62.54917334 57.84462633 58.43096387
tr|A0A0U1RVI9|A0A0U1RVI9_RAT RCG34378, isoform CRA_h OS=Rattus norvegicus OX=10116 GN=rCG_34378 PE=3 SV=1;sp|P27952|RS2_RAT 40S ribosomal protein S2 OS=Rattus norvegicus OX=10116 GN=Rps2 PE=1 SV=1;tr|D3ZIY7|D3ZIY7_RAT Uncharacterized protein OS=Rattus norvChaperonin subunit 8 (Theta) (Predicted), isoform CRA_a (Chaperonin-containing TCP1 subunit 8)Cct8 4 17.2 28.589 267 0 41.919 46.26164039 31.43583176 38.92499807 23.83257622 27.71664437 24.931708
tr|Q6P503|Q6P503_RAT ATPase H+-transporting V1 subunit D OS=Rattus norvegicus OX=10116 GN=Atp6v1d PE=1 SV=1Sulfite oxidase, mitochondrial (EC 1.8.3.1)Suox 2 10.9 28.309 247 0 14.114 2.803009657 3.024439594 3.059806181 2.633133127 2.25779963 2.731021368
sp|Q6RUV5|RAC1_RAT Ras-related C3 botulinum toxin substrate 1 OS=Rattus norvegicus OX=10116 GN=Rac1 PE=1 SV=1;tr|A0A0G2K0X4|A0A0G2K0X4_RAT Ras-related C3 botulinum toxin substrate 1 OS=Rattus norvegicus OX=10116 GN=Rac1 PE=1 SV=1;tr|Q5U1Y2|Q5U1Y2_RAT Rac fGlutathione S-transferase Mu 2 (EC 2.5.1.18) (GST 4-4) (GSTM2-2) (Glutathione S-transferase Yb-2) (GST Yb2)Gstm2 7 35.4 21.45 192 0 54.023 57.80013796 58.02125936 59.71145171 48.35180008 55.83299771 49.52722239
tr|A0A0U1RRQ7|A0A0U1RRQ7_RAT Sec61 translocon alpha 2 subunit OS=Rattus norvegicus OX=10116 GN=Sec61a2 PE=1 SV=1;tr|D3ZEH3|D3ZEH3_RAT Sec61 translocon alpha 2 subunit OS=Rattus norvegicus OX=10116 GN=Sec61a2 PE=1 SV=1Mitochondrial ribosomal protein S23 (Mitochondrial ribosomal protein S23 (Predicted), isoform CRA_b)Mrps23 2 5.1 44.749 410 0.0038978 1.4874 2.046388826 2.365083321 2.917673451 1.613578564 1.721103655 1.552136637
sp|P01161|ANF_RAT Natriuretic peptides A OS=Rattus norvegicus OX=10116 GN=Nppa PE=1 SV=1Septin-8 Septin8 2 11.2 16.556 152 0 2.5599 5.734561525 6.295822691 6.339695601 24.34777897 11.92061683 25.86689086



tr|D3ZDX7|D3ZDX7_RAT Mitochondrial ribosomal protein L48 OS=Rattus norvegicus OX=10116 GN=Mrpl48 PE=1 SV=1Adenylyl cyclase-associated protein 2 (CAP 2)Cap2 4 19.4 24.019 211 0 4.3872 6.659555111 6.126025252 5.906753548 8.170325716 6.698232668 7.570772286
tr|A0A0H2UHY3|A0A0H2UHY3_RAT Limbic system-associated membrane protein OS=Rattus norvegicus OX=10116 GN=Lsamp PE=4 SV=1;tr|A0A0H2UHW7|A0A0H2UHW7_RAT Limbic system-associated membrane protein OS=Rattus norvegicus OX=10116 GN=Lsamp PE=4 SV=1;sp|Q62813|LSAMP_4-trimethylaminobutyraldehyde dehydrogenase (TMABA-DH) (TMABADH) (EC 1.2.1.47) (Aldehyde dehydrogenase family 9 member A1) (EC 1.2.1.3) (Gamma-aminobutyraldehyde dehydrogenase) (EC 1.2.1.19)Aldh9a1 5 26.5 31.672 287 0 36.795 4.583502697 4.183533037 3.806330204 4.994037808 5.759276388 4.671346146
tr|G3V9W2|G3V9W2_RAT Tyrosine-protein kinase OS=Rattus norvegicus OX=10116 GN=Jak1 PE=1 SV=1Inter-alpha-trypsin inhibitor heavy chain 4Itih4 6 6.5 133.26 1153 0 8.0161 8.381159551 9.656099741 9.390706828 7.454597544 8.65621786 7.340312845
sp|Q498R3|DJC10_RAT DnaJ homolog subfamily C member 10 OS=Rattus norvegicus OX=10116 GN=Dnajc10 PE=2 SV=2Dynactin subunit 1 (150 kDa dynein-associated polypeptide) (DAP-150) (DP-150) (p150-glued)Dctn1 2 3.3 90.746 793 0 26.124 0.823443643 0.859926526 0.885096891 0.955403791 0.990767983 1.141980424
sp|P52481|CAP2_RAT Adenylyl cyclase-associated protein 2 OS=Rattus norvegicus OX=10116 GN=Cap2 PE=1 SV=1Succinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial (EC 6.2.1.4) (EC 6.2.1.5) (Succinyl-CoA synthetase subunit alpha) (SCS-alpha)Suclg1 9 26.4 52.912 477 0 57.421 41.92373944 35.18421724 37.66700563 28.09916684 35.07887803 32.11701249
tr|Q6IRH7|Q6IRH7_RAT Caseinolytic peptidase B protein homolog OS=Rattus norvegicus OX=10116 GN=Clpb PE=1 SV=1;tr|A0A0G2K3V9|A0A0G2K3V9_RAT Caseinolytic peptidase B protein homolog OS=Rattus norvegicus OX=10116 GN=Clpb PE=1 SV=1;sp|Q9WTT2|CLPB_RAT CaseinolyStomatin-like protein 2, mitochondrial (SLP-2)Stoml2 9 18 75.678 677 0 22.09 8.886317686 8.796648838 8.997551469 7.794883103 8.607807935 7.918771175
sp|P12075|COX5B_RAT Cytochrome c oxidase subunit 5B, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox5b PE=1 SV=2Fatty acid-binding protein, heart (Fatty acid-binding protein 3) (Heart-type fatty acid-binding protein) (H-FABP)Fabp3 8 42.6 13.915 129 0 103.68 603.6779257 697.5012447 661.192035 586.8189741 557.0150588 571.0158758
sp|Q920J4|TXNL1_RAT Thioredoxin-like protein 1 OS=Rattus norvegicus OX=10116 GN=Txnl1 PE=1 SV=3;tr|A0A0G2K737|A0A0G2K737_RAT Thioredoxin-like protein 1 OS=Rattus norvegicus OX=10116 GN=Txnl1 PE=1 SV=1E3 ubiquitin-protein ligase NEDD4 (EC 2.3.2.26) (HECT-type E3 ubiquitin transferase NEDD4)Nedd4 3 19 32.249 289 0 105.46 3.259725239 2.567698752 3.07640142 2.503920103 2.518035683 2.074750897
sp|Q6AXX6|PXL2A_RAT Peroxiredoxin-like 2A OS=Rattus norvegicus OX=10116 GN=Prxl2a PE=1 SV=1Integrin subunit alpha 6 (Integrin, alpha 6, isoform CRA_a)Itga6 3 15.3 25.763 229 0 6.0901 2.711068484 2.93140772 3.082317073 4.67805836 4.961297659 7.420896658
tr|Q641Z9|Q641Z9_RAT Succinate dehydrogenase complex subunit C OS=Rattus norvegicus OX=10116 GN=Sdhc PE=1 SV=1Acid ceramidase (AC) (ACDase) (Acid CDase) (EC 3.5.1.23) (Acylsphingosine deacylase) (N-acylethanolamine hydrolase ASAH1) (EC 3.5.1.-) (N-acylsphingosine amidohydrolase) [Cleaved into: Acid ceramidase subunit alpha; Acid ceramidase subunit beta]Asah1 4 29 18.202 169 0 106.27 48.39869454 53.39820303 53.58115976 47.51410732 44.48152459 48.53763263
sp|Q6P502|TCPG_RAT T-complex protein 1 subunit gamma OS=Rattus norvegicus OX=10116 GN=Cct3 PE=1 SV=1RCG25684, isoform CRA_a (Tropomodulin 3)Tmod3 11 25.5 60.646 545 0 55.225 34.48073071 34.3033633 32.53033402 29.75936105 31.6574739 32.58255083
sp|P31430|DPEP1_RAT Dipeptidase 1 OS=Rattus norvegicus OX=10116 GN=Dpep1 PE=2 SV=2NADH dehydrogenase (ubiquinone) complex I, assembly factor 6Ndufaf6 2 5.1 45.522 410 0 10.671 2.971502023 2.660730626 3.687912438 2.068580287 2.338853544 2.132750712
tr|B0BMW2|B0BMW2_RAT 3-hydroxyacyl-CoA dehydrogenase type-2 OS=Rattus norvegicus OX=10116 GN=Hsd17b10 PE=1 SV=1;sp|O70351|HCD2_RAT 3-hydroxyacyl-CoA dehydrogenase type-2 OS=Rattus norvegicus OX=10116 GN=Hsd17b10 PE=1 SV=3Coiled-coil domain-containing protein 90B, mitochondrialCcdc90b 15 57.9 27.249 261 0 323.31 110.2257442 120.4420322 132.295993 167.5255321 134.6908022 144.6248479
tr|F1LPK7|F1LPK7_RAT Plastin 3 (T-isoform), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Pls3 PE=1 SV=2;sp|Q63598|PLST_RAT Plastin-3 OS=Rattus norvegicus OX=10116 GN=Pls3 PE=1 SV=2Calcium/calmodulin-dependent protein kinase type II subunit delta (CaM kinase II subunit delta) (CaMK-II subunit delta) (EC 2.7.11.17)Camk2d 10 22.5 70.748 630 0 120.16 43.62620608 44.08312504 39.26109094 27.81704233 38.93335472 32.32488793
sp|P97576|GRPE1_RAT GrpE protein homolog 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Grpel1 PE=1 SV=2;tr|A0A0G2JZA2|A0A0G2JZA2_RAT GrpE protein homolog OS=Rattus norvegicus OX=10116 GN=Grpel1 PE=1 SV=1Transmembrane emp24 domain-containing protein 10 (21 kDa transmembrane-trafficking protein) (Transmembrane protein Tmp21) (p24 family protein delta-1) (p24delta1)Tmed10 7 39.2 24.297 217 0 62.586 27.69199546 30.07317164 28.51292493 42.40070914 32.36334294 38.38047922
tr|M0R402|M0R402_RAT Thioredoxin-related transmembrane protein 3 OS=Rattus norvegicus OX=10116 GN=Tmx3 PE=1 SV=2T-complex protein 1 subunit gamma (TCP-1-gamma) (CCT-gamma)Cct3 5 12.6 52.1 459 0 8.7122 7.551057549 8.433272806 9.687536506 6.069583235 7.588582767 6.629943432
sp|Q641Y2|NDUS2_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufs2 PE=1 SV=1Alpha-centractin (Centractin)Actr1a 26 64.8 52.561 463 0 323.31 921.4052482 1006.418434 901.1162706 899.4997351 821.5295033 820.8256976
sp|Q5FVL2|EMC8_RAT ER membrane protein complex subunit 8 OS=Rattus norvegicus OX=10116 GN=Emc8 PE=2 SV=1Laminin subunit beta 1 Lamb1 5 36.7 23.405 207 0 40.26 12.8729603 14.3828419 12.97255632 11.22985748 10.34729428 12.70606562
tr|D4AAU8|D4AAU8_RAT Leucine-rich repeat-containing 10 OS=Rattus norvegicus OX=10116 GN=LOC100911101 PE=1 SV=1Endonuclease (EC 3.1.30.-)Endog 8 31.9 31.092 273 0 17.683 14.62845459 15.89722578 14.45251663 11.77370672 14.3162539 12.22564238
tr|F2Z3T8|F2Z3T8_RAT Guanine nucleotide-binding protein subunit gamma OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P63219|GBG5_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-5 OS=Rattus norvegicus OX=10116 GN=Gng5 PE=3 SV=1Pentatricopeptide repeat domain 3Ptcd3 3 68.7 7.1872 67 0 38.698 7.19700828 6.791897562 7.726994803 6.576105234 6.363222906 5.244107149
sp|P54313|GBB2_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 OS=Rattus norvegicus OX=10116 GN=Gnb2 PE=1 SV=4Ubiquinone biosynthesis O-methyltransferase, mitochondrial (3-demethylubiquinol 3-O-methyltransferase) (EC 2.1.1.64) (Polyprenyldihydroxybenzoate methyltransferase) (EC 2.1.1.114)Coq3 4 18.8 37.331 340 0 323.31 32.61798501 32.17209628 32.6727285 26.26969792 30.57544667 28.84027959
sp|P10252|CD48_RAT CD48 antigen OS=Rattus norvegicus OX=10116 GN=Cd48 PE=1 SV=1Ras-related C3 botulinum toxin substrate 1 (EC 3.6.5.2) (p21-Rac1)Rac1 7 30.4 27.679 240 0 46.043 16.60682449 14.16976276 14.28656424 16.00166799 18.31530618 18.07592458
sp|Q5I0K5|ABHDA_RAT Mycophenolic acid acyl-glucuronide esterase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abhd10 PE=1 SV=2Phospholipase B-like 1 (EC 3.1.1.-) (LAMA-like protein 1) (Lamina ancestor homolog 1) (Phospholipase B domain-containing protein 1) [Cleaved into: Phospholipase B-like 1 chain A; Phospholipase B-like 1 chain B; Phospholipase B-like 1 chain C]Plbd1 5 18.9 33.152 297 0 6.7618 6.541139983 8.11555659 7.387237376 8.203312582 8.445569269 9.488359083
tr|B5DF65|B5DF65_RAT Biliverdin reductase B OS=Rattus norvegicus OX=10116 GN=Blvrb PE=1 SV=1Troponin T, cardiac muscle (TnTc) (Cardiac muscle troponin T) (cTnT)Tnnt2 2 16.5 22.094 206 0 45.075 1.718335066 1.667486951 1.830920842 2.011721348 2.812027847 2.740927531
tr|F1M9C9|F1M9C9_RAT Histidyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hars2 PE=1 SV=1Cytochrome c oxidase subunit 7A2-like (Cytochrome c oxidase subunit VIIa polypeptide 2 like (Predicted), isoform CRA_e)Cox7a2l 8 18.1 57.327 507 0 23.262 23.79426387 25.76212405 26.17126858 31.96514066 26.75171682 29.82422335
tr|G3V7L8|G3V7L8_RAT ATPase, H+ transporting, V1 subunit E isoform 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Atp6v1e1 PE=1 SV=1;sp|Q6PCU2|VATE1_RAT V-type proton ATPase subunit E 1 OS=Rattus norvegicus OX=10116 GN=Atp6v1e1 PE=1 SV=160S ribosomal protein L8 Rpl8 3 13.7 26.143 226 0 3.8281 5.738548566 5.777869159 6.329748927 3.941539782 5.397510331 4.879632206
sp|P08082|CLCB_RAT Clathrin light chain B OS=Rattus norvegicus OX=10116 GN=Cltb PE=1 SV=1ATP synthase mitochondrial F1 complex assembly factor 1 (ATP synthase mitochondrial F1 complex assembly factor 1 (Predicted), isoform CRA_a)Atpaf1 3 12.2 25.117 229 0 2.4634 4.124195538 4.153188284 4.955118646 3.280500361 3.927549514 3.707676657
tr|A0A0G2JYK0|A0A0G2JYK0_RAT Serine protease inhibitor A3N OS=Rattus norvegicus OX=10116 GN=LOC299282 PE=1 SV=1;tr|F1LM05|F1LM05_RAT Serine protease inhibitor A3N OS=Rattus norvegicus OX=10116 GN=LOC299282 PE=1 SV=1;tr|A0A0G2JXK5|A0A0G2JXK5_RAT Serine protLIM domain 7 Lmo7 2 5.4 67.982 609 0 10.121 6.349762 5.522459565 5.310476645 5.176333643 4.64604438 4.69608589
sp|Q99MA2|XPP2_RAT Xaa-Pro aminopeptidase 2 OS=Rattus norvegicus OX=10116 GN=Xpnpep2 PE=1 SV=1Rho GDP-dissociation inhibitor 1 (Rho GDI 1) (Rho-GDI alpha)Arhgdia 6 11.4 76.079 674 0 29.16 14.29473923 15.81208925 15.13988413 18.87673373 22.70948812 17.49233353
sp|P45592|COF1_RAT Cofilin-1 OS=Rattus norvegicus OX=10116 GN=Cfl1 PE=1 SV=3Armadillo repeat-containing protein 10Armc10 7 42.8 18.532 166 0 73.915 30.155987 34.20966555 29.50078666 24.6116739 27.11152031 28.99374813
sp|P11505|AT2B1_RAT Plasma membrane calcium-transporting ATPase 1 OS=Rattus norvegicus OX=10116 GN=Atp2b1 PE=1 SV=3Annexin A1 (Annexin I) (Annexin-1) (Calpactin II) (Calpactin-2) (Chromobindin-9) (Lipocortin I) (Phospholipase A2 inhibitory protein) (p35)Anxa1 9 10.8 134.69 1220 0 97.686 48.2990185 47.95707501 48.59839983 36.50864733 45.18085174 37.37138509
tr|A0A0H2UHG7|A0A0H2UHG7_RAT 40S ribosomal protein S20 OS=Rattus norvegicus OX=10116 GN=Rps20 PE=3 SV=1;tr|D3ZZK1|D3ZZK1_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|A0A0G2K6L6|A0A0G2K6L6_RAT Uncharacterized protein OS=Rattus norvMitogen-activated protein kinase kinase kinase 20Map3k20 3 22.9 13.241 118 0 7.6037 7.619634659 6.18595376 6.91346161 5.482330223 5.903066948 5.69527385
tr|A0A0G2K6J0|A0A0G2K6J0_RAT Metalloreductase STEAP4 OS=Rattus norvegicus OX=10116 GN=Steap4 PE=1 SV=1;tr|Q7TP88|Q7TP88_RAT Ab1-219 OS=Rattus norvegicus OX=10116 GN=Steap4 PE=1 SV=1;sp|Q4V8K1|STEA4_RAT Metalloreductase STEAP4 OS=Rattus norvegicus OX=10116 Actin, alpha skeletal muscle (Alpha-actin-1) [Cleaved into: Actin, alpha skeletal muscle, intermediate form]Acta1 5 16.4 43.785 391 0 6.1085 15.71173371 12.31007652 12.52129144 15.2177959 16.60525831 18.39466693
tr|B1H282|B1H282_RAT Collagen beta(1-O)galactosyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Colgalt1 PE=1 SV=1Methylglutaconyl-CoA hydratase, mitochondrial (EC 4.2.1.18) (AU-specific RNA-binding enoyl-CoA hydratase) (AU-binding enoyl-CoA hydratase) (Itaconyl-CoA hydratase) (EC 4.2.1.56)Auh 5 10.5 71.114 617 0 11.855 6.628057484 7.789279158 7.144329138 6.229743147 6.024222597 6.382545992
sp|Q5M7V7|FAKD2_RAT FAST kinase domain-containing protein 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fastkd2 PE=2 SV=1;tr|A0A0H2UHK3|A0A0H2UHK3_RAT FAST kinase domain-containing protein 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fastkd2 PE=1 Monocarboxylate transporter 1 (MCT 1) (Solute carrier family 16 member 1)Slc16a1 4 7.7 77.767 679 0 5.8708 2.80627903 2.389958408 2.274280726 2.865343298 2.794103091 3.198869432
sp|P63039|CH60_RAT 60 kDa heat shock protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspd1 PE=1 SV=1Aldehyde dehydrogenase family 3 member A2 (EC 1.2.1.3) (EC 1.2.1.94) (Aldehyde dehydrogenase 4) (Fatty aldehyde dehydrogenase) (Microsomal aldehyde dehydrogenase) (msALDH)Aldh3a2 33 67.2 60.955 573 0 323.31 315.1556808 343.6757241 315.1786735 389.6313054 338.4507914 393.5569734
tr|D4A4P3|D4A4P3_RAT NADH:ubiquinone oxidoreductase subunit B3 OS=Rattus norvegicus OX=10116 GN=Ndufb3 PE=1 SV=1;tr|M0RA24|M0RA24_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=2Very-long-chain enoyl-CoA reductase (EC 1.3.1.93) (Synaptic glycoprotein SC2) (Trans-2,3-enoyl-CoA reductase) (TER)Tecr 4 43.4 11.267 99 0 62.945 212.8163043 246.9102088 219.6330217 205.1218779 197.2377331 189.5002799
sp|B1WBW4|ARM10_RAT Armadillo repeat-containing protein 10 OS=Rattus norvegicus OX=10116 GN=Armc10 PE=1 SV=1Actin-related protein 2/3 complex subunit 1B (Arp2/3 complex 41 kDa subunit) (p41-ARC)Arpc1b 5 21.9 33.421 306 0 52.774 10.07405729 9.170012955 9.92049807 9.010622709 8.807335327 8.862166393
tr|A0A0G2JTY6|A0A0G2JTY6_RAT G-rich RNA sequence-binding factor 1 OS=Rattus norvegicus OX=10116 GN=Grsf1 PE=1 SV=1;tr|F1LRK4|F1LRK4_RAT G-rich RNA sequence-binding factor 1 OS=Rattus norvegicus OX=10116 GN=Grsf1 PE=1 SV=2Syntaxin binding protein 3, isoform CRA_a (Syntaxin binding protein Munc18-3) (Syntaxin-binding protein 3)Stxbp3 4 15 43.549 381 0 12.782 5.582256547 5.380248265 6.184213388 6.978892222 6.041689421 6.544226891
sp|Q5XIF3|NDUS4_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufs4 PE=1 SV=126S proteasome non-ATPase regulatory subunit 1 (26S proteasome regulatory subunit RPN2) (26S proteasome regulatory subunit S1) (26S proteasome subunit p112)Psmd1 8 37.7 19.74 175 0 99.478 138.3583078 178.3015797 175.7681914 137.1125103 124.4396736 121.2863384
tr|A0A0G2JSH5|A0A0G2JSH5_RAT Serum albumin OS=Rattus norvegicus OX=10116 GN=Alb PE=1 SV=1;sp|P02770|ALBU_RAT Serum albumin OS=Rattus norvegicus OX=10116 GN=Alb PE=1 SV=228S ribosomal protein S7, mitochondrial (MRP-S7) (S7mt)Mrps7 27 42.9 68.758 608 0 323.31 228.8402234 197.3597965 311.8334502 150.3419795 184.3306005 120.8500566
sp|Q62636|RAP1B_RAT Ras-related protein Rap-1b OS=Rattus norvegicus OX=10116 GN=Rap1b PE=1 SV=2Histone H4 [Cleaved into: Osteogenic growth peptide (OGP)]H4c2 2 15.2 20.798 184 0 9.2281 17.27903966 16.01470468 14.93100398 13.04934353 14.80100734 14.52869697
sp|Q9JHU5|ARFP1_RAT Arfaptin-1 OS=Rattus norvegicus OX=10116 GN=Arfip1 PE=1 SV=1;tr|A0A0G2JYA2|A0A0G2JYA2_RAT ADP-ribosylation factor interacting protein 1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Arfip1 PE=1 SV=1Mitochondrial ribosomal protein L47 (Mitochondrial ribosomal protein L47, isoform CRA_a)Mrpl47 2 7.1 40.779 366 0 8.9084 16.90226425 24.58067632 9.005927615 25.84564308 26.96367378 34.88765851
sp|Q6P7Q4|LGUL_RAT Lactoylglutathione lyase OS=Rattus norvegicus OX=10116 GN=Glo1 PE=1 SV=340S ribosomal protein S3 (EC 4.2.99.18)Rps3 2 14.1 20.819 184 0 5.6466 1.193441077 0.889748093 0.878553027 1.35658484 1.131810952 1.57821089
sp|P06686|AT1A2_RAT Sodium/potassium-transporting ATPase subunit alpha-2 OS=Rattus norvegicus OX=10116 GN=Atp1a2 PE=1 SV=1Nitric oxide synthase, endothelial (EC 1.14.13.39) (Constitutive NOS) (cNOS) (EC-NOS) (Endothelial NOS) (eNOS) (NOS type III) (NOSIII)Nos3 23 27.2 112.22 1020 0 323.31 145.6825027 101.2696659 101.8801124 64.56744866 82.62396581 77.47851367
tr|G3V945|G3V945_RAT Aldehyde dehydrogenase family 5, subfamily A1 OS=Rattus norvegicus OX=10116 GN=Aldh5a1 PE=1 SV=1;sp|P51650|SSDH_RAT Succinate-semialdehyde dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aldh5a1 PE=1 SV=2NADH:ubiquinone oxidoreductase subunit A7 (Ndufa7 protein) (RCG37550, isoform CRA_a)Ndufa7 12 27.5 56.145 523 0 106.8 46.90355404 47.94280632 47.27758629 61.7635651 50.89845634 59.33945654
sp|P01835|KACB_RAT Ig kappa chain C region, B allele OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|A0A0H2UI36|A0A0H2UI36_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|F1M229|F1M229_RAT Uncharacterized protein OS=Rattus norvegicus OX=114-3-3 protein beta/alpha (Prepronerve growth factor RNH-1) (Protein kinase C inhibitor protein 1) (KCIP-1) [Cleaved into: 14-3-3 protein beta/alpha, N-terminally processed]Ywhab 2 28.3 11.601 106 0 12.055 2.957268285 2.700159779 2.278416449 2.997420971 4.439582594 4.286186314
tr|D4AE56|D4AE56_RAT Prostaglandin E synthase 2 OS=Rattus norvegicus OX=10116 GN=Ptges2 PE=1 SV=1Peptide deformylase (EC 3.5.1.88)Pdf 12 40.6 43.451 384 0 154.48 52.93594756 59.08189882 56.25105634 52.55762542 51.50488878 49.62063802
tr|F1LQ09|F1LQ09_RAT Atlastin GTPase 2 OS=Rattus norvegicus OX=10116 GN=Atl2 PE=1 SV=1Ceruloplasmin (EC 1.16.3.1) (Ferroxidase)Cp 4 9.1 66.194 583 0 9.7438 4.414850849 4.247551903 5.170071496 4.927196001 5.724669834 5.979113651
tr|Q68FZ8|Q68FZ8_RAT Propionyl coenzyme A carboxylase, beta polypeptide OS=Rattus norvegicus OX=10116 GN=Pccb PE=1 SV=1Guanine nucleotide-binding protein subunit gammaGng12 4 10 58.678 541 0 323.31 179.8195504 197.6023642 195.117089 278.3223365 209.8243135 262.4927902
sp|P36860|RALB_RAT Ras-related protein Ral-B OS=Rattus norvegicus OX=10116 GN=Ralb PE=2 SV=1;tr|F1LQ62|F1LQ62_RAT Ras-related protein Ral-B OS=Rattus norvegicus OX=10116 GN=Ralb PE=1 SV=3Alkyldihydroxyacetonephosphate synthase, peroxisomal (Alkyl-DHAP synthase) (EC 2.5.1.26) (Alkylglycerone-phosphate synthase)Agps 5 19.9 23.317 206 0 18.698 27.31880839 22.20541467 26.86753572 18.07115975 23.20209181 20.63150934
sp|Q9WVK7|HCDH_RAT Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hadh PE=2 SV=1UDP-glucose:glycoprotein glucosyltransferase 1 (UGT1) (rUGT1) (EC 2.4.1.-) (UDP--Glc:glycoprotein glucosyltransferase) (UDP-glucose ceramide glucosyltransferase-like 1)Uggt1 11 41.7 34.447 314 0 323.31 97.96160514 116.6846099 88.67721204 132.9457483 114.1754612 123.8578346
tr|G3V7Y3|G3V7Y3_RAT ATP synthase subunit delta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1d PE=1 SV=1;sp|P35434|ATPD_RAT ATP synthase subunit delta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1d PE=1 SV=2;tr|B1WBP7|B1WBP7_RAT ATP synthPeptidyl-prolyl cis-trans isomerase FKBP8 (PPIase FKBP8) (EC 5.2.1.8) (FK506-binding protein 8) (FKBP-8) (Rotamase)Fkbp8 4 37.5 17.563 168 0 263.2 66.13305431 97.09845149 94.48816341 60.04911617 57.63921124 53.16991872
tr|G3V6V1|G3V6V1_RAT Aminopeptidase B OS=Rattus norvegicus OX=10116 GN=Rnpep PE=1 SV=1;sp|O09175|AMPB_RAT Aminopeptidase B OS=Rattus norvegicus OX=10116 GN=Rnpep PE=1 SV=2Reticulocalbin 1 (Reticulocalbin 1 (Predicted), isoform CRA_a)Rcn1 3 6.8 72.688 650 0 3.7386 5.340243139 6.132208352 6.165367059 4.812610048 5.581598881 4.577930515
sp|Q5FVQ8|NLRX1_RAT NLR family member X1 OS=Rattus norvegicus OX=10116 GN=Nlrx1 PE=2 SV=1;tr|A0A0G2K1Q1|A0A0G2K1Q1_RAT NLR family member X1 OS=Rattus norvegicus OX=10116 GN=Nlrx1 PE=1 SV=1Multidrug resistance-associated protein 1 (EC 7.6.2.2) (ATP-binding cassette sub-family C member 1) (Glutathione-S-conjugate-translocating ATPase ABCC1) (EC 7.6.2.3) (Leukotriene C(4) transporter) (LTC4 transporter)Abcc1 21 26.3 107.59 973 0 323.31 71.53948234 81.35532759 75.94546992 86.38652398 86.42479908 79.88576262
sp|P16970|ABCD3_RAT ATP-binding cassette sub-family D member 3 OS=Rattus norvegicus OX=10116 GN=Abcd3 PE=1 SV=3Antisecretory factor (Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 4, isoform CRA_a) (Proteasome 26S subunit, non-ATPase 4)Psmd4 6 12 75.315 659 0 38.242 21.11537081 22.25868445 20.61997773 22.27177664 23.84057946 22.43155669
sp|Q6MG60|DDAH2_RAT N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 OS=Rattus norvegicus OX=10116 GN=Ddah2 PE=1 SV=1Prolow-density lipoprotein receptor-related protein 1 (LRP-1) [Cleaved into: Low-density lipoprotein receptor-related protein 1 85 kDa subunit (LRP-85); Low-density lipoprotein receptor-related protein 1 515 kDa subunit (LRP-515); Low-density lipoprotein receptor-related protein 1 intracellular domain (LRPICD)]Lrp1 3 16.1 29.688 285 0 4.3368 3.146014821 3.2273404 2.803705513 3.457761359 3.235353011 3.575303628
sp|Q68FR6|EF1G_RAT Elongation factor 1-gamma OS=Rattus norvegicus OX=10116 GN=Eef1g PE=2 SV=3Adenylate kinase 4, mitochondrial (AK 4) (EC 2.7.4.10) (EC 2.7.4.6) (Adenylate kinase 3-like) (Adenylate kinase isoenzyme 4) (GTP:AMP phosphotransferase AK4)Ak4 7 21.7 50.06 437 0 16.615 11.70236497 11.72553576 12.69509648 8.911662113 11.38745347 9.944145239
tr|A0A0G2K4C6|A0A0G2K4C6_RAT Malic enzyme OS=Rattus norvegicus OX=10116 GN=Me3 PE=3 SV=1;tr|F1M5N4|F1M5N4_RAT Malic enzyme OS=Rattus norvegicus OX=10116 GN=Me3 PE=3 SV=2Snta1 protein (Syntrophin, alpha 1)Snta1 10 20.8 63.436 571 0 323.31 23.43503145 25.55950862 26.85235396 40.00742525 29.50781158 32.59846228
tr|D3ZJ54|D3ZJ54_RAT 40S ribosomal protein S26 OS=Rattus norvegicus OX=10116 GN=RGD1565117 PE=3 SV=3;tr|D3Z8D7|D3Z8D7_RAT 40S ribosomal protein S26 OS=Rattus norvegicus OX=10116 GN=LOC100361854 PE=3 SV=1;tr|A0A0G2K743|A0A0G2K743_RAT 40S ribosomal protein SProtein disulfide-isomerase A4 (EC 5.3.4.1) (Calcium-binding protein 2) (CaBP2) (Endoplasmic reticulum resident protein 70) (ER protein 70) (ERp70) (Endoplasmic reticulum resident protein 72) (ER protein 72) (ERp-72) (ERp72)Pdia4 2 25 12.093 108 0 33.332 10.3356072 8.22066929 9.450386869 7.290965331 7.581386697 7.969071899
tr|D3ZCI0|D3ZCI0_RAT Glycerol kinase OS=Rattus norvegicus OX=10116 GN=Gk PE=1 SV=2;tr|A0A0G2KA23|A0A0G2KA23_RAT Glycerol kinase OS=Rattus norvegicus OX=10116 GN=Gk PE=1 SV=1;sp|Q63060|GLPK_RAT Glycerol kinase OS=Rattus norvegicus OX=10116 GN=Gk PE=2 SV=1;tCathepsin B (EC 3.4.22.1) (Cathepsin B1) (RSG-2) [Cleaved into: Cathepsin B light chain; Cathepsin B heavy chain]Ctsb 10 24.6 57.462 524 0 74.195 19.99341738 19.10577907 18.8238179 21.41194795 19.95928105 20.27632464
tr|F1LMM8|F1LMM8_RAT [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pdk2 PE=1 SV=3;sp|Q64536|PDK2_RAT [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 2, mitochondrial OS=Rattus 40S ribosomal protein S6 Rps6 11 36.1 46.239 407 0 323.31 71.18463566 70.64905209 73.29127862 87.71901972 75.55873358 82.13389703
tr|D3ZZZ9|D3ZZZ9_RAT Catenin (Cadherin associated protein), delta 1 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ctnnd1 PE=1 SV=1Cell surface glycoprotein MUC18 (Gicerin) (Melanoma cell adhesion molecule) (Melanoma-associated antigen MUC18) (CD antigen CD146)Mcam 16 23.7 104.07 932 0 66.785 20.79640751 20.08318449 20.47077763 19.02040021 19.94161797 19.91344084
tr|F1LM19|F1LM19_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=3;sp|P24090|FETUA_RAT Alpha-2-HS-glycoprotein OS=Rattus norvegicus OX=10116 GN=Ahsg PE=1 SV=2;tr|Q7TP75|Q7TP75_RAT Aa2-066 OS=Rattus norvegicus OX=10116 PE=1 SV=1Calcium-independent phospholipase A2-gamma (EC 3.1.1.5) (Intracellular membrane-associated calcium-independent phospholipase A2 gamma) (iPLA2-gamma) (Patatin-like phospholipase domain-containing protein 8)Pnpla8 2 6.8 38.346 352 0 14.065 12.26972095 11.54432336 11.47846125 7.458503884 10.84251472 8.345814059
sp|B4F7A1|LYRM7_RAT Complex III assembly factor LYRM7 OS=Rattus norvegicus OX=10116 GN=Lyrm7 PE=3 SV=1Coatomer subunit beta (Beta-coat protein) (Beta-COP)Copb1 3 34.6 12.03 104 0 15.869 3.84940865 3.774116691 3.783871662 4.420239965 4.801152395 5.777910754
sp|P14562|LAMP1_RAT Lysosome-associated membrane glycoprotein 1 OS=Rattus norvegicus OX=10116 GN=Lamp1 PE=1 SV=1Iron-sulfur cluster assembly 2 (RCG20978, isoform CRA_e)Isca2 6 13.8 43.969 407 0 83.106 32.00398065 25.86390739 37.93294827 18.92795018 24.89840173 23.93133951
tr|G3V741|G3V741_RAT Phosphate carrier protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Slc25a3 PE=1 SV=1;tr|Q6IRH6|Q6IRH6_RAT Phosphate carrier protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Slc25a3 PE=1 SV=1;sp|P16036|MPCP_RAT Phosphate cSerine hydroxymethyltransferase (EC 2.1.2.1)Shmt2 15 38.5 39.531 356 0 323.31 1225.656371 1508.866654 1276.891126 1148.810992 1093.410107 1046.56303



tr|Q5XFV4|Q5XFV4_RAT Fabp4 protein OS=Rattus norvegicus OX=10116 GN=Fabp4 PE=1 SV=1;sp|P70623|FABP4_RAT Fatty acid-binding protein, adipocyte OS=Rattus norvegicus OX=10116 GN=Fabp4 PE=1 SV=3;tr|A0A0G2K586|A0A0G2K586_RAT Fatty acid-binding protein, adipocyt40S ribosomal protein S8 Rps8 7 50.8 14.736 132 0 69.038 142.915496 158.3777289 138.6670991 136.027416 131.0665998 113.0893734
sp|P0DN35|NDUB1_RAT NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1 OS=Rattus norvegicus OX=10116 GN=Ndufb1 PE=3 SV=1Dehydrogenase/reductase 7Dhrs7 2 31.6 6.9981 57 0 10.853 46.49687583 51.0914311 45.49137313 45.60434143 42.13626 40.01371294
sp|Q5M818|RM16_RAT 39S ribosomal protein L16, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl16 PE=2 SV=1MAGUK p55 subfamily member 7Mpp7 2 10.4 28.895 251 0 9.3895 12.81275597 13.2865307 15.0524581 16.09628821 15.64687264 14.87926222
tr|F7F469|F7F469_RAT Interferon gamma-induced GTPase OS=Rattus norvegicus OX=10116 GN=Igtp PE=1 SV=2;tr|A0A0G2K471|A0A0G2K471_RAT Interferon gamma-induced GTPase OS=Rattus norvegicus OX=10116 GN=Igtp PE=1 SV=1Acyl-CoA synthetase family member 3 (Similar to C50H11.1, isoform CRA_a)Acsf3 3 5.9 157.13 1388 0 15.168 13.95225238 13.5771364 12.47208158 16.23691642 15.11370928 19.50128286
tr|A0A0G2K013|A0A0G2K013_RAT Alpha-actinin-4 OS=Rattus norvegicus OX=10116 GN=Actn4 PE=1 SV=1;sp|Q9QXQ0|ACTN4_RAT Alpha-actinin-4 OS=Rattus norvegicus OX=10116 GN=Actn4 PE=1 SV=2;tr|A0A0G2K5U9|A0A0G2K5U9_RAT Alpha-actinin-4 OS=Rattus norvegicus OX=10116 GN60S acidic ribosomal protein P1Rplp1 22 32.7 102.97 892 0 172.4 91.72985956 98.90581919 98.69717684 80.99143533 91.9919404 89.35051116
tr|F1M6Q3|F1M6Q3_RAT Collagen type IV alpha 2 chain OS=Rattus norvegicus OX=10116 GN=Col4a2 PE=1 SV=3AP-2 complex subunit alpha-2 (100 kDa coated vesicle protein C) (Adaptor protein complex AP-2 subunit alpha-2) (Adaptor-related protein complex 2 subunit alpha-2) (Alpha-adaptin C) (Alpha2-adaptin) (Clathrin assembly protein complex 2 alpha-C large chain) (Plasma membrane adaptor HA2/AP2 adaptin alpha C subunit)Ap2a2 3 2.2 160.76 1645 0 14.216 12.17004491 15.91101885 15.18542942 10.10135946 11.19446796 12.73070271
tr|A0A0G2K673|A0A0G2K673_RAT Tryptophan--tRNA ligase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Wars PE=1 SV=1;tr|F8WFH8|F8WFH8_RAT Tryptophan--tRNA ligase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Wars PE=1 SV=1;sp|Q6P7B0|SYWC_RAT Tryptophan--tRNA Cytochrome b-c1 complex subunit 8 (Complex III subunit 8) (Complex III subunit VIII) (Low molecular mass ubiquinone-binding protein) (Ubiquinol-cytochrome c reductase complex 9.5 kDa protein) (Ubiquinol-cytochrome c reductase complex ubiquinone-binding protein QP-C)Uqcrq 3 9.8 42.88 379 0 2.7928 1.411093663 1.39975872 1.374577931 1.540703633 1.61852695 1.857636546
sp|P10888|COX41_RAT Cytochrome c oxidase subunit 4 isoform 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox4i1 PE=1 SV=13-ketoacyl-CoA thiolase A, peroxisomal (EC 2.3.1.16) (Acetyl-CoA acyltransferase A) (Beta-ketothiolase A) (Peroxisomal 3-oxoacyl-CoA thiolase A)Acaa1a 17 63.3 19.514 169 0 323.31 654.751925 763.7079773 684.4881914 629.7018991 617.5732577 589.8016565
sp|P0C5H9|MANF_RAT Mesencephalic astrocyte-derived neurotrophic factor OS=Rattus norvegicus OX=10116 GN=Manf PE=1 SV=1Caveolae-associated protein 3 (Cavin-3) (D3T-inducible gene 2 protein) (DIG-2) (Dithiolethione-inducible gene 2 protein) (Protein kinase C delta-binding protein) (Serum deprivation response factor-related gene product that binds to C-kinase)Cavin3 7 34.1 20.388 179 0 31.777 16.87674719 16.84466695 17.28836561 12.34359823 13.93159126 15.87655107
tr|Q4KLL7|Q4KLL7_RAT Vacuolar protein sorting 4 homolog B OS=Rattus norvegicus OX=10116 GN=Vps4b PE=1 SV=1;sp|Q793F9|VPS4A_RAT Vacuolar protein sorting-associated protein 4A OS=Rattus norvegicus OX=10116 GN=Vps4a PE=1 SV=1;tr|F7F1Y3|F7F1Y3_RAT Vacuolar proSerine protease inhibitor A3N (Serpin A3N) (CPI-26) (Contrapsin-like protease inhibitor 6) (SPI-2.2) (Serine protease inhibitor 3) (SPI-3)Serpina3n 5 12.4 49.451 444 0 7.1267 14.56346582 15.49104367 14.50277351 12.91869818 14.5046601 13.24910814
tr|F1M8Y4|F1M8Y4_RAT DEP domain-containing MTOR-interacting protein OS=Rattus norvegicus OX=10116 GN=Deptor PE=1 SV=2Fatty acid-binding protein 5 (Cutaneous fatty acid-binding protein) (C-FABP) (DA11) (Epidermal-type fatty acid-binding protein) (E-FABP) (Fatty acid-binding protein, epidermal)Fabp5 2 6.6 46.226 409 0 2.5653 12.26214557 13.14384378 12.19148069 11.82231895 11.49016101 11.76780313
sp|Q920A6|RISC_RAT Retinoid-inducible serine carboxypeptidase OS=Rattus norvegicus OX=10116 GN=Scpep1 PE=2 SV=1Reticulon-4 (Foocen) (Glut4 vesicle 20 kDa protein) (Neurite outgrowth inhibitor) (Nogo protein)Rtn4 3 7.3 51.174 452 0 4.6363 7.202988842 7.918648635 8.57403258 8.389514756 9.461523496 9.143439831
sp|Q4KLZ1|TM186_RAT Transmembrane protein 186 OS=Rattus norvegicus OX=10116 GN=Tmem186 PE=2 SV=1Ezrin (Cytovillin) (Villin-2) (p81)Ezr 2 14.4 24.64 216 0 11.384 7.00204196 8.070372397 6.60563824 6.596505006 5.147348774 6.038140012
sp|Q6AYE2|SHLB1_RAT Endophilin-B1 OS=Rattus norvegicus OX=10116 GN=Sh3glb1 PE=2 SV=1;tr|A0A0G2K714|A0A0G2K714_RAT Endophilin-B1 OS=Rattus norvegicus OX=10116 GN=Sh3glb1 PE=1 SV=1Diablo homolog (Drosophila) (Diablo homolog (Drosophila), isoform CRA_b) (Diablo, IAP-binding mitochondrial protein)Diablo 6 16.7 40.787 365 0 19.416 9.315722035 8.599265261 8.969805485 8.487173239 8.550239376 7.787886637
tr|D3ZFC6|D3ZFC6_RAT Inter-alpha-trypsin inhibitor heavy chain family, member 4 OS=Rattus norvegicus OX=10116 GN=Itih4 PE=1 SV=3;tr|Q5EBC0|Q5EBC0_RAT Inter alpha-trypsin inhibitor, heavy chain 4 OS=Rattus norvegicus OX=10116 GN=Itih4 PE=1 SV=1Aspartate--tRNA ligase, cytoplasmic (EC 6.1.1.12) (Aspartyl-tRNA synthetase) (AspRS)Dars1 10 13.4 103.75 932 0 57.32 22.87724437 18.45274858 18.54112296 23.29219928 23.60703429 29.64714427
tr|B5DFN1|B5DFN1_RAT Eukaryotic translation initiation factor 1B OS=Rattus norvegicus OX=10116 GN=Eif1b PE=2 SV=1;tr|B0K008|B0K008_RAT Eukaryotic translation initiation factor 1 OS=Rattus norvegicus OX=10116 GN=Eif1 PE=1 SV=1;tr|F1LWP8|F1LWP8_RAT UncharactCD48 antigen (BCM1 surface antigen) (BLAST-1) (MRC OX-45 surface antigen) (SLAM family member 2) (SLAMF2) (Signaling lymphocytic activation molecule 2) (CD antigen CD48)Cd48 2 26.5 12.823 113 0 8.463 2.062855307 2.184917298 1.719256344 2.304089145 2.688386283 2.237099051
tr|D4A3V2|D4A3V2_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6 OS=Rattus norvegicus OX=10116 GN=Ndufa6 PE=1 SV=1Fibrinogen gamma chain Fgg 9 58.5 15.224 130 0 135.02 80.71366441 95.60975126 89.60905829 80.46190933 78.26053072 72.97197938
tr|D3ZD23|D3ZD23_RAT ATP-binding cassette subfamily E member 1 OS=Rattus norvegicus OX=10116 GN=Abce1 PE=1 SV=1Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 12 (Proteasome 26S subunit, non-ATPase 12)Psmd12 4 9.7 67.3 599 0 7.5965 8.194566017 7.243263864 6.927072848 6.140331381 6.984767086 6.155679459
tr|M0R3V7|M0R3V7_RAT Sodium/calcium exchanger 1 OS=Rattus norvegicus OX=10116 GN=Slc8a1 PE=3 SV=2;sp|Q01728|NAC1_RAT Sodium/calcium exchanger 1 OS=Rattus norvegicus OX=10116 GN=Slc8a1 PE=1 SV=3Annexin A4 (36 kDa zymogen granule membrane-associated protein) (ZAP36) (Annexin IV) (Annexin-4) (Lipocortin IV)Anxa4 15 21.1 107.45 965 0 323.31 67.97108036 53.85480119 72.55313074 48.38218272 54.22107806 46.76684182
sp|Q7TQ16|QCR8_RAT Cytochrome b-c1 complex subunit 8 OS=Rattus norvegicus OX=10116 GN=Uqcrq PE=3 SV=1Radixin Rdx 4 42.7 9.8492 82 0 46.781 108.945904 125.4360745 117.5016249 102.8452337 110.6428451 100.652776
sp|Q9Z0V5|PRDX4_RAT Peroxiredoxin-4 OS=Rattus norvegicus OX=10116 GN=Prdx4 PE=2 SV=1Ras-related protein Rab-21Rab21 2 11 31.007 273 0 2.6578 27.41768702 28.32430558 25.20225317 25.32566592 25.0050344 22.64251177
sp|P36876|2ABA_RAT Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Rattus norvegicus OX=10116 GN=Ppp2r2a PE=2 SV=1Nucleoside diphosphate kinase B (NDK B) (NDP kinase B) (EC 2.7.4.6) (Histidine protein kinase NDKB) (EC 2.7.13.3) (P18)Nme2 3 9.6 51.677 447 0 9.1146 0.827709777 0.74520624 0.740660721 0.411511146 0.606661399 0.670847415
sp|P97532|THTM_RAT 3-mercaptopyruvate sulfurtransferase OS=Rattus norvegicus OX=10116 GN=Mpst PE=1 SV=3NAD-dependent protein deacetylase (EC 2.3.1.286)Sirt3 7 31.3 32.94 297 0 125.65 37.09662852 37.53760023 35.5787277 54.54985848 40.45303384 52.64638057
tr|D3Z865|D3Z865_RAT Mannose-P-dolichol utilization defect 1 OS=Rattus norvegicus OX=10116 GN=Mpdu1 PE=1 SV=13'(2'),5'-bisphosphate nucleotidase 1 (EC 3.1.3.7) (Bisphosphate 3'-nucleotidase 1) (PAP-inositol 1,4-phosphatase) (PIP) (scHAL2 analogous 3)Bpnt1 2 8.1 26.547 247 0 11.431 2.644724116 2.483323218 2.675498126 2.704792752 2.975444052 2.774803529
tr|D3ZEY0|D3ZEY0_RAT Coiled-coil domain-containing 141 OS=Rattus norvegicus OX=10116 GN=Ccdc141 PE=1 SV=2Aminopeptidase (EC 3.4.11.-)Enpep 19 15.1 173.5 1530 0 69.979 37.75169941 30.38280226 39.21449863 39.38154288 43.32426572 47.48439705
tr|D3ZW08|D3ZW08_RAT Adenylosuccinate lyase OS=Rattus norvegicus OX=10116 GN=Adsl PE=1 SV=1LRP chaperone MESD (LDLR chaperone MESD) (Mesoderm development candidate 2) (Mesoderm development protein)Mesd 3 8.3 54.852 484 0 3.8883 1.281993265 1.25754742 1.533567654 1.149158222 1.008103969 1.214916475
tr|M0RCT5|M0RCT5_RAT Echinoderm microtubule-associated protein-like 1 OS=Rattus norvegicus OX=10116 GN=Eml1 PE=1 SV=2;tr|M0RDD8|M0RDD8_RAT Echinoderm microtubule-associated protein-like 1 OS=Rattus norvegicus OX=10116 GN=Eml1 PE=1 SV=2;sp|Q4V8C3|EMAL1_RAT Biliverdin reductase B (Biliverdin reductase B (Flavin reductase (NADPH))) (Biliverdin reductase B (Flavin reductase (NADPH)) (Predicted), isoform CRA_b)Blvrb 3 4.7 85.75 780 0 2.9785 2.990001894 2.895878676 3.567714741 2.572932098 2.662938363 2.488807982
tr|M0RD75|M0RD75_RAT 40S ribosomal protein S6 OS=Rattus norvegicus OX=10116 GN=Rps6 PE=1 SV=1;sp|P62755|RS6_RAT 40S ribosomal protein S6 OS=Rattus norvegicus OX=10116 GN=Rps6 PE=1 SV=139S ribosomal protein L38, mitochondrial (L38mt) (MRP-L38)Mrpl38 4 19 28.421 247 0 48.729 26.35713403 19.22848982 21.97272533 16.07371825 17.50084191 16.71934484
tr|F1LQC1|F1LQC1_RAT Acyl-coenzyme A oxidase OS=Rattus norvegicus OX=10116 GN=Acox1 PE=1 SV=3;sp|P07872|ACOX1_RAT Peroxisomal acyl-coenzyme A oxidase 1 OS=Rattus norvegicus OX=10116 GN=Acox1 PE=1 SV=1;tr|F1M609|F1M609_RAT Acyl-coenzyme A oxidase OS=Rattus Ras-related protein Rab-6A (Rab-6)Rab6a 15 33.9 74.508 660 0 281.45 54.57860858 60.90353521 54.55488675 70.27070407 68.91872366 58.88777657
tr|A0A0G2K7W8|A0A0G2K7W8_RAT Histidine triad nucleotide-binding protein 3 OS=Rattus norvegicus OX=10116 GN=Hint3 PE=1 SV=1;tr|F1M9G8|F1M9G8_RAT Histidine triad nucleotide-binding protein 3 OS=Rattus norvegicus OX=10116 GN=Hint3 PE=1 SV=1;sp|Q8K3P7|HINT3_RA40S ribosomal protein S16 Rps16 2 26.2 14.317 130 0 14.559 1.074906339 0.98468246 0.736996157 0.691031427 0.677804362 0.603711347
sp|Q68FY0|QCR1_RAT Cytochrome b-c1 complex subunit 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Uqcrc1 PE=1 SV=1Frataxin, mitochondrial (Fxn) (EC 1.16.3.1) [Cleaved into: Frataxin intermediate form; Frataxin mature form]Fxn 18 55 52.848 480 0 323.31 632.942809 736.2169633 676.5308526 620.0662621 607.7473514 580.7167298
tr|Q4QQV0|Q4QQV0_RAT Tubulin beta chain OS=Rattus norvegicus OX=10116 GN=Tubb6 PE=1 SV=1Carboxylesterase 1D (Carboxyesterase ES-10) (Carboxylesterase 3) (EC 3.1.1.1) (EC 3.1.1.67) (ES-HVEL) (Fatty acid ethyl ester synthase) (FAEE synthase) (Liver carboxylesterase 10) (pI 6.1 esterase)Ces1d 2 6.5 50.059 447 0.0013605 1.7906 0.472623878 0.485611163 0.560468878 0.301517311 0.448426365 0.418486628
tr|A0A0G2JUM8|A0A0G2JUM8_RAT Cytochrome c oxidase assembly factor 6 OS=Rattus norvegicus OX=10116 GN=Coa6 PE=1 SV=1Sorbin and SH3 domain-containing protein 2 (Arg-binding protein 2) (ArgBP2) (Arg/Abl-interacting protein 2) (Neural ArgBP2) (nArgBP2) (Sorbin)Sorbs2 2 21.5 9.3683 79 0 2.9424 1.94547681 1.970744226 1.969389007 1.629941785 1.754990602 1.883094872
tr|B2GV62|B2GV62_RAT Mitochondrial ribosomal protein L20 OS=Rattus norvegicus OX=10116 GN=Mrpl20 PE=1 SV=1C-1-tetrahydrofolate synthase, cytoplasmic (C1-THF synthase) [Includes: Methylenetetrahydrofolate dehydrogenase (EC 1.5.1.5); Methenyltetrahydrofolate cyclohydrolase (EC 3.5.4.9); Formyltetrahydrofolate synthetase (EC 6.3.4.3)]Mthfd1 2 21.5 17.525 149 0 36.788 2.966199258 2.930884535 3.446731781 3.681507795 3.524438763 3.446061563
tr|M0RB00|M0RB00_RAT Complement C4A OS=Rattus norvegicus OX=10116 GN=C4a PE=4 SV=2;tr|A0A0G2JW12|A0A0G2JW12_RAT Complement C4-like OS=Rattus norvegicus OX=10116 GN=LOC103689965 PE=4 SV=1;sp|P08649|CO4_RAT Complement C4 OS=Rattus norvegicus OX=10116 GN=C4 PATP-binding cassette subfamily B member 10 (ATP-binding cassette, sub-family B (MDR/TAP), member 10)Abcb10 8 7.2 190.6 1734 0 24.751 8.509143577 6.715322246 7.595594011 9.041439386 8.299031119 9.613597621
sp|P07154|CATL1_RAT Cathepsin L1 OS=Rattus norvegicus OX=10116 GN=Ctsl PE=1 SV=2Lysine--tRNA ligase (EC 2.7.7.-) (EC 6.1.1.6) (Lysyl-tRNA synthetase) (LysRS)Kars1 2 11.4 37.66 334 0 3.4691 1.630779639 1.73649986 1.678841439 1.547083988 1.55441651 1.654226576
tr|D3ZEG8|D3ZEG8_RAT Translocase of inner mitochondrial membrane 29 OS=Rattus norvegicus OX=10116 GN=Timm29 PE=1 SV=1AFG1-like ATPase (EC 3.6.-.-) (Lactation elevated protein 1)Afg1l 3 20.6 29.873 267 0 4.6699 1.629743008 2.195428568 1.739987305 1.310490036 1.649862564 0.995338415
tr|D4A833|D4A833_RAT Mitochondrial ribosomal protein S30 OS=Rattus norvegicus OX=10116 GN=Mrps30 PE=1 SV=1Carbonyl reductase [NADPH] 1 (EC 1.1.1.184) (15-hydroxyprostaglandin dehydrogenase [NADP(+)]) (EC 1.1.1.141) (EC 1.1.1.197) (20-beta-hydroxysteroid dehydrogenase) (NADPH-dependent carbonyl reductase 1) (EC 1.1.1.53) (Prostaglandin 9-ketoreductase) (PG-9-KR) (Prostaglandin-E(2) 9-reductase) (EC 1.1.1.189)Cbr1 9 33.2 50.001 440 0 66.908 9.385096554 10.73576413 11.70147614 14.85884672 11.76295748 12.57158818
tr|A0A0G2JSZ0|A0A0G2JSZ0_RAT Calcium channel, voltage-dependent, beta 2 subunit, isoform CRA_d OS=Rattus norvegicus OX=10116 GN=Cacnb2 PE=1 SV=1;tr|D3ZWK0|D3ZWK0_RAT Calcium channel, voltage-dependent, beta 2 subunit, isoform CRA_g OS=Rattus norvegicus OX=Glycogenin-1 (GN-1) (GN1) (EC 2.4.1.186)Gyg1 4 9.3 68.181 604 0 31.064 17.65422024 20.13502741 18.70236378 13.33797861 17.89597157 14.89927986
tr|C6ZII9|C6ZII9_RAT NAD-dependent protein deacetylase OS=Rattus norvegicus OX=10116 GN=Sirt3 PE=1 SV=1RAB5C, member RAS oncogene family (RCG32615, isoform CRA_a) (Rab5c protein)Rab5c 4 20 35 320 0 45.376 9.587239549 9.628989226 9.416882284 12.15956624 10.29953854 10.82235482
tr|F1LPM9|F1LPM9_RAT Serine/threonine-protein kinase TNNI3K OS=Rattus norvegicus OX=10116 GN=Tnni3k PE=4 SV=2;sp|Q7TQP6|TNI3K_RAT Serine/threonine-protein kinase TNNI3K OS=Rattus norvegicus OX=10116 GN=Tnni3k PE=2 SV=3Thrombomodulin Thbd 2 3.4 92.773 835 0 3.0394 1.643179338 1.435763387 1.746688222 1.247467761 1.470745843 1.386041592
sp|P62828|RAN_RAT GTP-binding nuclear protein Ran OS=Rattus norvegicus OX=10116 GN=Ran PE=1 SV=3;tr|Q66H11|Q66H11_RAT GTP-binding nuclear protein Ran OS=Rattus norvegicus OX=10116 GN=RGD1306195 PE=2 SV=1;sp|Q8K586|RANT_RAT GTP-binding nuclear protein Ran, Voltage-dependent L-type calcium channel subunit alpha-1C (Calcium channel, L type, alpha-1 polypeptide, isoform 1, cardiac muscle) (Rat brain class C) (RBC) (Voltage-gated calcium channel subunit alpha Cav1.2)Cacna1c 5 25.9 24.423 216 0 10.6 13.55554177 13.31887307 12.99349668 11.02542572 12.76844469 12.04753675
tr|Q6P722|Q6P722_RAT Popeye domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Popdc2 PE=1 SV=1Phosphatidylinositol-3-phosphatase SAC1 (EC 3.1.3.64) (Phosphatidylinositol-4-phosphate phosphatase) (Suppressor of actin mutations 1-like protein)Sacm1l 5 19.6 41.342 368 0 285.21 30.77158617 27.72834986 30.06094143 22.87205078 28.08626068 25.89563413
sp|Q566R0|THEM4_RAT Acyl-coenzyme A thioesterase THEM4 OS=Rattus norvegicus OX=10116 GN=Them4 PE=2 SV=1Carbonyl reductase family member 4 (EC 1.-.-.-) (3-ketoacyl-[acyl-carrier-protein] reductase beta subunit) (KAR beta subunit) (3-oxoacyl-[acyl-carrier-protein] reductase) (EC 1.1.1.-) (Quinone reductase CBR4)Cbr4 3 15.7 26.089 230 0 3.0126 3.047016585 3.620109938 3.313551057 3.56114914 3.904129577 3.79672947
tr|A0A0G2JVH7|A0A0G2JVH7_RAT WAS protein family, member 2 OS=Rattus norvegicus OX=10116 GN=Wasf2 PE=1 SV=1;tr|E9PTF9|E9PTF9_RAT WAS protein family, member 2 OS=Rattus norvegicus OX=10116 GN=Wasf2 PE=1 SV=3;tr|A0A0G2K5T9|A0A0G2K5T9_RAT WAS protein family, m26S proteasome regulatory subunit 4 (P26s4) (26S proteasome AAA-ATPase subunit RPT2) (Proteasome 26S subunit ATPase 1)Psmc1 2 6 45.338 419 0 5.7729 4.786044396 5.330307842 5.903088984 2.991040617 4.959335095 3.574431064
tr|G3V928|G3V928_RAT LDL receptor-related protein 1 OS=Rattus norvegicus OX=10116 GN=Lrp1 PE=1 SV=1Coiled-coil domain-containing protein 127Ccdc127 14 4.3 504.88 4545 0 49.318 17.80174077 16.4189843 17.35956285 18.34764177 20.93271305 22.9822983
tr|D3ZPP2|D3ZPP2_RAT ADP-ribosylation factor-like GTPase 8A OS=Rattus norvegicus OX=10116 GN=Arl8a PE=1 SV=1Proteasome subunit alpha type-7 (EC 3.4.25.1) (Proteasome subunit RC6-1)Psma7 3 18.3 21.39 186 0 36.103 25.12593567 25.47151835 25.0436299 21.40456931 22.46874687 24.43024058
sp|Q7TS56|CBR4_RAT Carbonyl reductase family member 4 OS=Rattus norvegicus OX=10116 GN=Cbr4 PE=2 SV=1Mitochondrial-processing peptidase subunit beta (EC 3.4.24.64) (Beta-MPP) (P-52)Pmpcb 3 20.3 25.286 236 0 43.534 8.472462797 9.269893802 9.48598549 12.46122245 9.642079431 12.1199082
sp|P11348|DHPR_RAT Dihydropteridine reductase OS=Rattus norvegicus OX=10116 GN=Qdpr PE=1 SV=1Thioredoxin reductase 2, mitochondrial (EC 1.8.1.9) (Thioredoxin reductase TR3)Txnrd2 3 20.3 25.552 241 0 19.961 2.398803408 2.250458159 2.339300561 2.508824729 2.599809205 2.954602955
tr|Q6P9U0|Q6P9U0_RAT Serine (Or cysteine) peptidase inhibitor, clade B, member 6a OS=Rattus norvegicus OX=10116 GN=Serpinb6a PE=1 SV=1Superoxide dismutase [Cu-Zn] (EC 1.15.1.1)Sod1 2 5 43.018 379 0.00046773 2.0391 6.026412949 5.498202788 5.088822878 4.66677338 4.942326202 4.850375663
tr|A0A0G2K9A2|A0A0G2K9A2_RAT Arp2/3 complex 34 kDa subunit OS=Rattus norvegicus OX=10116 GN=Arpc2 PE=1 SV=1;sp|P85970|ARPC2_RAT Actin-related protein 2/3 complex subunit 2 OS=Rattus norvegicus OX=10116 GN=Arpc2 PE=1 SV=1;tr|A0A0G2K905|A0A0G2K905_RAT Arp2/3ADP-ribosylation factor 1 Arf1 11 33.7 34.347 300 0 19.32 49.20806393 49.69309925 54.24078127 28.87392414 43.61014595 42.94552659
sp|Q03344|ATIF1_RAT ATPase inhibitor, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5if1 PE=3 SV=2Mitochondrial ribosomal protein S27 (Mitochondrial ribosomal protein S27 (Predicted), isoform CRA_b)Mrps27 2 19.6 12.248 107 0 3.3806 8.11761612 11.06109032 10.46023599 14.89877818 12.81881718 10.97531009
sp|Q66H47|RM24_RAT 39S ribosomal protein L24, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl24 PE=2 SV=1Syntaxin-binding protein 1 (N-Sec1) (Protein unc-18 homolog 1) (Unc18-1) (Protein unc-18 homolog A) (Unc-18A) (p67) (rbSec1)Stxbp1 5 31.9 25 216 0 24.776 10.97592604 11.87440578 12.27890671 14.80415796 12.29415827 13.5580983
tr|A0A0G2K2U7|A0A0G2K2U7_RAT Glycerol-3-phosphate acyltransferase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gpam PE=1 SV=1;tr|G3V9J8|G3V9J8_RAT Glycerol-3-phosphate acyltransferase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gpam PE=1 SV=2;sp40S ribosomal protein S2 Rps2 7 11.4 93.726 828 0 28.366 13.23179402 12.99449813 12.73697721 17.1518679 14.52559412 19.77075103
tr|B2GV15|B2GV15_RAT Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex OS=Rattus norvegicus OX=10116 GN=Dbt PE=1 SV=1Lipoprotein lipase (LPL) (EC 3.1.1.34) (Phospholipase A1) (EC 3.1.1.32)Lpl 14 37.8 53.273 482 0 186.54 55.9900212 60.61340513 59.7795079 87.05060166 67.34867206 70.64685406
tr|Q6IRL2|Q6IRL2_RAT Mitofusin 2, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=LOC100911485 PE=1 SV=1;sp|Q8R500|MFN2_RAT Mitofusin-2 OS=Rattus norvegicus OX=10116 GN=Mfn2 PE=1 SV=1;tr|F7FHF7|F7FHF7_RAT Mitofusin-2 OS=Rattus norvegicus OX=10116 GN=LOC1009Caveolin-3 Cav3 7 11.8 86.18 757 0 13.047 9.610763093 9.38547021 9.953479146 9.827915703 10.29037991 10.63141738
sp|P83565|RM40_RAT 39S ribosomal protein L40, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl40 PE=1 SV=2Lectin, mannose-binding 2 (Lman2 protein) (RCG24303, isoform CRA_a)Lman2 3 17 24.397 206 0 7.1384 11.17527811 11.57714136 11.75330354 12.71383239 11.70604311 12.29904037
tr|A0A0G2JSR0|A0A0G2JSR0_RAT Voltage-dependent anion-selective channel protein 3 OS=Rattus norvegicus OX=10116 GN=Vdac3 PE=1 SV=1;sp|Q9R1Z0|VDAC3_RAT Voltage-dependent anion-selective channel protein 3 OS=Rattus norvegicus OX=10116 GN=Vdac3 PE=1 SV=2Mitochondrial-processing peptidase subunit alpha (Alpha-MPP) (Inactive zinc metalloprotease alpha) (P-55)Pmpca 12 53 30.783 283 0 323.31 340.9797474 363.9182423 354.0963425 343.2326749 291.0941098 289.6141195
sp|Q07009|CAN2_RAT Calpain-2 catalytic subunit OS=Rattus norvegicus OX=10116 GN=Capn2 PE=1 SV=3Desmoplakin Dsp 10 22 79.918 700 0 190.99 20.11382603 19.97046182 19.34994457 16.46869255 19.25537458 16.67417685
sp|Q4G069|RMD1_RAT Regulator of microtubule dynamics protein 1 OS=Rattus norvegicus OX=10116 GN=Rmdn1 PE=2 SV=1;tr|A0A0G2K167|A0A0G2K167_RAT Regulator of microtubule dynamics protein 1 OS=Rattus norvegicus OX=10116 GN=Rmdn1 PE=1 SV=1Mitochondrial amidoxime reducing component 2 (mARC2) (EC 1.7.-.-) (Molybdenum cofactor sulfurase C-terminal domain-containing protein 2) (MOSC domain-containing protein 2) (Moco sulfurase C-terminal domain-containing protein 2)Mtarc2 9 32.9 35.4 310 0 155.85 51.38100144 53.60272096 40.99181213 40.56125736 37.22069009 37.75633962
tr|F1M3J4|F1M3J4_RAT ATP-binding cassette subfamily C member 4 OS=Rattus norvegicus OX=10116 GN=Abcc4 PE=1 SV=3;tr|F1LR52|F1LR52_RAT ATP-binding cassette subfamily C member 4 OS=Rattus norvegicus OX=10116 GN=Abcc4 PE=1 SV=31-acylglycerol-3-phosphate O-acyltransferase 3 (1-acylglycerol-3-phosphate O-acyltransferase 3 (Predicted), isoform CRA_b)Agpat3 2 1.8 148.9 1325 0.00046253 1.9499 3.034178312 3.045414572 3.15550365 2.299358134 2.791028407 2.816019327
tr|Q499Q2|Q499Q2_RAT TPD52-like 1 OS=Rattus norvegicus OX=10116 GN=Tpd52l1 PE=2 SV=1;tr|A0A0G2K8M7|A0A0G2K8M7_RAT TPD52-like 1 OS=Rattus norvegicus OX=10116 GN=Tpd52l1 PE=4 SV=1Four and a half LIM domains protein 1 (FHL-1)Fhl1 2 16 18.348 163 0.00047125 2.1033 1.617143958 1.335834979 1.776789997 1.911328428 1.980554683 1.825403021
sp|Q6AXM8|PON2_RAT Serum paraoxonase/arylesterase 2 OS=Rattus norvegicus OX=10116 GN=Pon2 PE=2 SV=110 kDa heat shock protein, mitochondrial (Hsp10) (10 kDa chaperonin) (Chaperonin 10) (CPN10)Hspe1 3 11 39.617 354 0 6.207 3.061609156 2.851312794 3.539288195 2.642985783 2.885296922 2.32604921
sp|Q5RKI0|WDR1_RAT WD repeat-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Wdr1 PE=1 SV=3Proteasome subunit beta type-4 (EC 3.4.25.1) (Macropain beta chain) (Multicatalytic endopeptidase complex beta chain) (Proteasome beta chain) (Proteasome chain 3) (RN3)Psmb4 11 28.7 66.181 606 0 159.44 49.61872918 47.52092865 43.27012388 40.03607174 42.90296854 43.4829231
tr|D4AAE9|D4AAE9_RAT CDGSH iron sulfur domain 2 OS=Rattus norvegicus OX=10116 GN=Cisd2 PE=1 SV=1ATP-dependent zinc metalloprotease YME1L1 (EC 3.4.24.-) (ATP-dependent metalloprotease FtsH1) (Meg-4) (YME1-like protein 1)Yme1l1 3 31.1 15.293 135 0 61.125 22.50286119 20.8356202 19.53579032 22.9332501 23.71105021 22.8149714
sp|A0JPJ7|OLA1_RAT Obg-like ATPase 1 OS=Rattus norvegicus OX=10116 GN=Ola1 PE=2 SV=1Dynamin-2 (EC 3.6.5.5) Dnm2 2 6.8 44.535 396 0 9.2717 3.356012287 3.252738672 3.881924923 3.091520345 2.918333424 2.965176373
tr|F1M9V7|F1M9V7_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Npepps PE=1 SV=1Transcription elongation factor, mitochondrialTefm 8 10.2 103.34 920 0 16.685 13.64883854 14.34193831 14.04627355 14.46213626 14.47522163 15.36584474



tr|A0A0G2JUV4|A0A0G2JUV4_RAT Mitochondrial ribosomal protein L1 OS=Rattus norvegicus OX=10116 GN=Mrpl1 PE=4 SV=1;tr|A0A0G2JWU3|A0A0G2JWU3_RAT Mitochondrial ribosomal protein L1-like OS=Rattus norvegicus OX=10116 GN=LOC100359687 PE=1 SV=1;tr|F1M9A4|F1M9A4_RER membrane protein complex subunit 8 (Neighbor of COX4)Emc8 5 16.8 33.443 298 0 12.858 6.236928731 6.816629962 7.277823967 7.516664936 7.214387134 7.859231542
tr|A0A0G2JY30|A0A0G2JY30_RAT Carboxypeptidase D OS=Rattus norvegicus OX=10116 GN=Cpd PE=1 SV=1;tr|F1LPC6|F1LPC6_RAT Carboxypeptidase D OS=Rattus norvegicus OX=10116 GN=Cpd PE=1 SV=2;sp|Q9JHW1|CBPD_RAT Carboxypeptidase D OS=Rattus norvegicus OX=10116 GN=CpdChaperonin containing Tcp1, subunit 6A (Zeta 1) (Chaperonin subunit 6a (Zeta)) (Chaperonin-containing TCP1 subunit 6A)Cct6a 3 3.9 126.45 1133 0 5.0808 3.600019216 3.96926484 3.399930064 3.829124017 4.259419172 4.182556556
sp|P63095|GNAS2_RAT Guanine nucleotide-binding protein G(s) subunit alpha isoforms short OS=Rattus norvegicus OX=10116 GN=Gnas PE=1 SV=1;sp|Q63803|GNAS1_RAT Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Rattus norvegicus OX=10116 GRho GTPase-activating protein 1Arhgap1 11 34 45.663 394 0 84.496 52.42959331 45.40202784 49.17216584 34.50946967 47.03482101 37.1193682
tr|F1M6F4|F1M6F4_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|A0A0H2UHU0|A0A0H2UHU0_RAT 40S ribosomal protein S25 OS=Rattus norvegicus OX=10116 GN=Rps25 PE=4 SV=1;sp|P62853|RS25_RAT 40S ribosomal protein S25 OS=Rattus norvegicus OMitochondrial ribosomal protein L45 (Mitochondrial ribosomal protein L45 (Predicted))Mrpl45 4 24.2 13.644 124 0 6.8227 30.06069671 22.89411689 25.50327092 20.3936955 20.04236295 21.94702727
tr|F1M983|F1M983_RAT Complement factor H OS=Rattus norvegicus OX=10116 GN=Cfh PE=1 SV=1;tr|G3V9R2|G3V9R2_RAT Complement factor H OS=Rattus norvegicus OX=10116 GN=Cfh PE=1 SV=1;tr|Q5XJW6|Q5XJW6_RAT Cfh protein OS=Rattus norvegicus OX=10116 GN=Cfh PE=1 SV=1Cysteine and glycine-rich protein 1 (Cysteine-rich protein 1) (CRP) (CRP1)Csrp1 9 11 140.01 1234 0 91.82 23.66747596 20.57783249 22.44754811 25.27227928 30.87571904 37.30568619
tr|F1LYS7|F1LYS7_RAT Sarcoglycan, delta OS=Rattus norvegicus OX=10116 GN=Sgcd PE=4 SV=3Integrin subunit alpha V Itgav 6 24.9 32.087 289 0 121.44 33.93211383 28.82228294 38.12350559 43.64249101 39.82762995 37.53255272
sp|Q5BK85|TMED1_RAT Transmembrane emp24 domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Tmed1 PE=2 SV=1Choline-phosphate cytidylyltransferase A (EC 2.7.7.15) (CCT-alpha) (CTP:phosphocholine cytidylyltransferase A) (CCT A) (CT A) (Phosphorylcholine transferase A)Pcyt1a 3 13.2 25.209 227 0 8.7413 6.018438867 4.50034557 4.943496743 3.654510649 4.626876667 3.807610851
tr|G3V936|G3V936_RAT Citrate synthase OS=Rattus norvegicus OX=10116 GN=Cs PE=1 SV=1;sp|Q8VHF5|CISY_RAT Citrate synthase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cs PE=1 SV=1Peroxiredoxin-6 (EC 1.11.1.27) (1-Cys peroxiredoxin) (1-Cys PRX) (Acidic calcium-independent phospholipase A2) (aiPLA2) (EC 3.1.1.4) (Antioxidant protein 2) (Glutathione-dependent peroxiredoxin) (Non-selenium glutathione peroxidase) (NSGPx) (Thiol-specific antioxidant protein)Prdx6 19 39.7 51.83 466 0 323.31 281.0545165 292.0468389 299.7979752 374.361859 306.1927728 342.4966055
tr|D3Z8B0|D3Z8B0_RAT Cytochrome c oxidase assembly factor COX16 OS=Rattus norvegicus OX=10116 GN=Cox16 PE=1 SV=1T-complex protein 1 subunit eta (TCP-1-eta) (CCT-eta)Cct7 2 16 12.252 106 0.00047393 2.1375 6.702216453 7.081552017 6.787295909 9.091787759 7.398868198 7.927496811
sp|Q3KRE0|ATAD3_RAT ATPase family AAA domain-containing protein 3 OS=Rattus norvegicus OX=10116 GN=Atad3 PE=1 SV=1Alpha-1-antiproteinase (Alpha-1-antitrypsin) (Alpha-1-proteinase inhibitor) (Serpin A1)Serpina1 16 32.5 66.758 591 0 126.23 55.47569287 69.1984017 62.83680123 52.42307374 55.29329247 50.22527325
sp|Q9WVJ4|SYJ2B_RAT Synaptojanin-2-binding protein OS=Rattus norvegicus OX=10116 GN=Synj2bp PE=1 SV=260S ribosomal protein L11 Rpl11 6 54.5 15.825 145 0 176.72 14.48093406 15.02207931 16.20522521 14.31152517 14.34176724 13.19008178
sp|Q9EQS0|TALDO_RAT Transaldolase OS=Rattus norvegicus OX=10116 GN=Taldo1 PE=1 SV=2Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-5Gng5 2 7.1 37.46 337 0 3.3112 0.560817232 0.680854437 0.680352469 0.509256437 0.50188008 0.601863565
tr|F1LPX0|F1LPX0_RAT Mitochondrial intermediate peptidase OS=Rattus norvegicus OX=10116 GN=Mipep PE=1 SV=1;sp|Q01992|MIPEP_RAT Mitochondrial intermediate peptidase OS=Rattus norvegicus OX=10116 GN=Mipep PE=1 SV=1;tr|A0A0G2K4T8|A0A0G2K4T8_RAT Mitochondrial Apolipoprotein A-I (Apo-AI) (ApoA-I) (Apolipoprotein A1) [Cleaved into: Proapolipoprotein A-I (ProapoA-I)]Apoa1 4 5.5 80.654 710 0 7.5057 13.25810849 11.66703412 12.09306097 16.46782448 13.24796462 18.2109153
sp|Q6PCU8|NDUV3_RAT NADH dehydrogenase [ubiquinone] flavoprotein 3, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufv3 PE=3 SV=1AP-2 complex subunit mu (AP-2 mu chain) (Adaptor protein complex AP-2 subunit mu) (Adaptor-related protein complex 2 subunit mu) (Clathrin assembly protein complex 2 mu medium chain) (Clathrin coat assembly protein AP50) (Clathrin coat-associated protein AP50) (Mu2-adaptin) (Plasma membrane adaptor AP-2 50 kDa protein)Ap2m1 2 19.4 11.941 108 0 101.97 68.33390112 74.25427503 80.65181703 66.85916773 66.23001029 63.35324903
tr|A0A0H2UHQ8|A0A0H2UHQ8_RAT 40S ribosomal protein S17 OS=Rattus norvegicus OX=10116 GN=Rps17 PE=3 SV=1;tr|D3ZKG6|D3ZKG6_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|D3ZFA8|D3ZFA8_RAT 40S ribosomal protein S17-like OS=Rattus norvePhospholipid hydroperoxide glutathione peroxidase (PHGPx) (EC 1.11.1.12) (Glutathione peroxidase 4) (GPx-4) (GSHPx-4)Gpx4 3 32.1 15.379 134 0 23.459 6.293544718 3.864865574 5.629817216 3.24664542 3.716050478 3.257844465
sp|P68101|IF2A_RAT Eukaryotic translation initiation factor 2 subunit 1 OS=Rattus norvegicus OX=10116 GN=Eif2s1 PE=1 SV=2ATP-binding cassette sub-family D member 3 (70 kDa peroxisomal membrane protein) (PMP70)Abcd3 5 20.3 36.108 315 0 8.1309 6.323846232 5.367882065 4.577930315 6.452404489 6.746642593 6.897358507
tr|F1M5V2|F1M5V2_RAT GLI pathogenesis-related 2 OS=Rattus norvegicus OX=10116 GN=Glipr2 PE=1 SV=360S ribosomal protein L30 Rpl30 4 24.7 18.985 170 0 16.252 14.45342348 14.17594586 17.93804044 9.372610153 14.37316827 11.57789223
sp|P18420|PSA1_RAT Proteasome subunit alpha type-1 OS=Rattus norvegicus OX=10116 GN=Psma1 PE=1 SV=2NADH:ubiquinone oxidoreductase subunit A3Ndufa3 7 31.6 29.517 263 0 15.77 11.06124872 9.598073726 11.65174277 7.744100692 9.371245529 9.914888695
tr|D3Z9E1|D3Z9E1_RAT Elastin microfibril interfacer 1 OS=Rattus norvegicus OX=10116 GN=Emilin1 PE=1 SV=1CD9 antigen (CD antigen CD9)Cd9 3 5 94.504 900 0 3.7863 5.207873367 5.220914534 5.226767535 5.589103498 5.313577988 5.392442958
tr|D4ACC2|D4ACC2_RAT KN motif and ankyrin repeat domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Kank2 PE=1 SV=2;sp|D3ZD05|KANK2_RAT KN motif and ankyrin repeat domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Kank2 PE=1 SV=2Beta-2-microglobulin B2m 2 2.5 90.221 840 0 3.2042 4.349463372 4.199751784 4.354182512 4.622067496 4.771125158 5.446336592
tr|G3V9L3|G3V9L3_RAT Dual-specificity phosphatase 3 OS=Rattus norvegicus OX=10116 GN=Dusp3 PE=1 SV=2;tr|A0A0G2K3I9|A0A0G2K3I9_RAT Dual-specificity phosphatase 3 OS=Rattus norvegicus OX=10116 GN=Dusp3 PE=1 SV=1Anoctamin Ano6 2 15.1 21.095 192 0 17.035 1.433381224 1.196382292 0.870438635 1.302416935 1.714627192 1.878167454
sp|P54921|SNAA_RAT Alpha-soluble NSF attachment protein OS=Rattus norvegicus OX=10116 GN=Napa PE=1 SV=2Golgi apparatus protein 1 (E-selectin ligand 1) (ESL-1) (Golgi sialoglycoprotein MG-160)Glg1 12 49.2 33.192 295 0 163.34 20.78125675 22.04798343 23.09565242 18.81640249 20.34656045 14.88388168
sp|Q5XIN6|LETM1_RAT Mitochondrial proton/calcium exchanger protein OS=Rattus norvegicus OX=10116 GN=Letm1 PE=1 SV=1All-trans-retinol 13,14-reductase (EC 1.3.99.23) (All-trans-13,14-dihydroretinol saturase) (RetSat) (PPAR-alpha-regulated and starvation-induced gene protein) (RMT-7)Retsat 28 37.5 83.059 739 0 323.31 204.1165802 202.8579992 181.6419639 186.4669375 164.508699 179.9328768
sp|O08776|NDUF3_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 3 OS=Rattus norvegicus OX=10116 GN=Ndufaf3 PE=2 SV=1Coiled-coil domain-containing protein 47Ccdc47 6 53.5 20.696 185 0 82.49 13.3362545 14.75953537 14.15306941 15.6323019 14.97894652 14.67908587
sp|P13221|AATC_RAT Aspartate aminotransferase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Got1 PE=1 SV=3Similar to 106 kDa O-GlcNAc transferase-interacting protein (Predicted), isoform CRA_a (Trafficking kinesin protein 1)Trak1 14 43.1 46.428 413 0 177.38 93.79913401 76.94630165 73.46403663 58.90759702 75.0157574 63.02988724
tr|D3ZU87|D3ZU87_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|B2GV65|B2GV65_RAT HIG1 domain family, member 2A OS=Rattus norvegicus OX=10116 GN=Higd2a PE=2 SV=139S ribosomal protein L46, mitochondrial (L46mt) (MRP-L46)Mrpl46 2 19.8 11.458 106 0 87.424 9.82765814 9.654197249 9.058802037 9.328338307 8.679768634 8.378150239
tr|F1LPM3|F1LPM3_RAT Sorbin and SH3 domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Sorbs2 PE=1 SV=2;sp|O35413|SRBS2_RAT Sorbin and SH3 domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Sorbs2 PE=1 SV=2Protein ERGIC-53 (ER-Golgi intermediate compartment 53 kDa protein) (Lectin mannose-binding 1) (p58)Lman1 6 5.9 134.14 1196 0 44.258 5.877696308 5.117228702 6.03239574 6.187207452 7.916985228 9.065935653
tr|A0A0G2K5E4|A0A0G2K5E4_RAT DnaJ heat shock protein family (Hsp40) member A3 OS=Rattus norvegicus OX=10116 GN=Dnaja3 PE=1 SV=1;tr|G3V6I5|G3V6I5_RAT DnaJ heat shock protein family (Hsp40) member A3 OS=Rattus norvegicus OX=10116 GN=Dnaja3 PE=1 SV=2;tr|A0A0GRab GDP dissociation inhibitor beta (Rab GDI beta) (GDI-3) (Guanosine diphosphate dissociation inhibitor 2) (GDI-2)Gdi2 13 27.1 52.403 480 0 189.36 58.72911859 56.85122658 59.44969714 72.89663217 63.33391926 63.05555087
sp|Q63942|RAB3D_RAT GTP-binding protein Rab-3D OS=Rattus norvegicus OX=10116 GN=Rab3d PE=1 SV=2;sp|P62824|RAB3C_RAT Ras-related protein Rab-3C OS=Rattus norvegicus OX=10116 GN=Rab3c PE=1 SV=1Striated muscle-specific serine/threonine-protein kinase (EC 2.7.11.1) (Aortic preferentially expressed protein 1) (APEG-1)Speg 2 8.7 24.29 219 0.0047069 1.4016 5.299974022 5.291306749 7.570989081 11.05146799 13.56590007 7.127304675
sp|P38718|MPC2_RAT Mitochondrial pyruvate carrier 2 OS=Rattus norvegicus OX=10116 GN=Mpc2 PE=2 SV=1cAMP-dependent protein kinase type I-alpha regulatory subunit [Cleaved into: cAMP-dependent protein kinase type I-alpha regulatory subunit, N-terminally processed]Prkar1a 6 45.7 14.258 127 0 30.462 29.79595716 39.55233959 34.9253883 28.3370195 26.49069574 28.32238744
sp|D3ZAW2|PISD_RAT Phosphatidylserine decarboxylase proenzyme, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pisd PE=1 SV=3;tr|A0A0G2K0F9|A0A0G2K0F9_RAT Phosphatidylserine decarboxylase proenzyme, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pisd PE=1 SInosine-5'-monophosphate dehydrogenase 2 (IMP dehydrogenase 2) (IMPD 2) (IMPDH 2) (EC 1.1.1.205)Impdh2 8 22.2 45.823 406 0 20.514 36.00019216 40.42320545 37.27280325 36.26558621 34.34226215 33.63168022
sp|P50399|GDIB_RAT Rab GDP dissociation inhibitor beta OS=Rattus norvegicus OX=10116 GN=Gdi2 PE=1 SV=2Blood vessel epicardial substance (Popeye domain-containing protein 1) (Popeye protein 1)Bves 8 20.4 50.537 445 0 37.244 31.57218407 30.82418048 27.68996857 23.90332437 29.15585834 25.38441452
tr|B2RYM3|B2RYM3_RAT Inter-alpha trypsin inhibitor, heavy chain 1 OS=Rattus norvegicus OX=10116 GN=Itih1 PE=1 SV=1Histone cell cycle regulation defective interacting protein 5 (Predicted), isoform CRA_a (NFU1 iron-sulfur cluster scaffold)Nfu1 2 3.5 100.59 904 0 26.93 1.323139531 1.395097614 1.473992315 1.261400372 1.288031087 1.010633941
sp|Q07014|LYN_RAT Tyrosine-protein kinase Lyn OS=Rattus norvegicus OX=10116 GN=Lyn PE=1 SV=360S ribosomal protein L7a Rpl7a 8 19.3 58.659 512 0 13.448 15.42426804 13.54479403 15.84033935 11.10094829 13.93289964 13.26655941
tr|D4A6E3|D4A6E3_RAT Murinoglobulin-1 OS=Rattus norvegicus OX=10116 GN=Mug1 PE=1 SV=2;tr|A0A0G2JUW7|A0A0G2JUW7_RAT Murinoglobulin-1 OS=Rattus norvegicus OX=10116 GN=Mug1 PE=1 SV=1;sp|Q03626|MUG1_RAT Murinoglobulin-1 OS=Rattus norvegicus OX=10116 GN=Mug1 PELimbic system-associated membrane protein (LSAMP)Lsamp 2 2 165.32 1487 0 12.805 16.60323615 13.51863476 12.05013322 11.04669357 11.24484045 10.01497687
sp|P18886|CPT2_RAT Carnitine O-palmitoyltransferase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cpt2 PE=1 SV=1;tr|G3V7N5|G3V7N5_RAT Carnitine O-palmitoyltransferase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cpt2 PE=1 SV=1Mitochondrial ribosomal protein L20 (RCG30918, isoform CRA_a)Mrpl20 25 41.8 74.109 658 0 323.31 261.8529255 254.2966352 243.9290805 329.9207386 278.5271551 277.8037147
sp|Q792I0|LIN7C_RAT Protein lin-7 homolog C OS=Rattus norvegicus OX=10116 GN=Lin7c PE=1 SV=1Decorin (Bone proteoglycan II) (Dermatan sulfate proteoglycan-II) (DSPG) (PG-S2) (PG40)Dcn 3 21.8 21.834 197 0 22.891 7.219335711 5.905811767 6.447538482 4.792210276 5.987784316 5.73530912
tr|E9PTK4|E9PTK4_RAT Threonine synthase-like 1 OS=Rattus norvegicus OX=10116 GN=Thnsl1 PE=1 SV=1Acetyl-CoA carboxylase 1 (ACC1) (EC 6.4.1.2) (ACC-alpha)Acaca 3 5.1 82.709 745 0 2.7468 2.228835837 2.523180432 2.32893508 3.907771649 2.579725628 3.528698467
sp|Q9R0T3|DNJC3_RAT DnaJ homolog subfamily C member 3 OS=Rattus norvegicus OX=10116 GN=Dnajc3 PE=1 SV=3;tr|A0A1W2Q6P6|A0A1W2Q6P6_RAT DnaJ homolog subfamily C member 3 (Fragment) OS=Rattus norvegicus OX=10116 GN=Dnajc3 PE=1 SV=1Plexin B2 Plxnb2 4 11.9 57.56 504 0 19.947 2.925770659 3.432381509 3.785180435 2.695981787 2.843036366 2.734614277
sp|O35878|HSPB2_RAT Heat shock protein beta-2 OS=Rattus norvegicus OX=10116 GN=Hspb2 PE=3 SV=1Mitochondrial ribosomal protein L39Mrpl39 3 25.3 20.346 182 0 14.992 10.1522033 11.23136338 12.15692909 9.323563892 10.42448848 9.669544345
sp|P22002|CAC1C_RAT Voltage-dependent L-type calcium channel subunit alpha-1C OS=Rattus norvegicus OX=10116 GN=Cacna1c PE=1 SV=1;tr|E9PT56|E9PT56_RAT Voltage-dependent L-type calcium channel subunit alpha-1C OS=Rattus norvegicus OX=10116 GN=Cacna1c PE=1 SVCollagen alpha-1(XV) chain-likeLOC108348074 9 5.8 243.48 2169 0 43.621 6.496086417 6.474656969 7.979849714 5.668532398 6.312850417 5.42888532
tr|F1M8Z8|F1M8Z8_RAT Sorbin and SH3 domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Sorbs1 PE=1 SV=1;tr|F1M840|F1M840_RAT Sorbin and SH3 domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Sorbs1 PE=1 SV=1;tr|F1M820|F1M820_RAT Sorbin Major vault protein (MVP) Mvp 21 28 104.28 938 0 119.99 55.43183542 47.48525692 66.00926658 61.21667759 72.45133978 75.53321014
sp|Q01129|PGS2_RAT Decorin OS=Rattus norvegicus OX=10116 GN=Dcn PE=1 SV=1Fermitin family homolog 2 (Drosophila) (Fermitin family member 2) (RCG61183, isoform CRA_b)Fermt2 9 26.8 39.805 354 0 36.76 24.83687518 30.62346754 23.988759 30.35876712 32.84744218 42.52464298
sp|Q05030|PGFRB_RAT Platelet-derived growth factor receptor beta OS=Rattus norvegicus OX=10116 GN=Pdgfrb PE=2 SV=2Dynamin-1-like protein (EC 3.6.5.5) (Dynamin-like protein)Dnm1l 4 4.6 122.83 1097 0 9.2214 2.94423066 2.59671176 3.249368838 2.272664815 2.665358859 2.511186672
tr|B0BNI6|B0BNI6_RAT Similar to solute carrier family 25, member 35, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Slc25a35 PE=1 SV=1Myosin light chain 4 (Myosin light chain 1, atrial isoform)Myl4 3 11 32.491 300 0.00090909 1.8195 10.05133116 10.66442067 10.50578128 9.495008785 8.894996541 10.18948959
sp|E9PU28|IMDH2_RAT Inosine-5-monophosphate dehydrogenase 2 OS=Rattus norvegicus OX=10116 GN=Impdh2 PE=1 SV=1Peroxisomal bifunctional enzyme (PBE) (PBFE) (Multifunctional enzyme 1) (MFE1) (Multifunctional protein 1) (MFP1) [Includes: Enoyl-CoA hydratase/3,2-trans-enoyl-CoA isomerase (EC 4.2.1.17) (EC 5.3.3.8); 3-hydroxyacyl-CoA dehydrogenase (EC 1.1.1.35)]Ehhadh 3 10.5 55.814 514 0 37.132 4.851033169 4.141250145 5.157088469 3.606375868 4.370238648 3.978222695
tr|D3ZS58|D3ZS58_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2 OS=Rattus norvegicus OX=10116 GN=Ndufa2 PE=1 SV=1ADP-ribosylation factor-like GTPase 8A (Similar to ADP-ribosylation factor-like 10B (Predicted))Arl8a 5 42.3 10.844 97 0 304.12 153.8160669 177.3027712 162.3454172 149.2048007 153.008071 142.7308717
sp|P97615|THIOM_RAT Thioredoxin, mitochondrial OS=Rattus norvegicus OX=10116 GN=Txn2 PE=2 SV=1Vesicle-fusing ATPase (EC 3.6.4.6) (N-ethylmaleimide-sensitive fusion protein) (NEM-sensitive fusion protein) (Vesicular-fusion protein NSF)Nsf 3 22.3 18.232 166 0 67.638 18.48193002 17.75215578 15.92514783 24.86992633 18.21259864 24.45744403
sp|Q499N5|ACSF2_RAT Acyl-CoA synthetase family member 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acsf2 PE=2 SV=1Dipeptidyl peptidase 4 (EC 3.4.14.5) (Bile canaliculus domain-specific membrane glycoprotein) (Dipeptidyl peptidase IV) (DPP IV) (GP110 glycoprotein) (T-cell activation antigen CD26) (CD antigen CD26) [Cleaved into: Dipeptidyl peptidase 4 membrane form (Dipeptidyl peptidase IV membrane form); Dipeptidyl peptidase 4 soluble form (Dipeptidyl peptidase IV soluble form); Dipeptidyl peptidase 4 60 kDa soluble form (Dipeptidyl peptidase IV 60 kDa soluble form)]Dpp4 18 37.7 67.886 615 0 307.28 101.2588883 101.7072391 109.4919352 144.5909799 109.2167149 143.5161789
sp|P04182|OAT_RAT Ornithine aminotransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Oat PE=1 SV=1Heterogeneous nuclear ribonucleoprotein U (hnRNP U) (SP120) (Scaffold-attachment factor A) (SAF-A)Hnrnpu 11 31.4 48.332 439 0 152.72 25.33605275 29.99088884 31.66654395 40.10942411 30.15545786 38.90093773
sp|Q8CFN2|CDC42_RAT Cell division control protein 42 homolog OS=Rattus norvegicus OX=10116 GN=Cdc42 PE=1 SV=2Parvin, beta Parvb 2 14.1 21.258 191 0 14.462 18.01863582 18.63586346 20.14986653 16.01295297 18.57567307 16.00692234
sp|B1H267|SNX5_RAT Sorting nexin-5 OS=Rattus norvegicus OX=10116 GN=Snx5 PE=1 SV=1NADH-ubiquinone oxidoreductase chain 1 (EC 7.1.1.2) (NADH dehydrogenase subunit 1)Mtnd1 3 8.9 46.793 404 0 3.2258 1.071796447 1.175407314 1.22893769 1.242259309 1.264611151 1.458618351
tr|A0A0G2K0X5|A0A0G2K0X5_RAT Protein ABHD16A OS=Rattus norvegicus OX=10116 GN=Abhd16a PE=1 SV=1;sp|Q6MG55|ABHGA_RAT Protein ABHD16A OS=Rattus norvegicus OX=10116 GN=Abhd16a PE=2 SV=1;tr|A0A0G2K4N8|A0A0G2K4N8_RAT Protein ABHD16A (Fragment) OS=Rattus norvegiHeterogeneous nuclear ribonucleoprotein K (hnRNP K) (dC stretch-binding protein) (CSBP)Hnrnpk 9 25.1 62.896 558 0 72.716 14.79870125 15.44728635 15.4367138 14.16351832 13.51029408 14.99988131
tr|Q99JC6|Q99JC6_RAT TAP-binding protein OS=Rattus norvegicus OX=10116 GN=Tapbp PE=1 SV=1Catenin beta-1 (Beta-catenin)Ctnnb1 2 5.2 50.044 464 0 3.1869 3.674337666 3.280752871 3.989348997 4.24658148 6.153686436 7.594896103
sp|O88989|MDHC_RAT Malate dehydrogenase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Mdh1 PE=1 SV=3Ras-related protein Rab-12Rab12 9 33.5 36.483 334 0 176.62 99.07398967 82.66329106 79.69379532 68.69948759 82.03519646 65.90421434
sp|P63245|RACK1_RAT Receptor of activated protein C kinase 1 OS=Rattus norvegicus OX=10116 GN=Rack1 PE=1 SV=3;tr|A0A0G2JZE6|A0A0G2JZE6_RAT Receptor of-activated protein C kinase 1 OS=Rattus norvegicus OX=10116 GN=Rack1 PE=1 SV=1Tripeptidyl-peptidase 1 (TPP-1) (EC 3.4.14.9) (Tripeptidyl aminopeptidase) (Tripeptidyl-peptidase I) (TPP-I)Tpp1 8 37.9 35.076 317 0 96.82 52.55319159 35.77398986 42.77750178 30.40390704 33.05154889 31.99998632
tr|Q7TQ70|Q7TQ70_RAT Ac1873 OS=Rattus norvegicus OX=10116 GN=Fga PE=1 SV=1;sp|P06399|FIBA_RAT Fibrinogen alpha chain OS=Rattus norvegicus OX=10116 GN=Fga PE=1 SV=3Heterogeneous nuclear ribonucleoprotein Q (hnRNP Q) (Liver regeneration-related protein LRRG077) (Synaptotagmin-binding, cytoplasmic RNA-interacting protein)Syncrip 13 26 86.656 782 0 305.98 33.10440405 29.18137836 33.69095376 38.28993806 47.22780652 62.99395815
sp|Q68FS4|AMPL_RAT Cytosol aminopeptidase OS=Rattus norvegicus OX=10116 GN=Lap3 PE=1 SV=1Actin-related protein 2/3 complex subunit 3Arpc3 12 32.9 56.149 519 0 83.565 38.61888089 38.57208043 35.34628964 39.95447265 38.78747076 42.32241353
tr|G3V9U2|G3V9U2_RAT 3-ketoacyl-CoA thiolase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acaa2 PE=1 SV=3;tr|A0A0G2K642|A0A0G2K642_RAT 3-ketoacyl-CoA thiolase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acaa2 PE=1 SV=1;sp|P13437|THIM_RAT 3-ketoacyl-Protein kinase C substrate 80K-H (Protein kinase C substrate 80K-H (Predicted), isoform CRA_b)Prkcsh 27 79.3 41.885 397 0 323.31 296.2092605 301.5925941 286.4432572 391.8709399 309.6468863 354.9486011
sp|P20761|IGG2B_RAT Ig gamma-2B chain C region OS=Rattus norvegicus OX=10116 GN=Igh-1a PE=1 SV=1Motile sperm domain-containing protein 1Mospd1 3 12.9 36.497 333 0 26.339 11.79007988 8.260146006 9.709000381 14.98081131 31.38729419 18.92641744
tr|A0A0G2K3W1|A0A0G2K3W1_RAT von Willebrand factor A domain-containing 8 OS=Rattus norvegicus OX=10116 GN=Vwa8 PE=1 SV=1ATP-dependent 6-phosphofructokinase, liver type (ATP-PFK) (PFK-L) (EC 2.7.1.11) (6-phosphofructokinase type B) (Phosphofructo-1-kinase isozyme B) (PFK-B) (Phosphohexokinase)Pfkl 11 28.1 53.76 481 0 149.64 44.54322559 47.65743247 45.70862942 55.44397615 47.37565305 51.21434974
tr|A0A0H2UHM3|A0A0H2UHM3_RAT Haptoglobin OS=Rattus norvegicus OX=10116 GN=Hp PE=1 SV=1;sp|P06866|HPT_RAT Haptoglobin OS=Rattus norvegicus OX=10116 GN=Hp PE=1 SV=3Transgelin-2 Tagln2 5 18.2 38.432 346 0 24.235 6.888411282 5.758844235 6.948536722 10.08747025 10.63971639 18.55070183
tr|G3V6A8|G3V6A8_RAT Golgi autoantigen, golgin subfamily b, macrogolgin 1, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Golgb1 PE=1 SV=1;tr|A0A0G2JWG6|A0A0G2JWG6_RAT Golgin B1 OS=Rattus norvegicus OX=10116 GN=Golgb1 PE=1 SV=1Translational activator of cytochrome c oxidase 1 (Coiled-coil domain-containing protein 44) (Translational activator of mitochondrially-encoded cytochrome c oxidase I)Taco1 3 1.3 364.25 3187 0 3.9165 4.897282849 5.013542871 3.362394459 4.949331924 6.398679905 5.763025846
sp|Q5M9I5|QCR6_RAT Cytochrome b-c1 complex subunit 6, mitochondrial OS=Rattus norvegicus OX=10116 GN=Uqcrh PE=3 SV=1Vanin 1 Vnn1 6 57.3 10.424 89 0 323.31 82.81882222 97.06991411 94.72897762 78.63895098 81.66885109 83.6891133
sp|O08590|AOC3_RAT Membrane primary amine oxidase OS=Rattus norvegicus OX=10116 GN=Aoc3 PE=1 SV=4;tr|A0A0G2JWZ2|A0A0G2JWZ2_RAT Amine oxidase OS=Rattus norvegicus OX=10116 PE=3 SV=1ATP-dependent Clp protease proteolytic subunit (EC 3.4.21.92)Clpp 10 12.6 84.98 763 0 70.116 21.77562485 18.41993059 22.54282678 22.24399823 24.86503814 24.35530276
tr|A0A0G2JSV3|A0A0G2JSV3_RAT Ribose-phosphate pyrophosphokinase I -like OS=Rattus norvegicus OX=10116 GN=LOC314140 PE=1 SV=1;sp|P60892|PRPS1_RAT Ribose-phosphate pyrophosphokinase 1 OS=Rattus norvegicus OX=10116 GN=Prps1 PE=1 SV=2;sp|P09330|PRPS2_RAT Ribos26S proteasome regulatory subunit 8 (26S proteasome AAA-ATPase subunit RPT6) (Proteasome 26S subunit ATPase 5) (Proteasome subunit p45) (Thyroid hormone receptor-interacting protein 1) (TRIP1) (p45/SUG)Psmc5 3 13.5 34.806 318 0 17.887 3.898728351 3.415449327 3.810518277 3.914369022 4.007295051 4.466960958
sp|P70470|LYPA1_RAT Acyl-protein thioesterase 1 OS=Rattus norvegicus OX=10116 GN=Lypla1 PE=1 SV=1F-actin-capping protein subunit alpha-1 (CapZ alpha-1)Capza1 3 23.9 24.708 230 0 22.174 5.258110088 5.164315387 5.021185498 6.657270285 5.312138774 6.432333443



sp|P67779|PHB_RAT Prohibitin OS=Rattus norvegicus OX=10116 GN=Phb PE=1 SV=1Phytanoyl-CoA dioxygenase, peroxisomal (EC 1.14.11.18) (Phytanic acid oxidase) (Phytanoyl-CoA alpha-hydroxylase) (PhyH)Phyh 15 58.8 29.82 272 0 323.31 143.9042822 170.6868542 157.4191963 148.3844694 136.9085001 134.0565631
tr|Q6P9Y4|Q6P9Y4_RAT ADP/ATP translocase 1 OS=Rattus norvegicus OX=10116 GN=Slc25a4 PE=1 SV=1;sp|Q05962|ADT1_RAT ADP/ATP translocase 1 OS=Rattus norvegicus OX=10116 GN=Slc25a4 PE=1 SV=340S ribosomal protein S26 Rps26 9 26.5 32.904 298 0 323.31 2158.663909 2688.982637 2262.763526 2254.218213 1826.100856 1826.788857
sp|O35142|COPB2_RAT Coatomer subunit beta OS=Rattus norvegicus OX=10116 GN=Copb2 PE=1 SV=3;tr|A0A0G2K0P9|A0A0G2K0P9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1Mannosyl-oligosaccharide glucosidase (EC 3.2.1.106) (Glycoprotein-processing glucosidase I)Mogs 6 8.8 102.55 905 0 8.402 4.433988648 5.024957825 4.373395297 5.215831074 4.803703729 5.261558421
sp|Q63524|TMED2_RAT Transmembrane emp24 domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Tmed2 PE=1 SV=1ATP-dependent RNA helicase SUPV3L1, mitochondrial (EC 3.6.4.13) (Suppressor of var1 3-like protein 1) (SUV3-like protein 1)Supv3l1 2 10.4 22.733 201 0 4.2198 5.171989995 5.586668681 6.474760957 4.460171433 4.732266381 5.365752778
sp|P15791|KCC2D_RAT Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus OX=10116 GN=Camk2d PE=1 SV=1Tensin 1 Tns1 2 6 60.08 533 0 55.656 8.348465812 7.302241125 6.995129035 4.934140605 7.214387134 5.985786197
tr|Q6PDW1|Q6PDW1_RAT 40S ribosomal protein S12 OS=Rattus norvegicus OX=10116 GN=Rps12 PE=1 SV=1;tr|D3ZHB3|D3ZHB3_RAT 40S ribosomal protein S12 OS=Rattus norvegicus OX=10116 GN=LOC100360573 PE=3 SV=3;sp|P63324|RS12_RAT 40S ribosomal protein S12 OS=Rattus noSecretory carrier-associated membrane protein 1 (Secretory carrier membrane protein 1) (SCAMP 37)Scamp1 4 39.4 14.515 132 0 18.405 20.99416475 13.43207136 14.57920584 9.6885896 11.81005902 11.13853081
tr|X1WI37|X1WI37_RAT 40S ribosomal protein S4 OS=Rattus norvegicus OX=10116 GN=Rps4x PE=3 SV=1;sp|P62703|RS4X_RAT 40S ribosomal protein S4, X isoform OS=Rattus norvegicus OX=10116 GN=Rps4x PE=2 SV=2;tr|A0A0H2UHX3|A0A0H2UHX3_RAT 40S ribosomal protein S4 OS=Malectin Mlec 7 32.8 29.466 262 0 91.031 32.25237332 21.20708183 24.0861317 15.97041727 19.71984818 19.19383252
tr|A0A0G2JT68|A0A0G2JT68_RAT Uveal autoantigen with coiled-coil domains and ankyrin repeats OS=Rattus norvegicus OX=10116 GN=Uaca PE=1 SV=1;tr|D3ZGS5|D3ZGS5_RAT Uveal autoantigen with coiled-coil domains and ankyrin repeats OS=Rattus norvegicus OX=10116 GNMitochondrial ribosomal protein S35 (Mitochondrial ribosomal protein S35 (Predicted))Mrps35 8 7.2 159.16 1393 0 30.009 6.085819865 6.002838875 6.985182362 6.881233739 6.948786737 7.370595934
tr|D3ZTW9|D3ZTW9_RAT Endonuclease G-like 1 (Predicted), isoform CRA_d OS=Rattus norvegicus OX=10116 GN=Exog PE=1 SV=1ATP-binding cassette sub-family D member 1 (EC 7.6.2.4) (Adrenoleukodystrophy protein) (ALDP)Abcd1 4 17.4 41.326 368 0 16.877 4.071167888 4.315994064 4.187497204 4.420239965 4.312342995 4.766096286
tr|F1LPB8|F1LPB8_RAT Ectonucleoside triphosphate diphosphohydrolase 5 OS=Rattus norvegicus OX=10116 GN=Entpd5 PE=1 SV=2;sp|Q6P6S9|ENTP5_RAT Ectonucleoside triphosphate diphosphohydrolase 5 OS=Rattus norvegicus OX=10116 GN=Entpd5 PE=2 SV=1Chitinase domain-containing protein 1Chid1 2 6.8 47.39 427 0 7.5386 2.769279287 2.810361647 2.512686786 3.337489511 2.762440384 3.128910363
tr|F1MAA7|F1MAA7_RAT Laminin subunit gamma 1 OS=Rattus norvegicus OX=10116 GN=Lamc1 PE=1 SV=1RCG64242 (Solute carrier family 30 member 9)Slc30a9 19 15.2 177.38 1607 0 89.01 37.96381 42.00607905 44.9511117 33.45606016 38.02403317 38.82599992
sp|Q5U2Y3|MPP7_RAT MAGUK p55 subfamily member 7 OS=Rattus norvegicus OX=10116 GN=Mpp7 PE=2 SV=2Nck-associated protein 1 (NAP 1) (Membrane-associated protein HEM-2) (p125Nap1)Nckap1 7 15.8 65.622 576 0 47.531 21.04081314 14.63064152 15.69323328 11.96728754 14.27569424 11.70569714
sp|Q5EB62|S2546_RAT Solute carrier family 25 member 46 OS=Rattus norvegicus OX=10116 GN=Slc25a46 PE=1 SV=2Laminin subunit beta-2 (Laminin chain B3) (Laminin-11 subunit beta) (Laminin-14 subunit beta) (Laminin-15 subunit beta) (Laminin-3 subunit beta) (Laminin-4 subunit beta) (Laminin-7 subunit beta) (Laminin-9 subunit beta) (S-laminin subunit beta) (S-LAM beta)Lamb2 9 34.4 46.21 418 0 91.441 19.99142386 21.62230078 18.73115678 18.52559723 18.19689812 17.81877496
sp|Q62651|ECH1_RAT Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ech1 PE=1 SV=2Tropomyosin alpha-4 chain (Tropomyosin-4) (TM-4)Tpm4 15 52.9 36.171 327 0 323.31 259.6600528 250.8388554 201.1217387 304.9331881 247.4401333 304.5708859
tr|D4A742|D4A742_RAT RCG37250, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Romo1 PE=1 SV=1Sodium/potassium-transporting ATPase subunit beta-3 (Sodium/potassium-dependent ATPase subunit beta-3) (ATPB-3) (CD antigen CD298)Atp1b3 2 31.6 8.1828 79 0 28.367 10.06289358 12.62398775 11.43919807 10.11438059 10.01627506 9.035139292
tr|D3ZKG1|D3ZKG1_RAT Methylmalonyl CoA mutase OS=Rattus norvegicus OX=10116 GN=Mmut PE=1 SV=239S ribosomal protein L10, mitochondrial (L10mt) (MRP-L10) (MRP-L8)Mrpl10 19 30 92.035 833 0 284.58 58.52976652 61.06524706 67.0824603 73.66487891 63.36597448 75.77444831
sp|Q63707|PYRD_RAT Dihydroorotate dehydrogenase (quinone), mitochondrial OS=Rattus norvegicus OX=10116 GN=Dhodh PE=1 SV=1Estradiol 17-beta-dehydrogenase 8 (EC 1.1.1.62) (17-beta-hydroxysteroid dehydrogenase 8) (17-beta-HSD 8) (3-ketoacyl-[acyl-carrier-protein] reductase alpha subunit) (KAR alpha subunit) (3-oxoacyl-[acyl-carrier-protein] reductase) (EC 1.1.1.-) (Testosterone 17-beta-dehydrogenase 8) (EC 1.1.1.239)Hsd17b8 8 26.3 42.662 395 0 125.67 16.51591995 17.0496605 16.02984965 14.89226762 15.81303643 16.19067397
tr|D4A197|D4A197_RAT Methylmalonyl CoA epimerase OS=Rattus norvegicus OX=10116 GN=Mcee PE=1 SV=1Protein Niban 1 (Protein FAM129A) (Protein Niban)Niban1 3 24.7 18.816 178 0 27.841 5.39725783 4.757182032 4.975378449 6.466293695 5.24933671 7.125251585
sp|P85834|EFTU_RAT Elongation factor Tu, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tufm PE=1 SV=1NSFL1 cofactor p47 (XY body-associated protein XY40) (p97 cofactor p47)Nsfl1c 24 63.5 49.522 452 0 323.31 173.3645305 208.6177947 213.5707859 255.8044605 216.0783524 220.9125689
tr|A0A0G2K8V0|A0A0G2K8V0_RAT Protein tyrosine phosphatase, receptor type, M OS=Rattus norvegicus OX=10116 GN=Ptprm PE=4 SV=1;tr|F1LPJ1|F1LPJ1_RAT Protein tyrosine phosphatase, receptor type, M OS=Rattus norvegicus OX=10116 GN=Ptprm PE=4 SV=2Cytochrome c oxidase subunit 7A2, mitochondrial (Cytochrome c oxidase subunit VIIa-liver/heart) (Cytochrome c oxidase subunit VIIa-L)Cox7a2 6 6.1 162.54 1445 0 6.5738 5.396859126 5.319368511 5.525638899 7.038789425 5.709492669 7.822275908
tr|A0A0G2JWS2|A0A0G2JWS2_RAT Nebulette OS=Rattus norvegicus OX=10116 GN=Nebl PE=1 SV=1;tr|D4A164|D4A164_RAT Nebulette OS=Rattus norvegicus OX=10116 GN=Nebl PE=1 SV=2Lipoyl synthase, mitochondrial (EC 2.8.1.8) (Lipoate synthase) (LS) (Lip-syn) (Lipoic acid synthase)Lias 6 8.3 108.95 952 0 7.202 5.068326921 3.220729239 4.322510209 5.80221601 7.778951524 4.847142045
tr|G3V7I3|G3V7I3_RAT Cation-transporting ATPase OS=Rattus norvegicus OX=10116 GN=Atp13a1 PE=1 SV=1Mesencephalic astrocyte-derived neurotrophic factor (Arginine-rich protein) (Protein ARMET)Manf 2 1.8 131.91 1197 0 2.2148 2.411761292 2.319138131 2.682513148 2.038024033 2.333096688 2.26645825
tr|D3ZF11|D3ZF11_RAT Hepatitis B virus x interacting protein (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Lamtor5 PE=1 SV=1Myosin light chain 7 (Myosin, light polypeptide 7, regulatory (Predicted), isoform CRA_a)Myl7 2 25.6 16.39 156 0 65.761 7.262395758 5.260866872 6.447538482 4.638994967 5.070089152 5.359593506
sp|Q561S0|NDUAA_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufa10 PE=1 SV=1;tr|A0A1W2Q6F8|A0A1W2Q6F8_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial OSVacuolar protein sorting-associated protein 35Vps35 21 62.5 40.493 355 0 323.31 319.999936 363.3094448 319.5342695 318.1973803 292.3501511 295.4346319
tr|D4A6V3|D4A6V3_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;sp|P70583|DUT_RAT Deoxyuridine 5-triphosphate nucleotidohydrolase OS=Rattus norvegicus OX=10116 GN=Dut PE=2 SV=33-oxoacyl-[acyl-carrier-protein] synthase, mitochondrial (EC 2.3.1.41)Oxsm 3 26 19.015 177 0 19.687 2.173535574 1.941873905 2.126179993 2.466549457 2.623948748 3.602763717
sp|Q5I0E7|TMED9_RAT Transmembrane emp24 domain-containing protein 9 OS=Rattus norvegicus OX=10116 GN=Tmed9 PE=1 SV=11-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-4 (EC 3.1.4.11) (Phosphoinositide phospholipase C-beta-4) (Phospholipase C-beta-4) (PLC-beta-4)Plcb4 2 14.9 27.028 235 0 21.028 3.174601907 2.933643149 3.497564518 2.862044612 2.708862372 2.946031301
tr|G3V9S0|G3V9S0_RAT NADH-cytochrome b5 reductase OS=Rattus norvegicus OX=10116 GN=Cyb5r1 PE=1 SV=1;sp|Q5EB81|NB5R1_RAT NADH-cytochrome b5 reductase 1 OS=Rattus norvegicus OX=10116 GN=Cyb5r1 PE=2 SV=1F-actin-capping protein subunit beta (CapZ beta)Capzb 6 31.1 34.232 305 0 69.323 13.19830287 13.19568669 13.59814973 13.16002315 12.88489019 12.33650928
tr|A0A0G2K890|A0A0G2K890_RAT Ezrin OS=Rattus norvegicus OX=10116 GN=Ezr PE=1 SV=1;sp|P31977|EZRI_RAT Ezrin OS=Rattus norvegicus OX=10116 GN=Ezr PE=1 SV=3Regulator of MON1-CCZ1 Rmc1 7 13.5 69.287 585 0 46.2 13.67276079 11.95431046 13.20708841 14.28504887 13.43113731 15.64147218
tr|F7EMB2|F7EMB2_RAT RNA transcription, translation and transport factor OS=Rattus norvegicus OX=10116 GN=Rtraf PE=1 SV=1;tr|Q6QI16|Q6QI16_RAT LRRGT00192 OS=Rattus norvegicus OX=10116 GN=Rtraf PE=1 SV=1Voltage-dependent L-type calcium channel subunit beta-2 (CAB2) (Calcium channel voltage-dependent subunit beta 2)Cacnb2 3 13.5 28.17 244 0 11.851 6.871665709 6.594038361 6.390475986 4.52701324 6.268954391 5.632654581
sp|Q9JJW3|USMG5_RAT Up-regulated during skeletal muscle growth protein 5 OS=Rattus norvegicus OX=10116 GN=Atp5md PE=1 SV=1Adenylate cyclase type 5 (EC 4.6.1.1) (ATP pyrophosphate-lyase 5) (Adenylate cyclase type V) (Adenylyl cyclase 5)Adcy5 5 46.6 6.4075 58 0 130.42 86.45899094 99.89511519 83.09660468 84.25105848 76.05591659 75.39462651
tr|F1LQI1|F1LQI1_RAT Hydroxyacyl glutathione hydrolase OS=Rattus norvegicus OX=10116 GN=Hagh PE=1 SV=2;sp|O35952|GLO2_RAT Hydroxyacylglutathione hydrolase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hagh PE=1 SV=2Trimeric intracellular cation channel type A (TRIC-A) (TRICA) (27 kDa sarcoplasmic reticulum protein) (SPR-27) (Transmembrane protein 38A)Tmem38a 4 15.5 34.158 309 0 10.563 8.326537085 8.925542693 7.415506869 6.573501008 7.277843386 7.769922093
sp|P35284|RAB12_RAT Ras-related protein Rab-12 OS=Rattus norvegicus OX=10116 GN=Rab12 PE=1 SV=2;tr|D4A376|D4A376_RAT Ras-related protein Rab-12 OS=Rattus norvegicus OX=10116 GN=Rab12 PE=1 SV=3ER membrane protein complex subunit 2 (Tetratricopeptide repeat protein 35) (TPR repeat protein 35)Emc2 7 26.3 27.271 243 0 35.502 43.52254301 46.48264347 45.59345741 44.81873318 40.67414944 41.71161902
sp|P47860|PFKAP_RAT ATP-dependent 6-phosphofructokinase, platelet type OS=Rattus norvegicus OX=10116 GN=Pfkp PE=1 SV=2;tr|A0A0A0MXY5|A0A0A0MXY5_RAT ATP-dependent 6-phosphofructokinase OS=Rattus norvegicus OX=10116 GN=Pfkp PE=1 SV=2Syntaxin-12 (Syntaxin-13) Stx12 3 5.1 85.719 788 0 3.4364 4.552005071 4.876563425 4.722942345 4.311253098 4.674566984 4.380012563
sp|P53042|PPP5_RAT Serine/threonine-protein phosphatase 5 OS=Rattus norvegicus OX=10116 GN=Ppp5c PE=1 SV=1Peroxiredoxin-1 (EC 1.11.1.24) (HBP23) (Heme-binding 23 kDa protein) (Thioredoxin peroxidase 2) (Thioredoxin-dependent peroxide reductase 2) (Thioredoxin-dependent peroxiredoxin 1)Prdx1 2 5.2 56.916 499 0 6.2151 3.998205032 3.702630542 3.529760329 3.150940107 3.684322352 3.236184357
sp|P40329|SYRC_RAT Arginine--tRNA ligase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Rars PE=1 SV=2ATP-dependent Clp protease ATP-binding subunit clpX-like, mitochondrialClpx 3 5.9 75.81 660 0 3.6943 6.543133504 6.047547444 5.749700808 9.273649557 6.477247904 7.956240082
sp|Q924S5|LONM_RAT Lon protease homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lonp1 PE=2 SV=1ER membrane protein complex subunit 3 (Transmembrane protein 111)Emc3 21 29.4 105.79 950 0 287.6 82.28455868 85.64544776 87.96000453 109.7030294 89.63032111 95.95633077
sp|P97541|HSPB6_RAT Heat shock protein beta-6 OS=Rattus norvegicus OX=10116 GN=Hspb6 PE=1 SV=1Nascent polypeptide-associated complex subunit alphaNaca 6 50 17.505 162 0 27.201 38.73211287 36.14212212 44.87886744 26.48150832 37.80488013 32.8669039
sp|Q5RJQ7|SDHF2_RAT Succinate dehydrogenase assembly factor 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sdhaf2 PE=2 SV=1Transmembrane protein 65Tmem65 2 12.8 19.524 164 0 9.6032 2.506772487 2.299685147 2.936624482 4.183559205 2.715011741 4.583268551
tr|D3ZWF3|D3ZWF3_RAT Mitochondrial inner membrane protease subunit OS=Rattus norvegicus OX=10116 GN=Immp1l PE=1 SV=2Tumor protein D54 (Tumor protein D52-like 2)Tpd52l2 2 19.9 18.487 166 0 12.193 2.810903998 3.210217969 3.1268677 2.725062313 2.68851712 2.935663193
sp|P63102|1433Z_RAT 14-3-3 protein zeta/delta OS=Rattus norvegicus OX=10116 GN=Ywhaz PE=1 SV=1;tr|A0A0G2JV65|A0A0G2JV65_RAT 14-3-3 protein zeta/delta OS=Rattus norvegicus OX=10116 GN=Ywhaz PE=1 SV=1Mitochondrial pyruvate carrier 2 (Brain protein 44) (Protein 0-44)Mpc2 7 31.4 27.771 245 0 119.61 55.74282464 58.71091282 47.70110518 48.54277667 47.96573078 44.30210633
tr|F1LPV2|F1LPV2_RAT Very low-density lipoprotein receptor OS=Rattus norvegicus OX=10116 GN=Vldlr PE=4 SV=1;sp|P98166|VLDLR_RAT Very low-density lipoprotein receptor OS=Rattus norvegicus OX=10116 GN=Vldlr PE=2 SV=1AP-2 complex subunit alphaAp2a1 3 4.1 96.472 873 0 17.718 3.310480275 3.974544256 3.154823088 2.437425527 2.226398597 3.389601566
sp|P0DMW1|HS71B_RAT Heat shock 70 kDa protein 1B OS=Rattus norvegicus OX=10116 GN=Hspa1b PE=2 SV=1;sp|P0DMW0|HS71A_RAT Heat shock 70 kDa protein 1A OS=Rattus norvegicus OX=10116 GN=Hspa1a PE=2 SV=1Lactate dehydrogenase D (Lactate dehydrogenase D, isoform CRA_d)Ldhd 5 10.5 70.184 641 0 12.559 13.3653599 10.98166126 10.6958151 12.65393519 14.64858149 18.16934021
tr|Q05BA4|Q05BA4_RAT Myadm protein OS=Rattus norvegicus OX=10116 GN=Myadm PE=1 SV=1;sp|Q6VBQ5|MYADM_RAT Myeloid-associated differentiation marker OS=Rattus norvegicus OX=10116 GN=Myadm PE=1 SV=1Alkaline phosphatase, tissue-nonspecific isozyme (AP-TNAP) (TNSALP) (EC 3.1.3.1) (Alkaline phosphatase liver/bone/kidney isozyme)Alpl 4 12.9 35.118 318 0 9.5356 20.91442393 15.87582274 19.90591127 12.94951486 16.75114227 16.47246068
tr|F1M790|F1M790_RAT Prostaglandin F2 receptor negative regulator OS=Rattus norvegicus OX=10116 GN=Ptgfrn PE=1 SV=3;sp|Q62786|FPRP_RAT Prostaglandin F2 receptor negative regulator OS=Rattus norvegicus OX=10116 GN=Ptgfrn PE=1 SV=1Uveal autoantigen with coiled-coil domains and ankyrin repeatsUaca 6 8.1 98.667 879 0 6.2378 7.234087764 6.783336347 7.297717314 5.208018395 6.980187769 5.655238579
tr|D4A559|D4A559_RAT Dematin actin-binding protein OS=Rattus norvegicus OX=10116 GN=Dmtn PE=1 SV=1;tr|B2GUY4|B2GUY4_RAT Dematin actin-binding protein OS=Rattus norvegicus OX=10116 GN=Dmtn PE=1 SV=1Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform (PP2A-beta) (EC 3.1.3.16)Ppp2cb 2 9.1 35.69 320 0.00046019 1.9049 0.680109508 0.609843911 0.543611884 0.753706471 0.698607546 1.020129486
tr|Q5U2S7|Q5U2S7_RAT Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 3 OS=Rattus norvegicus OX=10116 GN=Psmd3 PE=1 SV=1NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 2 (Predicted), isoform CRA_b (NADH:ubiquinone oxidoreductase subunit B2) (Ndufb2 protein)Ndufb2 7 16.8 60.687 530 0 19.303 17.83244099 13.99711158 17.13707147 12.95993177 14.66820714 13.79061083
tr|D3ZZV1|D3ZZV1_RAT Presequence translocase-associated motor 16 OS=Rattus norvegicus OX=10116 GN=Pam16 PE=1 SV=1Mitochondrial import inner membrane translocase subunit Tim13Timm13 3 24.8 13.771 125 0 5.244 8.716469726 9.506754095 9.3891363 8.993695238 7.205882688 8.122027163
tr|D3ZVM6|D3ZVM6_RAT Sialic acid binding Ig-like lectin 1, sialoadhesin (Predicted) OS=Rattus norvegicus OX=10116 GN=Siglec1 PE=1 SV=2;tr|A0A0G2K320|A0A0G2K320_RAT Sialic acid-binding Ig-like lectin 1 OS=Rattus norvegicus OX=10116 GN=Siglec1 PE=1 SV=1Dihydroxyacetone phosphate acyltransferase (DAP-AT) (DHAP-AT) (EC 2.3.1.42) (Acyl-CoA:dihydroxyacetonephosphateacyltransferase) (Glycerone-phosphate O-acyltransferase)Gnpat 2 1.8 173.66 1609 0 3.853 0.925033456 0.824920667 1.196008965 1.016733319 1.497632977 1.634619559
tr|D3ZZT9|D3ZZT9_RAT Collagen type XIV alpha 1 chain OS=Rattus norvegicus OX=10116 GN=Col14a1 PE=1 SV=3Xaa-Pro aminopeptidase 2 (EC 3.4.11.9) (Membrane-bound aminopeptidase P) (Membrane-bound APP) (mAPP) (X-prolyl aminopeptidase 2)Xpnpep2 11 8 192.56 1794 0 72.238 16.59167373 18.74668364 18.81439473 12.50289007 14.44185803 17.65196133
tr|D3ZTW8|D3ZTW8_RAT Mitochondrial ribosomal protein L27 OS=Rattus norvegicus OX=10116 GN=Mrpl27 PE=1 SV=2NADH-ubiquinone oxidoreductase chain 4 (EC 7.1.1.2) (NADH dehydrogenase subunit 4)Mtnd4 4 34.5 15.823 148 0 8.4265 6.320656599 7.095820709 8.067275739 8.771901972 7.50877181 8.60296368
sp|P32089|TXTP_RAT Tricarboxylate transport protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Slc25a1 PE=1 SV=1Acyl-CoA-binding protein (ACBP) (Diazepam-binding inhibitor) (DBI) (Endozepine) (EP) [Cleaved into: Triakontatetraneuropeptide (TTN); Octadecaneuropeptide (ODN)]Dbi 3 10.3 33.835 311 0 5.0178 3.338070601 4.101297807 3.472383728 5.626864778 6.648514367 3.86514872
sp|P29419|ATP5I_RAT ATP synthase subunit e, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5me PE=1 SV=3BAG cochaperone 3 (Bcl2-associated athanogene 3) (RCG40209, isoform CRA_b)Bag3 6 66.2 8.2545 71 0 158.28 236.3119388 244.4179439 231.2182788 274.0036614 240.0608907 260.4756285
sp|Q6P7S1|ASAH1_RAT Acid ceramidase OS=Rattus norvegicus OX=10116 GN=Asah1 PE=1 SV=1;tr|A0A0G2K8T0|A0A0G2K8T0_RAT Acid ceramidase OS=Rattus norvegicus OX=10116 GN=Asah1 PE=1 SV=1ADP-ribosyl cyclase/cyclic ADP-ribose hydrolase 1 (EC 3.2.2.6) (2'-phospho-ADP-ribosyl cyclase) (2'-phospho-ADP-ribosyl cyclase/2'-phospho-cyclic-ADP-ribose transferase) (EC 2.4.99.20) (2'-phospho-cyclic-ADP-ribose transferase) (ADP-ribosyl cyclase 1) (ADPRC 1) (CD38H) (Cyclic ADP-ribose hydrolase 1) (cADPr hydrolase 1) (CD antigen CD38)Cd38 9 22.6 44.443 394 0 56.135 22.47136356 20.20351713 23.53801764 33.13747649 31.83672146 58.57981295
sp|P55053|FABP5_RAT Fatty acid-binding protein 5 OS=Rattus norvegicus OX=10116 GN=Fabp5 PE=1 SV=3Complex I assembly factor TIMMDC1, mitochondrial (Translocase of inner mitochondrial membrane domain-containing protein 1) (TIMM domain containing-protein 1)Timmdc1 4 30.4 15.059 135 0 46.33 14.99845202 15.98616729 13.06469392 13.36054857 12.54798328 12.64241981
sp|P62332|ARF6_RAT ADP-ribosylation factor 6 OS=Rattus norvegicus OX=10116 GN=Arf6 PE=1 SV=2Mannose receptor, C type 1Mrc1 2 14.9 20.082 175 0 6.5463 3.984768703 3.819586257 4.224299896 2.701971507 3.195185858 3.906107881
sp|Q5RK00|RM46_RAT 39S ribosomal protein L46, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl46 PE=2 SV=1Tyrosine--tRNA ligase, mitochondrial (EC 6.1.1.1) (Tyrosyl-tRNA synthetase) (TyrRS)Yars2 3 12.6 31.673 277 0 37.395 9.161822241 9.551938287 10.47908232 11.01761305 9.895904441 11.47780406
tr|A0A0H2UHH9|A0A0H2UHH9_RAT 40S ribosomal protein S24 OS=Rattus norvegicus OX=10116 GN=Rps24 PE=3 SV=1;tr|D4ACJ1|D4ACJ1_RAT 40S ribosomal protein S24 OS=Rattus norvegicus OX=10116 GN=LOC100363469 PE=3 SV=1;sp|P62850|RS24_RAT 40S ribosomal protein S24 OS=RTransferrin receptor protein 1 (TR) (TfR) (TfR1) (Trfr) (CD antigen CD71) (Fragment)Tfrc 3 29 15.197 131 0 25.707 21.60816912 13.95097614 18.63535461 13.05368391 12.96077602 13.49291267
tr|A0A0G2JTI8|A0A0G2JTI8_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Enpep PE=1 SV=1Glutamyl-prolyl-tRNA synthetase (LRRGT00050)Eprs 3 2.3 107.93 944 0 45.293 69.66955996 61.31257106 65.28158888 49.80148601 64.77771255 52.81062783
sp|Q5XI32|CAPZB_RAT F-actin-capping protein subunit beta OS=Rattus norvegicus OX=10116 GN=Capzb PE=1 SV=1;tr|A0A0G2JYB1|A0A0G2JYB1_RAT F-actin-capping protein subunit beta OS=Rattus norvegicus OX=10116 GN=Capzb PE=1 SV=1Cytochrome C oxidase assembly factor 5Coa5 8 30.5 30.628 272 0 31.295 46.6962279 36.57398787 39.86888504 30.62353012 38.85027283 33.63219349
tr|D4A8C5|D4A8C5_RAT 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Plcb4 PE=1 SV=2;sp|Q9QW07|PLCB4_RAT 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-4 OS=Rattus norvegicus OX=10116 GN=Plcb4 PE=1RCG37250, isoform CRA_a (Reactive oxygen species modulator 1-like)Romo1 12 12.6 137.55 1206 0 31.343 17.74831442 15.97427672 17.68099746 15.10234187 16.62946327 15.85448035
sp|Q68FT3|PYRD2_RAT Pyridine nucleotide-disulfide oxidoreductase domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Pyroxd2 PE=2 SV=1Glycerol-3-phosphate acyltransferase 1, mitochondrial (GPAT-1) (EC 2.3.1.15)Gpam 10 23.4 62.878 581 0 106.07 47.28232297 48.25196132 40.34056677 42.02049211 36.58285663 41.32563795
tr|F1LP34|F1LP34_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member B OS=Rattus norvegicus OX=10116 GN=Anp32b PE=1 SV=2;sp|Q9EST6|AN32B_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member B OS=Rattus norvegicus OX=10116 GN=Anp32b PMalonyl-CoA-acyl carrier protein transacylaseMcat 2 8.1 30.973 271 0 18.834 0.180912 0.241759211 0.245300674 0.295688185 0.428938099 0.261348192
sp|Q66HG9|MAVS_RAT Mitochondrial antiviral-signaling protein OS=Rattus norvegicus OX=10116 GN=Mavs PE=1 SV=1Pyruvate kinase (EC 2.7.1.40)Pkm 6 25 53.804 507 0 18.774 8.029502507 8.082262974 8.997551469 8.848292608 8.815185585 9.431899087
sp|Q5BK63|NDUA9_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufa9 PE=1 SV=260S ribosomal protein L5 Rpl5 24 63.7 42.559 377 0 323.31 460.7026241 533.0783465 482.1414413 478.6567786 413.4338394 436.3433855
sp|Q9R1B1|T10B_RAT Mitochondrial import inner membrane translocase subunit Tim10 B OS=Rattus norvegicus OX=10116 GN=Timm10b PE=3 SV=1;tr|F1LTU8|F1LTU8_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=3;tr|A0A096MK46|A0A096MK46_RAT Mitochon[3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial (EC 2.7.11.4) (Branched-chain alpha-ketoacid dehydrogenase kinase) (BCKD-kinase) (BCKDHKIN)Bckdk 3 43 11.351 100 0 11.471 7.666283043 9.446825587 8.277202902 8.077441648 6.865704839 7.090349041
tr|Q6S399|Q6S399_RAT Plectin OS=Rattus norvegicus OX=10116 GN=Plec PE=1 SV=1;tr|Q6S3A3|Q6S3A3_RAT Plectin OS=Rattus norvegicus OX=10116 GN=Plec PE=1 SV=1;tr|Q6S3A4|Q6S3A4_RAT Plectin OS=Rattus norvegicus OX=10116 GN=Plec PE=1 SV=1;tr|F7F9U6|F7F9U6_RAT PlecChondroitin sulfate proteoglycan 4 (Chondroitin sulfate proteoglycan NG2) (HSN tumor-specific antigen)Cspg4 75 21.2 513.98 4513 0 323.31 175.3819734 140.8557747 176.0404162 167.7295298 205.8533913 209.8053478
tr|A0A0G2K477|A0A0G2K477_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;sp|P20759|IGHG1_RAT Ig gamma-1 chain C region OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|F1LN61|F1LN61_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PEPhosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 (EC 3.1.3.27) (Protein-tyrosine phosphatase mitochondrial 1) (EC 3.1.3.16) (EC 3.1.3.48)Ptpmt1 2 4.7 51.136 466 0.0018042 1.7546 2.269144824 1.937260361 1.924576626 2.63868881 2.563305505 2.063664207



tr|B1H248|B1H248_RAT Vacuolar protein-sorting-associated protein 36 OS=Rattus norvegicus OX=10116 GN=Vps36 PE=1 SV=1;sp|P0C0A2|VPS36_RAT Vacuolar protein-sorting-associated protein 36 OS=Rattus norvegicus OX=10116 GN=Vps36 PE=1 SV=1RCG37273, isoform CRA_a (Similar to Basic FGF-repressed Zic-binding protein (MbFZb)) (Ubiquinol-cytochrome c reductase complex assembly factor 1)Uqcc1 5 17.4 43.717 386 0 7.4819 6.503661795 7.098674448 7.200868124 8.23760156 7.493071294 10.2474894
sp|P84817|FIS1_RAT Mitochondrial fission 1 protein OS=Rattus norvegicus OX=10116 GN=Fis1 PE=1 SV=1Cytochrome c oxidase subunit 6C-2 (Cytochrome c oxidase polypeptide VIc-2)Cox6c2 3 25 16.994 152 0 7.4435 7.180262706 8.180241329 7.530678878 7.505813993 6.687765657 6.600686888
sp|P35171|CX7A2_RAT Cytochrome c oxidase subunit 7A2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox7a2 PE=1 SV=1Methylmalonyl CoA epimerase (Methylmalonyl CoA epimerase (Predicted), isoform CRA_d)Mcee 3 30.1 9.3529 83 0 31.904 155.0959072 177.3646022 152.3149822 158.7666513 132.4142274 134.4261194
tr|F1MAR6|F1MAR6_RAT Proline dehydrogenase OS=Rattus norvegicus OX=10116 GN=Prodh1 PE=1 SV=2;tr|A0A0G2K2S1|A0A0G2K2S1_RAT Proline dehydrogenase OS=Rattus norvegicus OX=10116 GN=Prodh1 PE=1 SV=1Guanine nucleotide-binding protein G(q) subunit alpha (Guanine nucleotide-binding protein alpha-q)Gnaq 14 32.7 68.094 599 0 190.01 43.67405058 46.19822087 38.75538112 40.4822625 35.45765298 38.84396446
tr|A0A0G2JV81|A0A0G2JV81_RAT FKBP prolyl isomerase 11 OS=Rattus norvegicus OX=10116 GN=Arf3 PE=3 SV=1;sp|P84079|ARF1_RAT ADP-ribosylation factor 1 OS=Rattus norvegicus OX=10116 GN=Arf1 PE=1 SV=2;sp|P61206|ARF3_RAT ADP-ribosylation factor 3 OS=Rattus norvegFAD-dependent oxidoreductase domain containing 1 (RCG22732)Foxred1 3 20.4 20.568 181 0 42.543 69.84498978 71.89518456 63.56971402 53.69046383 63.71531096 65.05731439
sp|Q5U2X7|TIM21_RAT Mitochondrial import inner membrane translocase subunit Tim21 OS=Rattus norvegicus OX=10116 GN=Timm21 PE=2 SV=1PNKD metallo-beta-lactamase domain-containingPnkd 6 28.2 27.876 245 0 23.457 35.91407206 39.80679794 36.78960432 36.9331362 33.50032197 33.92629875
tr|D3ZUD8|D3ZUD8_RAT Transmembrane 9 superfamily member OS=Rattus norvegicus OX=10116 GN=Tm9sf3 PE=1 SV=2Cysteine desulfurase, mitochondrial (EC 2.8.1.7)Nfs1 4 7.2 69.968 609 0 11.738 9.471216647 12.46132466 12.36162116 8.057909951 10.12944962 9.908729422
tr|A1L1L6|A1L1L6_RAT Mitochondrial Rho GTPase OS=Rattus norvegicus OX=10116 GN=Rhot1 PE=1 SV=1;tr|A0A0G2K777|A0A0G2K777_RAT Ras homolog family member T1 OS=Rattus norvegicus OX=10116 GN=Rhot1 PE=1 SV=1Peptidylprolyl isomerase (EC 5.2.1.8)Fkbp3 9 20.4 72.156 631 0 121.57 28.95628626 32.08315477 29.19662786 33.8905319 30.347135 35.22590522
sp|P36365|FMO1_RAT Dimethylaniline monooxygenase [N-oxide-forming] 1 OS=Rattus norvegicus OX=10116 GN=Fmo1 PE=1 SV=2Similar to RIKEN cDNA 5730502D15 gene (Predicted) (TraB domain-containing)Trabd 3 6.4 59.825 532 0 5.2854 4.21031563 4.761938263 5.542391191 5.117738553 5.856815844 6.000157832
tr|Q5U2X8|Q5U2X8_RAT Acyl-CoA thioesterase 9 OS=Rattus norvegicus OX=10116 GN=Acot9 PE=1 SV=1Utrophin (Utrophin, isoform CRA_a)Utrn 15 38.5 50.443 439 0 163.2 51.1258308 54.56347957 50.51444326 63.23495291 52.78709759 58.77485657
sp|P11530|DMD_RAT Dystrophin OS=Rattus norvegicus OX=10116 GN=Dmd PE=1 SV=2Nucleobindin-1 (Bone 63 kDa calcium-binding protein) (CALNUC)Nucb1 129 41.8 425.82 3677 0 323.31 486.2196885 425.9157106 535.8639485 492.8932152 607.60343 590.4175838
sp|P18163|ACSL1_RAT Long-chain-fatty-acid--CoA ligase 1 OS=Rattus norvegicus OX=10116 GN=Acsl1 PE=1 SV=1Golgi integral membrane protein 4 (Golgi integral membrane protein, cis) (GIMPc) (Golgi phosphoprotein 4)Golim4 37 55.4 78.178 699 0 323.31 653.595683 676.3360177 665.7465644 655.2667198 633.7905824 591.6494382
sp|P53987|MOT1_RAT Monocarboxylate transporter 1 OS=Rattus norvegicus OX=10116 GN=Slc16a1 PE=1 SV=1Heat shock protein beta-6 (HspB6) (Heat shock 20 kDa-like protein p20)Hspb6 5 12.8 53.238 494 0 52.398 20.91522134 19.00589822 22.33970523 18.17446073 19.72115656 18.45471983
tr|B1WC24|B1WC24_RAT CTD small phosphatase 1 OS=Rattus norvegicus OX=10116 GN=Ctdsp1 PE=1 SV=1Aldo-keto reductase family 1 member C15 (EC 1.1.1.-) (EC 1.1.1.216) (RAKc)Akr1c15 3 12.6 29.294 261 0 17.002 3.921374746 3.594236043 4.247281947 3.305457529 3.700349962 3.586236336
tr|G3V6L9|G3V6L9_RAT Peptidylprolyl isomerase OS=Rattus norvegicus OX=10116 GN=Fkbp3 PE=1 SV=1Histidine-rich glycoprotein (Histidine-proline-rich glycoprotein) (HPRG) (Histidine-rich glycoprotein 1) (HRG1)Hrg 4 21.9 25.178 224 0 27.533 23.17308283 16.86939935 18.01237874 15.11492896 14.8526882 15.87090507
tr|D4AC23|D4AC23_RAT T-complex protein 1 subunit eta OS=Rattus norvegicus OX=10116 GN=Cct7 PE=1 SV=1Inter-alpha trypsin inhibitor, heavy chain 1 (Inter-alpha trypsin inhibitor, heavy chain 1 (Predicted), isoform CRA_a) (Itih1 protein)Itih1 11 26.5 59.658 544 0 39.342 16.15150437 16.25727245 16.55859388 15.15659658 15.03782345 16.29692141
sp|Q6IRE4|TS101_RAT Tumor susceptibility gene 101 protein OS=Rattus norvegicus OX=10116 GN=Tsg101 PE=1 SV=1Microtubule-associated protein RP/EB family member 2Mapre2 3 10 44.077 391 0 12.82 12.29164967 11.36644033 11.034002 10.19380949 11.36390269 10.55134684
sp|Q03346|MPPB_RAT Mitochondrial-processing peptidase subunit beta OS=Rattus norvegicus OX=10116 GN=Pmpcb PE=1 SV=3Mitochondrial import inner membrane translocase subunit Tim9Timm9 9 23.3 54.265 489 0 42.987 20.94592155 23.2551148 22.42556073 24.88858995 22.38370241 24.6760982
sp|P07687|HYEP_RAT Epoxide hydrolase 1 OS=Rattus norvegicus OX=10116 GN=Ephx1 PE=1 SV=1;tr|F1LTS8|F1LTS8_RAT Epoxide hydrolase OS=Rattus norvegicus OX=10116 PE=3 SV=2Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial (SBCAD) (EC 1.3.8.5) (2-methyl branched chain acyl-CoA dehydrogenase) (2-MEBCAD) (2-methylbutyryl-coenzyme A dehydrogenase) (2-methylbutyryl-CoA dehydrogenase)Acadsb 3 6.4 52.581 455 0 5.1778 6.4462484 6.740054647 6.618202459 7.035317124 6.621038464 6.93020796
tr|A0A0G2K059|A0A0G2K059_RAT Mitochondrial calcium uniporter OS=Rattus norvegicus OX=10116 GN=Mcu PE=1 SV=1;tr|M0RDI5|M0RDI5_RAT Mitochondrial calcium uniporter OS=Rattus norvegicus OX=10116 GN=Mcu PE=1 SV=1ATP synthase mitochondrial F1 complex assembly factor 2 (ATP synthase mitochondrial F1 complex assembly factor 2 (Predicted), isoform CRA_c)Atpaf2 7 24.2 36.057 310 0 25.378 19.33715038 24.20873908 22.49885201 19.09158239 18.80790987 19.10144343
tr|D3ZC56|D3ZC56_RAT Dystonin OS=Rattus norvegicus OX=10116 GN=Dst PE=1 SV=3CD99 molecule (Xg blood group) (Cd99 protein) (RCG58573, isoform CRA_b)Cd99 2 0.4 847.2 7512 0.0059272 1.321 2.261330223 2.5278891 2.557394466 2.271970355 2.294761261 1.813597749
sp|P29975|AQP1_RAT Aquaporin-1 OS=Rattus norvegicus OX=10116 GN=Aqp1 PE=1 SV=4;tr|A0A0G2K3E0|A0A0G2K3E0_RAT Aquaporin-1 OS=Rattus norvegicus OX=10116 GN=Aqp1 PE=1 SV=1PRA1 family protein 3 (ADP-ribosylation factor-like protein 6-interacting protein 5) (ARL-6-interacting protein 5) (Aip-5) (GTRAP3-18) (Glutamate transporter EAAC1-interacting protein) (Prenylated Rab acceptor protein 2) (Protein JWa)Arl6ip5 3 14.5 28.856 269 0 80.704 18.84036504 16.40328873 26.52620777 11.38697913 17.30523965 14.38754698
sp|Q99P75|RAB9A_RAT Ras-related protein Rab-9A OS=Rattus norvegicus OX=10116 GN=Rab9a PE=1 SV=2Phosphoinositide phospholipase C (EC 3.1.4.11)Plcd3 2 11.4 22.895 201 0.00046361 1.9564 4.310789071 3.811310416 4.271834525 4.29528051 4.426629668 4.68648769
sp|Q9WUS0|KAD4_RAT Adenylate kinase 4, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ak4 PE=2 SV=1Thioredoxin domain containing 13 (Thioredoxin-related transmembrane protein 4)Tmx4 8 47.5 25.203 223 0 49.28 18.2291516 17.50958801 20.35979369 21.38633973 20.45188474 19.53156595
sp|P04797|G3P_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus OX=10116 GN=Gapdh PE=1 SV=3;tr|M0R590|M0R590_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus OX=10116 GN=LOC108351137 PE=3 SV=1;tr|D3ZGY4|D3ZGY4_RAT GlyceraldImportin 5 Ipo5 12 44.7 35.828 333 0 323.31 210.5157815 201.6927227 214.319404 131.6783583 204.1525021 160.3258597
tr|F1M964|F1M964_RAT Mitochondrial-processing peptidase subunit alpha OS=Rattus norvegicus OX=10116 GN=Pmpca PE=1 SV=2;tr|Q68FX8|Q68FX8_RAT Mitochondrial-processing peptidase subunit alpha OS=Rattus norvegicus OX=10116 GN=Pmpca PE=1 SV=1;sp|P20069|MPPA_RATIg gamma-2B chain C region (Immunoglobulin heavy chain 1a)Igh-1a 10 21 58.381 523 0 41.118 25.47360567 27.29315474 27.93601786 33.99773922 27.33590685 30.99756474
sp|P37397|CNN3_RAT Calponin-3 OS=Rattus norvegicus OX=10116 GN=Cnn3 PE=1 SV=1;tr|D3ZRX9|D3ZRX9_RAT Calponin (Fragment) OS=Rattus norvegicus OX=10116 GN=Cnn2 PE=1 SV=3Cytosolic acyl coenzyme A thioester hydrolase (EC 3.1.2.2) (ACH1) (ACT) (Acyl-CoA thioesterase 7) (Brain acyl-CoA hydrolase) (BACH) (CTE-IIa) (CTE-IIb) (CTE-II) (LACH1) (Long chain acyl-CoA thioester hydrolase) (MTE-II)Acot7 2 7 36.434 330 0.0017937 1.7207 1.248661599 1.538688222 1.48917408 2.134250192 1.432083322 2.223497325
sp|Q63159|COQ3_RAT Ubiquinone biosynthesis O-methyltransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq3 PE=2 SV=2Corrinoid adenosyltransferase (EC 2.5.1.17)Mmab 4 17.1 38.708 345 0 54.315 20.40448134 15.94906869 20.60008438 21.58035458 21.88259427 22.79752013
tr|D3ZTN1|D3ZTN1_RAT Tescalcin OS=Rattus norvegicus OX=10116 GN=Tesc PE=4 SV=1Sodium channel protein Scn7a 2 13.1 24.599 214 0 2.9816 5.609767132 5.036372779 5.242943967 6.38426057 5.31737228 6.121803461
tr|A0A0G2JUL7|A0A0G2JUL7_RAT Septin 6 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Sept11 PE=1 SV=1;sp|B3GNI6|SEP11_RAT Septin-11 OS=Rattus norvegicus OX=10116 GN=Sept11 PE=1 SV=1BWK4 (Endoplasmic reticulum protein 44) (RCG60340)Erp44 6 22.6 49.341 429 0 68.197 14.02242431 16.36238515 13.45470823 12.26069703 14.00224358 12.04035093
sp|P56741|MYPC_RAT Myosin-binding protein C, cardiac-type OS=Rattus norvegicus OX=10116 GN=Mybpc3 PE=1 SV=2Mitochondrial translational initiation factor 2Mtif2 46 44.8 140.76 1274 0 323.31 241.4711703 206.7295711 210.770012 221.9582004 310.7851737 284.5686489
sp|Q7M0E3|DEST_RAT Destrin OS=Rattus norvegicus OX=10116 GN=Dstn PE=1 SV=3;tr|D4A315|D4A315_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=2Coronin Coro1c 5 29.1 18.533 165 0 23.949 18.65058187 20.70244574 16.09528829 13.87054287 15.96284553 17.23569718
tr|A0A0H2UHR7|A0A0H2UHR7_RAT Filamin-C OS=Rattus norvegicus OX=10116 GN=Flnc PE=1 SV=1;sp|D3ZHA0|FLNC_RAT Filamin-C OS=Rattus norvegicus OX=10116 GN=Flnc PE=1 SV=1DnaJ homolog subfamily C member 10 (EC 1.8.4.-)Dnajc10 26 13.5 287.3 2693 0 108.72 39.64793626 32.64676811 41.73467159 38.6944612 48.0749802 47.90425412
sp|P21531|RL3_RAT 60S ribosomal protein L3 OS=Rattus norvegicus OX=10116 GN=Rpl3 PE=1 SV=3;tr|A0A0U1RRY5|A0A0U1RRY5_RAT 60S ribosomal protein L3 OS=Rattus norvegicus OX=10116 GN=Rpl3 PE=1 SV=1Profilin-1 (Profilin I) Pfn1 5 12.4 46.135 403 0 7.3309 10.22117912 10.23921364 12.98669106 7.608680929 9.962631634 9.883065788
tr|Q5XIW0|Q5XIW0_RAT Mitochondrial import inner membrane translocase subunit TIM23 OS=Rattus norvegicus OX=10116 GN=LOC100362432 PE=1 SV=1;sp|O35093|TIM23_RAT Mitochondrial import inner membrane translocase subunit Tim23 OS=Rattus norvegicus OX=10116 GN=TiBifunctional epoxide hydrolase 2 [Includes: Cytosolic epoxide hydrolase 2 (CEH) (EC 3.3.2.10) (Epoxide hydratase) (Soluble epoxide hydrolase) (SEH); Lipid-phosphate phosphatase (EC 3.1.3.76)]Ephx2 2 17.7 21.873 209 0 73.805 10.75105691 12.91934968 11.44338614 11.2185725 9.952818812 10.03396796
sp|Q5RJS6|MSPD1_RAT Motile sperm domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Mospd1 PE=2 SV=160S ribosomal protein L18 Rpl18 3 21.1 24.088 213 0 34.346 10.39262189 10.72101981 10.31941203 10.87568272 12.53162858 11.14776971
tr|Q5XI19|Q5XI19_RAT Fermitin family homolog 2 (Drosophila) OS=Rattus norvegicus OX=10116 GN=Fermt2 PE=1 SV=1;tr|A0A0G2JWC7|A0A0G2JWC7_RAT Fermitin family member 2 OS=Rattus norvegicus OX=10116 GN=Fermt2 PE=1 SV=1COX15 homolog, cytochrome c oxidase assembly protein (Yeast), isoform CRA_a (Cytochrome c oxidase assembly homolog COX15)Cox15 14 26.9 77.875 680 0 36.356 23.12563704 23.08864673 23.61078541 23.45496342 29.75967402 28.65293506
sp|P54311|GBB1_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Gnb1 PE=1 SV=440S ribosomal protein S24 Rps24 6 26.8 37.377 340 0 323.31 49.37551966 44.56302872 43.54234863 35.81331893 45.77943392 36.70053768
sp|P51886|LUM_RAT Lumican OS=Rattus norvegicus OX=10116 GN=Lum PE=1 SV=1Glutathione S-transferase P (EC 2.5.1.18) (Chain 7) (GST 7-7) (GST class-pi)Gstp1 3 10.7 38.279 338 0 7.5905 5.693893704 5.963837782 6.348595256 6.152918474 8.870137391 7.782240637
tr|D4A8H8|D4A8H8_RAT Cytoplasmic FMR1-interacting protein OS=Rattus norvegicus OX=10116 GN=Cyfip1 PE=1 SV=1;tr|A0A0G2K472|A0A0G2K472_RAT Cytoplasmic FMR1-interacting protein OS=Rattus norvegicus OX=10116 GN=Cyfip1 PE=1 SV=1Acidic leucine-rich nuclear phosphoprotein 32 family member EAnp32e 7 6.7 145.26 1253 0 12.83 15.14557385 16.39044691 16.60413917 14.11316994 14.95081643 15.78929472
tr|D4A1T7|D4A1T7_RAT Family with sequence similarity 173, member A OS=Rattus norvegicus OX=10116 GN=Fam173a PE=1 SV=1Hsp90 co-chaperone Cdc37 (Hsp90 chaperone protein kinase-targeting subunit) (p50Cdc37) [Cleaved into: Hsp90 co-chaperone Cdc37, N-terminally processed]Cdc37 2 12.6 23.915 222 0 3.4071 9.387887483 9.307468025 8.859868567 10.15474609 9.186110277 10.29368395
sp|B2GV71|NDUF5_RAT Arginine-hydroxylase NDUFAF5, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufaf5 PE=2 SV=1Calcium uniporter protein Mcu 2 7 38.229 343 0 4.4857 3.766757284 4.232617339 4.471553259 5.520959579 4.211663436 5.018985744
tr|G3V6G7|G3V6G7_RAT Polyribonucleotide nucleotidyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Pnpt1 PE=1 SV=1Protein S100-A10 (Calpactin I light chain) (Calpactin-1 light chain) (Cellular ligand of annexin II) (Nerve growth factor-induced protein 42C) (S100 calcium-binding protein A10) (p10 protein) (p11)S100a10 17 25.1 85.897 784 0 150.17 62.26961128 63.99032899 60.23496084 72.59280578 62.83346531 67.84951786
tr|D3ZVS2|D3ZVS2_RAT L-2-hydroxyglutarate dehydrogenase OS=Rattus norvegicus OX=10116 GN=L2hgdh PE=1 SV=1Oligoribonuclease, mitochondrial (EC 3.1.-.-) (RNA exonuclease 2 homolog) (Small fragment nuclease)Rexo2 15 41.9 50.732 463 0 291.65 59.42685082 63.42909376 48.0173047 65.30097238 63.77876721 86.95352766
sp|P38062|MAP2_RAT Methionine aminopeptidase 2 OS=Rattus norvegicus OX=10116 GN=Metap2 PE=1 SV=2;tr|Q6IRK1|Q6IRK1_RAT Methionine aminopeptidase 2 OS=Rattus norvegicus OX=10116 GN=Metap2 PE=1 SV=1;tr|F1LRI8|F1LRI8_RAT Methionine aminopeptidase 2 OS=Rattus n28S ribosomal protein S25, mitochondrial (MRP-S25) (S25mt)Mrps25 3 9 53.051 478 0 3.5312 0.947201405 0.602899814 0.867559335 0.845288426 1.605312349 1.27178709
tr|G3V8U9|G3V8U9_RAT Proteasome subunit beta OS=Rattus norvegicus OX=10116 GN=Psmb4 PE=1 SV=2;sp|P34067|PSB4_RAT Proteasome subunit beta type-4 OS=Rattus norvegicus OX=10116 GN=Psmb4 PE=1 SV=2Putative 60S ribosomal protein L37a (60S ribosomal protein L37a pseudogene 1)Rpl37a-ps1 4 22.4 25.76 232 0 40.574 6.900372406 5.833992682 7.672549853 5.49621943 5.686596083 6.054564738
tr|A0A0H2UHS3|A0A0H2UHS3_RAT Coiled-coil domain-containing protein 51 OS=Rattus norvegicus OX=10116 GN=Ccdc51 PE=1 SV=1;sp|Q5PPN7|CCD51_RAT Coiled-coil domain-containing protein 51 OS=Rattus norvegicus OX=10116 GN=Ccdc51 PE=2 SV=2;tr|A0A0G2JXH2|A0A0G2JXH2_Myosin-10 (Cellular myosin heavy chain, type B) (Myosin heavy chain 10) (Myosin heavy chain, non-muscle IIb) (Non-muscle myosin heavy chain B) (NMMHC-B) (Non-muscle myosin heavy chain IIb) (NMMHC II-b) (NMMHC-IIB)Myh10 12 33.5 42.308 379 0 152.28 40.33290996 55.23886435 48.45600535 40.26046923 40.7703151 37.22356256
tr|F1M8K0|F1M8K0_RAT Dystroglycan 1 OS=Rattus norvegicus OX=10116 GN=Dag1 PE=1 SV=1Aldo-keto reductase family 1 member A1 (EC 1.1.1.2) (EC 1.1.1.33) (EC 1.1.1.372) (EC 1.1.1.54) (3-DG-reducing enzyme) (Alcohol dehydrogenase [NADP(+)]) (Aldehyde reductase) (Glucuronate reductase) (EC 1.1.1.19) (Glucuronolactone reductase) (EC 1.1.1.20)Akr1a1 10 12.1 96.705 893 0 118.48 27.09912242 24.26914321 29.52539159 28.03753348 30.77693662 31.28448418
tr|F1LNY3|F1LNY3_RAT Neural cell adhesion molecule 1 OS=Rattus norvegicus OX=10116 GN=Ncam1 PE=1 SV=2;sp|P13596|NCAM1_RAT Neural cell adhesion molecule 1 OS=Rattus norvegicus OX=10116 GN=Ncam1 PE=1 SV=1;tr|A0A0G2K0M8|A0A0G2K0M8_RAT Neural cell adhesion mol39S ribosomal protein L24, mitochondrial (L24mt) (MRP-L24)Mrpl24 11 16.9 92.72 842 0 98.641 15.54108835 15.46821376 20.778601 17.65752182 43.01352634 36.80575858
sp|Q04462|SYVC_RAT Valine--tRNA ligase OS=Rattus norvegicus OX=10116 GN=Vars PE=2 SV=2Complement C4 [Cleaved into: Complement C4 beta chain; Complement C4 alpha chain; C4a anaphylatoxin; Complement C4 gamma chain]C4 7 7 140.37 1264 0 10.283 12.10425873 10.83897434 12.3008941 11.75460907 14.55830353 15.34736692
tr|B4F7A5|B4F7A5_RAT CD99 molecule (Xg blood group) OS=Rattus norvegicus OX=10116 GN=Cd99 PE=1 SV=139S ribosomal protein L9, mitochondrial (L9mt) (MRP-L9)Mrpl9 3 24.8 16.588 165 0 26.674 10.13505903 6.331970045 8.565132925 5.602992705 6.90495613 6.006317104
sp|Q641Y8|DDX1_RAT ATP-dependent RNA helicase DDX1 OS=Rattus norvegicus OX=10116 GN=Ddx1 PE=1 SV=160S ribosomal protein L23aRpl23a 6 12.8 82.496 740 0 11.505 11.63259174 12.54218058 11.86638152 8.115202928 11.75183628 9.92720724
tr|D3ZUY0|D3ZUY0_RAT Retinol dehydrogenase 14 OS=Rattus norvegicus OX=10116 GN=Rdh14 PE=1 SV=1Ras-related protein Rab-35Rab35 9 42.5 36.195 334 0 79.655 20.30321049 19.95904687 19.03531558 22.29608275 20.64683282 20.17418337
tr|G3V827|G3V827_RAT Cysteine conjugate-beta lyase 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Kyat1 PE=1 SV=1;sp|Q08415|KAT1_RAT Kynurenine--oxoglutarate transaminase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Kyat1 PE=1 SV=1Mitochondrial ribosomal protein L15 (Mitochondrial ribosomal protein L15 (Predicted), isoform CRA_b)Mrpl15 2 6.1 51.581 457 0 3.9574 2.350121633 1.5440152 2.157852295 2.241457504 2.433841666 2.959119755
tr|D3ZX69|D3ZX69_RAT 39S ribosomal protein L10, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl10 PE=1 SV=1;sp|P0C2C4|RM10_RAT 39S ribosomal protein L10, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl10 PE=1 SV=1Mitochondrial ribosomal protein L13 (Mitochondrial ribosomal protein L13, isoform CRA_a)Mrpl13 6 34.4 29.465 262 0 32.629 12.27689762 13.27035952 13.66097083 16.07805862 13.57505871 14.06521173
tr|F1M978|F1M978_RAT Inositol-1-monophosphatase OS=Rattus norvegicus OX=10116 GN=Impa1 PE=1 SV=1;sp|P97697|IMPA1_RAT Inositol monophosphatase 1 OS=Rattus norvegicus OX=10116 GN=Impa1 PE=1 SV=2Translationally-controlled tumor protein (TCTP) (Lens epithelial protein)Tpt1 2 10.5 30.495 277 0 3.3644 3.390779287 2.884273473 2.955575512 3.137875572 3.629566802 4.089859507
tr|F1M6W2|F1M6W2_RAT Endoplasmic reticulum metallopeptidase 1 OS=Rattus norvegicus OX=10116 GN=Ermp1 PE=1 SV=1;sp|Q6UPR8|ERMP1_RAT Endoplasmic reticulum metallopeptidase 1 OS=Rattus norvegicus OX=10116 GN=Ermp1 PE=1 SV=1Haptoglobin (Liver regeneration-related protein LRRG173) [Cleaved into: Haptoglobin alpha chain; Haptoglobin beta chain]Hp 2 2.3 99.979 898 0 2.3752 3.325989866 3.016449127 2.918563416 2.139805874 3.072002225 2.440098403
sp|Q62930|CO9_RAT Complement component C9 OS=Rattus norvegicus OX=10116 GN=C9 PE=1 SV=1;tr|F7F389|F7F389_RAT Complement component C9 OS=Rattus norvegicus OX=10116 GN=C9 PE=1 SV=1Tubulin beta-2A chain Tubb2a 3 8.8 62.28 554 0 6.1299 9.926138061 9.755029342 8.671928788 9.991113879 12.01285736 15.03119094
sp|D3ZHR2|ABCD1_RAT ATP-binding cassette sub-family D member 1 OS=Rattus norvegicus OX=10116 GN=Abcd1 PE=1 SV=1Plasminogen receptor (KT) (Plg-R(KT))Plgrkt 4 7.5 81.937 737 0 33.067 2.103244035 2.685034966 2.484626696 3.050503782 2.974789863 2.465248765
sp|Q9Z1H9|CAVN3_RAT Caveolae-associated protein 3 OS=Rattus norvegicus OX=10116 GN=Cavin3 PE=1 SV=140S ribosomal protein S11 Rps11 4 23.2 27.91 263 0 46.533 9.075303444 6.925072024 7.857348577 9.400822604 11.20362659 8.349920241
sp|Q7TSA0|MIRO2_RAT Mitochondrial Rho GTPase 2 OS=Rattus norvegicus OX=10116 GN=Rhot2 PE=1 SV=1Signal transducer and activator of transcriptionStat1 4 9.5 69.152 622 0 20.287 6.755642806 5.850163867 6.025590121 8.006693502 6.35249422 7.078030497
sp|B0K020|CISD1_RAT CDGSH iron-sulfur domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Cisd1 PE=3 SV=1Destrin (Actin-depolymerizing factor) (ADF)Dstn 8 58.3 12.097 108 0 84.861 122.3343887 135.8807573 132.4739861 136.0881813 139.23741 139.2252192
tr|B5DEI0|B5DEI0_RAT Pcyox1l protein OS=Rattus norvegicus OX=10116 GN=Pcyox1l PE=2 SV=1Beta-enolase (EC 4.2.1.11) (2-phospho-D-glycerate hydro-lyase) (Enolase 3) (Muscle-specific enolase) (MSE) (Skeletal muscle enolase)Eno3 2 4.9 54.633 494 0 7.0279 1.515115571 1.371031086 1.647483242 1.152370101 1.397476768 1.419660954
sp|P63322|RALA_RAT Ras-related protein Ral-A OS=Rattus norvegicus OX=10116 GN=Rala PE=1 SV=1LIM and cysteine-rich domains 1Lmcd1 2 14.1 23.553 206 0 13.295 12.40328683 10.69057994 12.16739927 10.52411218 11.46791861 9.754234341
sp|Q6MG12|CF136_RAT Uncharacterized protein C6orf136 homolog OS=Rattus norvegicus OX=10116 PE=2 SV=1;tr|G3V628|G3V628_RAT Hypothetical protein MGC:15854 OS=Rattus norvegicus OX=10116 GN=RGD1302996 PE=1 SV=1Phosphoglucomutase-1 (PGM 1) (EC 5.4.2.2) (Glucose phosphomutase 1)Pgm1 5 23.8 20.445 172 0 4.9288 7.991625614 8.986422447 8.54366905 10.86613389 8.455382091 10.72483301
sp|P31399|ATP5H_RAT ATP synthase subunit d, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5pd PE=1 SV=3Ubiquitin carboxyl-terminal hydrolase (EC 3.4.19.12)Usp5 16 82.6 18.763 161 0 323.31 537.7322623 623.1613576 547.6952549 558.0422744 480.0498207 497.6178801
tr|Q3KR94|Q3KR94_RAT Vitronectin OS=Rattus norvegicus OX=10116 GN=Vtn PE=1 SV=1;tr|Q7TQ11|Q7TQ11_RAT Aa1018 OS=Rattus norvegicus OX=10116 GN=Vtn PE=1 SV=1Phosphoglycerate mutase 1 (EC 5.4.2.11) (EC 5.4.2.4) (BPG-dependent PGAM 1) (Phosphoglycerate mutase isozyme B) (PGAM-B)Pgam1 7 20.9 54.724 478 0 74.699 16.42062966 14.95358959 15.04460546 15.39488328 21.62615251 22.15746907



tr|B0BNE6|B0BNE6_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 8 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ndufs8 PE=1 SV=1Myelin protein P0 (Myelin peripheral protein) (MPP) (Myelin protein zero)Mpz 6 30.7 23.97 212 0 87.825 110.8636708 132.4372462 119.857416 113.2274155 103.8523719 109.9840736
tr|D4A7L4|D4A7L4_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 11 (Predicted) OS=Rattus norvegicus OX=10116 GN=Ndufb11 PE=1 SV=139S ribosomal protein L3, mitochondrial (L3mt) (MRP-L3)Mrpl3 6 49.7 17.634 151 0 289.37 92.45948812 98.59666419 95.81787661 95.85288627 83.18002576 85.32132048
sp|Q6Q0N1|CNDP2_RAT Cytosolic non-specific dipeptidase OS=Rattus norvegicus OX=10116 GN=Cndp2 PE=1 SV=1Purine nucleoside phosphorylase (PNP) (EC 2.4.2.1) (Inosine phosphorylase) (Inosine-guanosine phosphorylase)Pnp 4 11.2 52.693 475 0 14.29 9.477595913 9.817811588 8.189776877 9.848749513 10.29692179 10.20899395
sp|Q60587|ECHB_RAT Trifunctional enzyme subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hadhb PE=1 SV=1;tr|A0A0G2K330|A0A0G2K330_RAT Trifunctional enzyme subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hadhb PE=1 SV=1Guanine nucleotide-binding protein subunit alpha-13 (G alpha-13) (G-protein subunit alpha-13)Gna13 23 49.9 51.414 475 0 323.31 695.2602647 762.8042934 686.8439825 708.3495309 618.4694955 647.0828896
tr|B1PLB1|B1PLB1_RAT CD34 antigen (Predicted) OS=Rattus norvegicus OX=10116 GN=Cd34 PE=1 SV=1;tr|B1PLB2|B1PLB2_RAT CD34 antigen isoform 2 OS=Rattus norvegicus OX=10116 GN=Cd34 PE=2 SV=140S ribosomal protein S17 Rps17 4 7.5 41.238 386 0 8.2661 24.62316976 15.22564599 23.11711629 12.77763593 18.21063608 15.23085402
tr|Q63318|Q63318_RAT Ly6-C antigen OS=Rattus norvegicus OX=10116 GN=LOC100911104 PE=4 SV=1;tr|F7EWC5|F7EWC5_RAT Similar to Ly6-C antigen gene (Fragment) OS=Rattus norvegicus OX=10116 GN=RGD1565410 PE=4 SV=2Mitochondrial import inner membrane translocase subunit Tim21 (TIM21-like protein, mitochondrial)Timm21 2 15.7 14.158 134 0 3.7814 3.627848764 3.043084019 4.108447325 3.733158281 5.851909433 4.68931069
tr|D3ZJX5|D3ZJX5_RAT RCG54610, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Timm50 PE=1 SV=2Aldo-keto reductase family 1 member B1 (EC 1.1.1.21) (EC 1.1.1.300) (EC 1.1.1.372) (EC 1.1.1.54) (Aldehyde reductase) (Aldose reductase) (AR)Akr1b1 8 31.7 39.854 353 0 190.81 40.56415835 47.85719417 42.44297945 42.71842474 38.00244496 36.43260933
sp|Q4KMA2|RD23B_RAT UV excision repair protein RAD23 homolog B OS=Rattus norvegicus OX=10116 GN=Rad23b PE=1 SV=1Solute carrier family 25 member 34Slc25a34 2 5.5 43.496 415 0 2.7501 4.279291445 3.661346459 3.725762149 3.696525499 3.483290328 3.374203385
sp|Q6AY56|TBA8_RAT Tubulin alpha-8 chain OS=Rattus norvegicus OX=10116 GN=Tuba8 PE=2 SV=1Rho-associated protein kinase 2 (EC 2.7.11.1) (Rho-associated, coiled-coil-containing protein kinase 2) (Rho-associated, coiled-coil-containing protein kinase II) (ROCK-II) (RhoA-binding kinase 2) (p150 ROK-alpha) (ROKalpha) (p164 ROCK-2)Rock2 3 7.8 50.037 449 0 5.9888 6.967753404 5.932922282 6.349118765 5.021382183 5.178095618 6.435413079
tr|A0A0G2JTB2|A0A0G2JTB2_RAT Glucan (1,4-alpha-), branching enzyme 1 OS=Rattus norvegicus OX=10116 GN=Gbe1 PE=1 SV=1;tr|A0A096MIX1|A0A096MIX1_RAT Glucan (1,4-alpha-), branching enzyme 1 (Fragment) OS=Rattus norvegicus OX=10116 GN=Gbe1 PE=1 SV=1Histidyl-tRNA synthetase 2, mitochondrialHars2 3 5.5 75.706 655 0 5.7322 3.317497468 3.256353408 3.197593784 3.279849304 3.819739303 4.166593775
tr|F1LM84|F1LM84_RAT Nidogen-1 OS=Rattus norvegicus OX=10116 GN=Nid1 PE=1 SV=1T-complex protein 1 subunit delta (TCP-1-delta) (CCT-delta)Cct4 14 15.2 137.04 1246 0 82.604 40.08172635 44.54257693 43.75960492 34.25468954 41.80720335 39.46348461
tr|D4AEH9|D4AEH9_RAT Amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (Glycogen debranching enzyme, glycogen storage disease type III) (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Agl PE=1 SV=1Growth hormone-inducible transmembrane protein (Mitochondrial morphology and cristae structure 1) (MICS1)Ghitm 27 22.5 174.33 1532 0 136.02 90.71316403 81.99266252 93.91753846 90.57064743 97.31049022 106.3449702
sp|P05197|EF2_RAT Elongation factor 2 OS=Rattus norvegicus OX=10116 GN=Eef2 PE=1 SV=4Thioredoxin (Trx) Txn 21 28.2 95.283 858 0 124.15 69.01169814 77.86901043 76.49515451 55.15317089 69.53366054 70.47234135
sp|Q6MGB5|DHB8_RAT Estradiol 17-beta-dehydrogenase 8 OS=Rattus norvegicus OX=10116 GN=Hsd17b8 PE=1 SV=1;tr|A0A0G2K6P1|A0A0G2K6P1_RAT Estradiol 17-beta-dehydrogenase 8 OS=Rattus norvegicus OX=10116 GN=Hsd17b8 PE=1 SV=1Proteasome subunit beta type-2 (EC 3.4.25.1) (Macropain subunit C7-I) (Multicatalytic endopeptidase complex subunit C7-I) (Proteasome component C7-I)Psmb2 4 26.6 26.79 259 0 32.294 9.567304342 9.643257918 10.94657597 13.33754457 10.28972572 11.53067115
tr|A0A0G2JU25|A0A0G2JU25_RAT Polypeptide N-acetylgalactosaminyltransferase OS=Rattus norvegicus OX=10116 GN=Galnt2 PE=1 SV=1;tr|D3ZFD2|D3ZFD2_RAT Polypeptide N-acetylgalactosaminyltransferase OS=Rattus norvegicus OX=10116 GN=Galnt2 PE=1 SV=1Glycogen [starch] synthase, muscle (EC 2.4.1.11)Gys1 3 6.5 61.854 542 0 4.8377 10.80328715 11.66560725 11.83549448 11.4902801 12.3863988 12.87287925
tr|Q6AYI1|Q6AYI1_RAT DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 OS=Rattus norvegicus OX=10116 GN=Ddx5 PE=1 SV=1Transmembrane emp24 protein transport domain containing 4 (Predicted), isoform CRA_b (Transmembrane p24-trafficking protein 4)Tmed4 2 4.2 69.238 615 0.0043253 1.466 0.273319656 0.437649332 0.388396661 0.262974763 0.318445717 0.244507715
sp|P02680|FIBG_RAT Fibrinogen gamma chain OS=Rattus norvegicus OX=10116 GN=Fgg PE=1 SV=3Carboxylic ester hydrolase (EC 3.1.1.-)Bche 6 16.4 50.632 445 0 45.953 21.8964322 18.38045387 20.52208152 21.76395253 25.93659836 34.73418998
sp|P62718|RL18A_RAT 60S ribosomal protein L18a OS=Rattus norvegicus OX=10116 GN=Rpl18a PE=2 SV=1;tr|F1M0K6|F1M0K6_RAT 60S ribosomal protein L18a OS=Rattus norvegicus OX=10116 PE=3 SV=2Protein lin-7 homolog C (Lin-7C) (Mammalian lin-seven protein 3) (MALS-3) (Vertebrate lin-7 homolog 3) (Veli-3)Lin7c 6 30.7 20.732 176 0 16.603 16.45013377 18.07129887 11.93234367 10.92689917 12.08416387 13.16801105
sp|O70377|SNP23_RAT Synaptosomal-associated protein 23 OS=Rattus norvegicus OX=10116 GN=Snap23 PE=1 SV=1;tr|M0R4V3|M0R4V3_RAT Synaptosomal-associated protein OS=Rattus norvegicus OX=10116 PE=3 SV=2Syntrophin, beta 2 Sntb2 9 62.9 23.235 210 0 195.01 18.21400084 14.65252018 18.05216543 13.30889808 16.058357 14.83409423
sp|Q68FQ0|TCPE_RAT T-complex protein 1 subunit epsilon OS=Rattus norvegicus OX=10116 GN=Cct5 PE=1 SV=1Integral membrane protein 2B (Immature BRI2) (imBRI2) (Transmembrane protein BRI) (Bri) [Cleaved into: BRI2, membrane form (Mature BRI2) (mBRI2); BRI2 intracellular domain (BRI2 ICD); BRI2C, soluble form; Bri23 peptide (Bri2-23) (ABri23) (C-terminal peptide) (P23 peptide)]Itm2b 11 26.4 59.536 541 0 85.426 22.21818644 21.55666479 21.74656938 21.39588856 21.42793349 21.60262129
sp|Q63514|C4BPA_RAT C4b-binding protein alpha chain OS=Rattus norvegicus OX=10116 GN=C4bpa PE=2 SV=1;tr|Q5M891|Q5M891_RAT C4b-binding protein alpha chain OS=Rattus norvegicus OX=10116 GN=C4bpa PE=1 SV=1Ubiquinone biosynthesis monooxygenase COQ6, mitochondrial (EC 1.14.13.-) (Coenzyme Q10 monooxygenase 6)Coq6 4 8.8 62.265 558 0 3.7973 7.817790613 7.390231395 6.923931793 9.158195528 8.251275383 13.08229451
tr|A0A0A0MXZ0|A0A0A0MXZ0_RAT Iron-sulfur cluster assembly 1 homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Isca1 PE=1 SV=1;sp|Q80W96|ISCA1_RAT Iron-sulfur cluster assembly 1 homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Isca1 PE=2 SV=1Proteasome activator complex subunit 1 (11S regulator complex subunit alpha) (REG-alpha) (Activator of multicatalytic protease subunit 1) (Proteasome activator 28 subunit alpha) (PA28a) (PA28alpha)Psme1 4 39.5 14.122 129 0 8.2322 3.454890912 4.02120288 4.251365318 4.573455274 4.11189974 4.366872782
tr|F8WFS9|F8WFS9_RAT Beta-adducin OS=Rattus norvegicus OX=10116 GN=Add2 PE=1 SV=1;sp|Q05764|ADDB_RAT Beta-adducin OS=Rattus norvegicus OX=10116 GN=Add2 PE=1 SV=4Mitochondrial coenzyme A transporter SLC25A42 (Solute carrier family 25 member 42)Slc25a42 3 5.1 80.576 725 0 10.656 5.134910511 3.938587151 4.473123787 4.571719123 5.528217127 6.197767821
tr|Q3ZB99|Q3ZB99_RAT Tight junction protein 2 OS=Rattus norvegicus OX=10116 GN=Tjp2 PE=1 SV=1Ectonucleotide pyrophosphatase/phosphodiesterase family member 1 (E-NPP 1) (Phosphodiesterase I/nucleotide pyrophosphatase 1) (Plasma-cell membrane glycoprotein PC-1) [Cleaved into: Ectonucleotide pyrophosphatase/phosphodiesterase family member 1, secreted form] [Includes: Alkaline phosphodiesterase I (EC 3.1.4.1); Nucleotide pyrophosphatase (NPPase) (EC 3.6.1.9) (Nucleotide diphosphatase)]Enpp1 2 1.9 131.36 1164 0 2.4861 2.946224181 2.959612169 3.046561399 1.925868691 2.840485032 2.624363302
sp|Q5HZA9|T126A_RAT Transmembrane protein 126A OS=Rattus norvegicus OX=10116 GN=Tmem126a PE=2 SV=140S ribosomal protein S3a (V-fos transformation effector protein) [Cleaved into: 40S ribosomal protein S3b]Rps3a 5 25 21.657 196 0 67.794 29.68511742 38.06601747 37.33195978 30.74158837 30.33928474 28.97013758
tr|F2Z3T7|F2Z3T7_RAT Isochorismatase domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=LOC103694869 PE=1 SV=1;sp|Q6I7R3|ISOC1_RAT Isochorismatase domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Isoc1 PE=1 SV=1Eukaryotic translation initiation factor 4A1 (Eukaryotic translation initiation factor 4A1, isoform CRA_c)Eif4a1 2 9.8 32.032 297 0 10.347 1.293316462 1.895786029 1.526186175 2.027693936 1.666609781 2.67045519
sp|Q9QWE9|GGT5_RAT Glutathione hydrolase 5 proenzyme OS=Rattus norvegicus OX=10116 GN=Ggt5 PE=2 SV=1;tr|A0A1W2Q6I6|A0A1W2Q6I6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus OX=10116 PE=4 SV=1Intercellular adhesion molecule 2 (Intercellular adhesion molecule 2, isoform CRA_b)Icam2 2 4.7 61.608 572 0 19.035 0.08361623 0.149982982 0.286846359 0.186510341 0.387161643 0.583899021
sp|P08503|ACADM_RAT Medium-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acadm PE=1 SV=1;tr|G3V796|G3V796_RAT Acetyl-Coenzyme A dehydrogenase, medium chain OS=Rattus norvegicus OX=10116 GN=Acadm PE=1 SV=1PPARGC1 and ESRR-induced regulator, muscle 1 (Similar to RIKEN cDNA 2310042D19)Perm1 20 49.4 46.555 421 0 323.31 175.5574032 173.4264431 217.015476 241.1990918 195.5041345 218.61824
tr|Q6WN19|Q6WN19_RAT Reticulon OS=Rattus norvegicus OX=10116 GN=Rtn2 PE=1 SV=1Aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 (Small inducible cytokine subfamily E, member 1)Aimp1 3 7.7 50.966 469 0 3.4491 2.429583367 2.315238022 2.52954378 2.024655672 2.39655294 2.249982196
tr|D3ZEH6|D3ZEH6_RAT Nudix hydrolase 8 OS=Rattus norvegicus OX=10116 GN=Nudt8 PE=1 SV=1Neudesin (Neuron-derived neurotrophic factor) (SCIRP10-related protein) (Spinal cord injury-related protein 10)Nenf 6 38.1 23.092 210 0 18.909 7.399151275 7.293204287 7.276776949 9.947710109 7.797922981 8.052735349
tr|D3ZPC4|D3ZPC4_RAT Neural cell adhesion molecule L1 OS=Rattus norvegicus OX=10116 GN=L1cam PE=1 SV=2;tr|A0A0G2KA95|A0A0G2KA95_RAT Neural cell adhesion molecule L1 OS=Rattus norvegicus OX=10116 GN=L1cam PE=1 SV=1Nucleosome assembly protein 1-like 4Nap1l4 2 3.1 140.39 1255 0.0095278 1.1856 0.865227836 1.293694774 0.887138577 1.313441492 1.079802993 1.526626984
sp|Q9ES21|SAC1_RAT Phosphatidylinositide phosphatase SAC1 OS=Rattus norvegicus OX=10116 GN=Sacm1l PE=1 SV=1Omega-amidase NIT2 (EC 3.5.1.3) (Nitrilase homolog 2)Nit2 9 18.6 67.038 587 0 43.547 18.12748205 18.37522202 20.52469907 14.69651661 18.11577879 17.90141187
tr|A0A0G2JTU0|A0A0G2JTU0_RAT Rho guanine nucleotide exchange factor 15 OS=Rattus norvegicus OX=10116 GN=Arhgef15 PE=1 SV=1;tr|D3ZPJ8|D3ZPJ8_RAT Rho guanine nucleotide exchange factor (GEF) 15 (Predicted) OS=Rattus norvegicus OX=10116 GN=Arhgef15 PE=1 SV=1T-complex protein 1 subunit alpha (TCP-1-alpha) (CCT-alpha)Tcp1 2 3.4 92.988 850 0.00046168 1.9399 2.827529961 3.273333151 3.114355832 2.845855006 2.586725441 2.980933844
sp|P0CC10|LRC4B_RAT Leucine-rich repeat-containing protein 4B OS=Rattus norvegicus OX=10116 GN=Lrrc4b PE=1 SV=1Acyl-protein thioesterase 1 (APT-1) (EC 3.1.2.-) (Lysophospholipase 1) (Lysophospholipase I) (LPL-I) (LysoPLA I)Lypla1 3 5.2 76.118 709 0 6.9071 3.761494389 3.555758135 4.465742308 3.501208533 3.370573706 3.372766222
sp|P14480|FIBB_RAT Fibrinogen beta chain OS=Rattus norvegicus OX=10116 GN=Fgb PE=1 SV=414-3-3 protein gamma [Cleaved into: 14-3-3 protein gamma, N-terminally processed]Ywhag 11 33.4 54.235 479 0 110.39 23.97487684 22.70339203 24.62325207 26.40424961 30.1423741 43.10464112
tr|B2RYT0|B2RYT0_RAT Mitochondrial ribosomal protein S21 OS=Rattus norvegicus OX=10116 GN=Mrps21 PE=2 SV=1;tr|M0R3S1|M0R3S1_RAT Mitochondrial ribosomal protein S21-like OS=Rattus norvegicus OX=10116 GN=Mrps21l PE=4 SV=1Calumenin (CBP-50) (Crocalbin)Calu 2 29.9 10.6 87 0 102 0.469075411 0.455765815 0.629100925 0.489681336 0.279384142 0.405762598
tr|G3V7K3|G3V7K3_RAT Ceruloplasmin OS=Rattus norvegicus OX=10116 GN=Cp PE=1 SV=1;tr|A0A0G2K9I6|A0A0G2K9I6_RAT Ceruloplasmin OS=Rattus norvegicus OX=10116 GN=Cp PE=1 SV=1;sp|P13635|CERU_RAT Ceruloplasmin OS=Rattus norvegicus OX=10116 GN=Cp PE=1 SV=3Caseinolytic peptidase B protein homolog (EC 3.6.1.3) (Suppressor of potassium transport defect 3)Clpb 14 17.2 120.66 1059 0 49.842 25.87589814 21.23561921 23.08518224 22.94583719 32.77482729 35.99786736
sp|P01041|CYTB_RAT Cystatin-B OS=Rattus norvegicus OX=10116 GN=Cstb PE=1 SV=1Vesicle-associated membrane protein-associated protein A (VAMP-A) (VAMP-associated protein A) (VAP-A) (33 kDa VAMP-associated protein) (VAP-33)Vapa 2 32.7 11.196 98 0 14.669 4.858209844 4.305625481 4.358004129 4.705402735 5.51035779 4.769227249
sp|Q505J9|ATAD1_RAT ATPase family AAA domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Atad1 PE=1 SV=1;tr|A0A0H2UHI7|A0A0H2UHI7_RAT ATPase family AAA domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Atad1 PE=1 SV=1Elongation factor 1-alpha 1 (EF-1-alpha-1) (Elongation factor Tu) (EF-Tu) (Eukaryotic elongation factor 1 A-1) (eEF1A-1)Eef1a1 3 8 40.717 361 0 183.69 30.3302207 30.89504832 33.7904205 31.54238793 28.23083627 28.23769744
tr|Q6PDW4|Q6PDW4_RAT Proteasome subunit beta OS=Rattus norvegicus OX=10116 GN=Psmb1 PE=1 SV=1;sp|P18421|PSB1_RAT Proteasome subunit beta type-1 OS=Rattus norvegicus OX=10116 GN=Psmb1 PE=1 SV=3Syntaxin-4 Stx4 4 19.6 26.407 240 0 5.1007 10.06847544 10.53124621 11.35281906 10.22375809 9.562268474 10.10582614
tr|A0A1B0GWQ1|A0A1B0GWQ1_RAT Stromal interaction molecule 1 OS=Rattus norvegicus OX=10116 GN=Stim1 PE=1 SV=1;sp|P84903|STIM1_RAT Stromal interaction molecule 1 OS=Rattus norvegicus OX=10116 GN=Stim1 PE=1 SV=1;tr|A0A0G2K5C8|A0A0G2K5C8_RAT Stromal interactioTransmembrane 9 superfamily member 2Tm9sf2 3 6.5 62.203 540 0 10.977 5.791576216 6.281078376 5.611494397 4.557829916 5.126087659 5.889804202
sp|P48303|S1PR1_RAT Sphingosine 1-phosphate receptor 1 OS=Rattus norvegicus OX=10116 GN=S1pr1 PE=1 SV=1Syntaxin-7 Stx7 2 6.5 42.745 383 0 10.515 2.038653966 1.858164243 2.329092133 1.515876677 2.014245374 1.790243841
tr|A0A0G2K719|A0A0G2K719_RAT DEAD-box helicase 3, X-linked OS=Rattus norvegicus OX=10116 GN=Ddx3x PE=1 SV=1;tr|D3ZN21|D3ZN21_RAT DEAD-box helicase 3, Y-linked OS=Rattus norvegicus OX=10116 GN=Ddx3y PE=1 SV=1;tr|D4ADE8|D4ADE8_RAT DEAD-box helicase 3, X-linkADP-ribosylation factor-like protein 8BArl8b 2 4.4 73.145 662 0 19.479 20.47664679 20.21160272 17.42761904 21.63938371 20.26217018 21.50920566
sp|P41499|PTN11_RAT Tyrosine-protein phosphatase non-receptor type 11 OS=Rattus norvegicus OX=10116 GN=Ptpn11 PE=1 SV=4Ras-related protein Rab-3ARab3a 7 14.9 68.458 597 0 7.7148 6.06309373 5.583339319 5.759647481 5.742752845 7.292889714 6.906597416
tr|M0R9L0|M0R9L0_RAT Nascent polypeptide-associated complex subunit alpha OS=Rattus norvegicus OX=10116 GN=Naca PE=1 SV=1;tr|B2RYX0|B2RYX0_RAT Naca protein OS=Rattus norvegicus OX=10116 GN=Naca PE=1 SV=1Ectonucleoside triphosphate diphosphohydrolase 1 (NTPDase 1) (EC 3.6.1.5) (Ecto-ATP diphosphohydrolase 1) (Ecto-ATPDase 1) (Ecto-ATPase 1) (Ecto-apyrase) (Lymphoid cell activation antigen) (CD antigen CD39)Entpd1 4 2.9 220.19 2163 0 30.579 8.617989805 6.555512892 7.424930033 6.042672897 6.401427496 6.915836324
sp|P11608|ATP8_RAT ATP synthase protein 8 OS=Rattus norvegicus OX=10116 GN=Mt-atp8 PE=1 SV=2Similar to RIKEN cDNA 1110059P08 (Vesicle-trafficking 1)Vta1 2 31.3 7.6298 67 0 18.009 24.64390238 33.8748269 32.69995097 25.53574017 25.09662075 24.53597475
tr|D3ZF99|D3ZF99_RAT Mitochondrial ribosomal protein L55 OS=Rattus norvegicus OX=10116 GN=Mrpl55 PE=1 SV=2Mitochondrial ribosomal protein S14 (Mitochondrial ribosomal protein S14 (Predicted), isoform CRA_b)Mrps14 2 24.4 15.062 127 0 8.8498 1.58257631 1.500353001 2.046554254 2.397450655 1.756102722 2.117147222
tr|Q5XIC6|Q5XIC6_RAT Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 12 OS=Rattus norvegicus OX=10116 GN=Psmd12 PE=1 SV=1Short chain dehydrogenase/reductase family 39U, member 1 (Similar to HCDI protein (Predicted), isoform CRA_a)Sdr39u1 6 20.8 52.936 456 0 45.86 12.33789935 9.62661111 10.42934895 9.432941394 9.691797732 8.903741481
tr|A0A0G2JVM0|A0A0G2JVM0_RAT Taste receptor type 1 member 2 OS=Rattus norvegicus OX=10116 GN=Aldh4a1 PE=1 SV=1;tr|A0A0G2K9I7|A0A0G2K9I7_RAT Taste receptor type 1 member 2 OS=Rattus norvegicus OX=10116 GN=Aldh4a1 PE=1 SV=1;tr|A0A0G2JUB9|A0A0G2JUB9_RAT TasteLysophospholipid acyltransferase 5 (LPLAT 5) (EC 2.3.1.-) (1-acylglycerophosphocholine O-acyltransferase) (EC 2.3.1.23) (Lysophosphatidylcholine acyltransferase 3) (Lyso-PC acyltransferase 3) (Membrane-bound O-acyltransferase domain-containing protein 5) (O-acyltransferase domain-containing protein 5)Lpcat3 12 26.3 61.844 562 0 139.99 35.53370832 38.85222242 42.63824836 49.40217133 40.75853972 42.26903317
tr|B2GVB9|B2GVB9_RAT Fermitin family member 3 OS=Rattus norvegicus OX=10116 GN=Fermt3 PE=1 SV=15'-nucleotidase (EC 3.1.3.5)Nt5c3a 3 6.2 75.622 665 0 3.9653 1.753660253 1.633622588 2.217689389 2.107296451 2.268724572 2.197217763
sp|Q9JLA3|UGGG1_RAT UDP-glucose:glycoprotein glucosyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Uggt1 PE=1 SV=2Thrombospondin 1 Thbs1 15 12.5 176.43 1551 0 49.68 26.14143509 25.71123238 27.3020483 24.2974306 24.71392067 26.43303064
sp|Q3ZU82|GOGA5_RAT Golgin subfamily A member 5 OS=Rattus norvegicus OX=10116 GN=Golga5 PE=1 SV=1;tr|G3V6Z7|G3V6Z7_RAT Golgi autoantigen, golgin subfamily a, 5, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Golga5 PE=1 SV=1Complement C7 C7 5 9.6 82.333 728 0 9.4643 4.510141137 5.386431365 5.108088014 6.209777413 5.400257921 5.210744424
sp|O88775|EMB_RAT Embigin OS=Rattus norvegicus OX=10116 GN=Emb PE=1 SV=1;tr|A0A0G2JWP4|A0A0G2JWP4_RAT Embigin OS=Rattus norvegicus OX=10116 GN=Emb PE=1 SV=1;tr|A0A0G2JU92|A0A0G2JU92_RAT Embigin OS=Rattus norvegicus OX=10116 GN=Emb PE=1 SV=1Kinectin 1 Ktn1 4 17.4 37.005 328 0 6.5658 9.92215102 9.172866694 10.92040051 9.220696957 8.289218296 9.597172895
tr|M0RAD5|M0RAD5_RAT ATP-dependent Clp protease proteolytic subunit OS=Rattus norvegicus OX=10116 GN=Clpp PE=1 SV=126S proteasome non-ATPase regulatory subunit 11 (26S proteasome regulatory subunit RPN6)Psmd11 7 34.6 29.722 272 0 33.639 20.09787787 20.83990081 21.07228962 112.185725 23.74899312 66.26863796
tr|A0A096MJZ2|A0A096MJZ2_RAT RCG21429, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tbl2 PE=1 SV=1;tr|M0RCS2|M0RCS2_RAT Transducin (beta)-like 2 OS=Rattus norvegicus OX=10116 GN=Tbl2 PE=1 SV=2Transmembrane emp24 domain-containing protein 9 (p24 family protein alpha-2) (p24alpha2)Tmed9 2 5.7 49.613 442 0.0018026 1.746 1.859954774 1.72104211 1.701142928 1.920139393 2.628593484 1.967784867
tr|Q6P6Q5|Q6P6Q5_RAT Amyloid-beta A4 protein OS=Rattus norvegicus OX=10116 GN=App PE=1 SV=1;sp|P08592|A4_RAT Amyloid-beta A4 protein OS=Rattus norvegicus OX=10116 GN=App PE=1 SV=2Fascin Fscn1 2 3.1 82.797 733 0 3.5699 2.516580608 2.509767861 2.907779128 2.21884414 2.634742853 2.230477834
tr|Q5U302|Q5U302_RAT Catenin (Cadherin associated protein), alpha 1 OS=Rattus norvegicus OX=10116 GN=Ctnna1 PE=1 SV=1;tr|A0A0G2JYF7|A0A0G2JYF7_RAT Catenin alpha 1 OS=Rattus norvegicus OX=10116 GN=Ctnna1 PE=1 SV=140S ribosomal protein S14 Rps14 25 37.6 100.24 908 0 274.7 70.45899414 54.75848504 67.33374469 49.93169732 60.78193121 55.3923895
sp|P32551|QCR2_RAT Cytochrome b-c1 complex subunit 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Uqcrc2 PE=1 SV=2Disks large homolog 1 (Synapse-associated protein 97) (SAP-97) (SAP97)Dlg1 21 48.9 48.396 452 0 323.31 803.468566 893.6957647 818.0353712 821.0257185 761.0825165 779.9178636
sp|Q5XI74|EEPD1_RAT Endonuclease/exonuclease/phosphatase family domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Eepd1 PE=1 SV=1Serine hydrolase-like 2 (Similar to serine hydolase like protein, isoforms Serhl-2 (Predicted))Serhl2 2 4.2 62.868 569 0 3.7744 4.753749361 5.375967657 5.199283305 5.530942446 5.193076528 5.649079307
tr|G3V9M6|G3V9M6_RAT Fibrillin 1 OS=Rattus norvegicus OX=10116 GN=Fbn1 PE=1 SV=1EH domain-binding protein 1-like 1Ehbp1l1 45 22.7 311.95 2872 0 323.31 137.0824545 106.6584754 145.3941915 126.6999458 273.555325 216.436831
sp|P19511|AT5F1_RAT ATP synthase F(0) complex subunit B1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5pb PE=1 SV=160S ribosomal protein L15 Rpl15 20 49.6 28.868 256 0 143.11 288.4624392 333.3737282 348.0026962 303.8654553 290.3745028 280.9706073
sp|P07943|ALDR_RAT Aldose reductase OS=Rattus norvegicus OX=10116 GN=Akr1b1 PE=1 SV=360S ribosomal protein L32 Rpl32 9 31.3 35.797 316 0 23.45 29.87091354 26.4308501 22.29730099 19.60027458 25.06391134 21.7227271
sp|Q09325|MGAT1_RAT Alpha-1,3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase OS=Rattus norvegicus OX=10116 GN=Mgat1 PE=2 SV=1Solute carrier family 25 member 51 (Mitochondrial carrier triple repeat protein 1)Slc25a51 2 6.5 51.585 447 0.00046664 2.0264 0.803109732 0.779498663 1.028747797 0.922199907 1.000907899 1.153631715
tr|D3ZJZ0|D3ZJZ0_RAT RGD1563250 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Tmem205 PE=1 SV=160S ribosomal protein L7 Rpl7 3 20.6 21.185 189 0 13.129 3.896575349 4.262105969 4.474380209 4.349925857 4.725004892 4.476405175
sp|O35814|STIP1_RAT Stress-induced-phosphoprotein 1 OS=Rattus norvegicus OX=10116 GN=Stip1 PE=1 SV=1Proliferation-associated protein 2G4Pa2g4 6 15.8 62.569 543 0 95.005 19.22790545 15.73598955 15.03884686 13.79805857 14.15990293 15.21391602
sp|P01048|KNT1_RAT T-kininogen 1 OS=Rattus norvegicus OX=10116 GN=Map1 PE=1 SV=21-phosphatidylinositol 4,5-bisphosphate phosphodiesterase delta-1 (EC 3.1.4.11) (Phosphoinositide phospholipase C-delta-1) (Phospholipase C-III) (PLC-III) (Phospholipase C-delta-1) (PLC-delta-1)Plcd1 2 5.8 47.775 430 0 10.487 4.182805045 2.762894463 3.138123147 4.191285076 4.56145785 8.375583875
sp|P26453|BASI_RAT Basigin OS=Rattus norvegicus OX=10116 GN=Bsg PE=1 SV=2Protein RER1 Rer1 9 23.5 42.435 388 0 152.48 109.1013986 96.31367341 120.4908621 83.86042455 106.0831536 94.17014178



tr|D3ZLT1|D3ZLT1_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 7 (Predicted) OS=Rattus norvegicus OX=10116 GN=Ndufb7 PE=1 SV=1Beta-hexosaminidase subunit beta (EC 3.2.1.52) (Beta-N-acetylhexosaminidase subunit beta) (Hexosaminidase subunit B) (N-acetyl-beta-glucosaminidase subunit beta)Hexb 9 70.8 16.568 137 0 323.31 210.946382 241.7639671 210.8171279 209.8094851 192.6191646 206.8540298
tr|F1LS79|F1LS79_RAT Chondroitin sulfate proteoglycan 4 OS=Rattus norvegicus OX=10116 GN=Cspg4 PE=4 SV=1;sp|Q00657|CSPG4_RAT Chondroitin sulfate proteoglycan 4 OS=Rattus norvegicus OX=10116 GN=Cspg4 PE=1 SV=2Sarcosine dehydrogenase, mitochondrial (SarDH) (EC 1.5.8.3)Sardh 8 5.4 252.01 2326 0 28.032 5.427559344 5.080130102 5.490040278 6.728452468 5.780144991 9.608978167
tr|A0A0H2UH99|A0A0H2UH99_RAT 60S ribosomal protein L24 OS=Rattus norvegicus OX=10116 GN=Rpl24 PE=1 SV=1;sp|P83732|RL24_RAT 60S ribosomal protein L24 OS=Rattus norvegicus OX=10116 GN=Rpl24 PE=2 SV=160S ribosomal protein L24 (L30)Rpl24 3 19.9 17.676 156 0 20.578 28.24021364 21.87105165 25.0431064 18.89843561 19.35154024 25.04360145
tr|G3V852|G3V852_RAT RCG55135, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tln1 PE=1 SV=1Serine/threonine-protein phosphatase PP1-gamma catalytic subunit (PP-1G) (EC 3.1.3.16) (Protein phosphatase 1C catalytic subunit)Ppp1cc 44 26.7 269.67 2541 0 323.31 124.0368553 125.6643736 129.432398 134.0265022 146.9044954 192.8108888
tr|A0A096MJB5|A0A096MJB5_RAT Unc-45 myosin chaperone B OS=Rattus norvegicus OX=10116 GN=Unc45b PE=4 SV=1;tr|D4A8U9|D4A8U9_RAT Unc-45 homolog B (C. elegans) (Predicted) OS=Rattus norvegicus OX=10116 GN=Unc45b PE=4 SV=1UBX domain-containing protein 4 (Erasin) (UBX domain-containing protein 2)Ubxn4 9 13.8 103.4 929 0 76.138 16.8683744 14.64728833 16.17381466 14.4834041 15.34921702 14.44041407
sp|P85973|PNPH_RAT Purine nucleoside phosphorylase OS=Rattus norvegicus OX=10116 GN=Pnp PE=1 SV=1Phosphatidylserine decarboxylase proenzyme, mitochondrial (EC 4.1.1.65) [Cleaved into: Phosphatidylserine decarboxylase beta chain; Phosphatidylserine decarboxylase alpha chain]Pisd 6 34.3 32.302 289 0 23.506 12.15848249 14.1336154 12.30037059 12.10834979 11.71781849 11.4526537
sp|Q4QR80|RT25_RAT 28S ribosomal protein S25, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps25 PE=2 SV=1RCG22622 (Similar to isochorismatase domain-containing 2)LOC684270 5 40.4 19.775 171 0 25.041 7.793070957 7.633750411 7.943727584 9.457247505 7.788110159 8.656857314
sp|Q5U2R4|TM10C_RAT tRNA methyltransferase 10 homolog C OS=Rattus norvegicus OX=10116 GN=Trmt10c PE=2 SV=1SPARC (Basement-membrane protein 40) (BM-40) (Osteonectin) (ON) (Secreted protein acidic and rich in cysteine)Sparc 4 10.4 48.292 414 0 6.7613 3.619515848 4.304531548 4.003745498 4.677624322 4.191383602 4.186765392
sp|P14408|FUMH_RAT Fumarate hydratase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fh PE=1 SV=1;tr|Q5M964|Q5M964_RAT Fumarate hydratase 1 OS=Rattus norvegicus OX=10116 GN=Fh PE=1 SV=1Ras GTPase-activating protein 3 (GAP1(IP4BP)) (Ins P4-binding protein) (R-ras GAP)Rasa3 16 44.6 54.463 507 0 323.31 194.448005 221.3692495 234.0452281 280.7355861 214.5213846 257.4319214
sp|Q5RK30|SBDS_RAT Ribosome maturation protein SBDS OS=Rattus norvegicus OX=10116 GN=Sbds PE=2 SV=1cAMP-dependent protein kinase type II-alpha regulatory subunitPrkar2a 3 18.4 28.752 250 0 19.186 6.490105855 4.939821294 5.246085022 4.438903586 4.802918703 4.9863416
tr|D3ZDI7|D3ZDI7_RAT Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit OS=Rattus norvegicus OX=10116 GN=Ppp2r5a PE=1 SV=1Mitochondrial Rho GTPase 2 (MIRO-2) (EC 3.6.5.-) (Ras homolog gene family member T2)Rhot2 2 6 56.336 486 0 2.6021 1.156002759 1.261923152 1.168001227 1.529548864 1.225686954 1.300838324
tr|D4A5K6|D4A5K6_RAT Zinc metallopeptidase STE24 OS=Rattus norvegicus OX=10116 GN=Zmpste24 PE=1 SV=1Actin-related protein 2/3 complex subunit 5 (Arp2/3 complex 16 kDa subunit) (p16-ARC)Arpc5 2 5.9 54.847 475 0 4.6152 3.444564475 2.96603308 3.627028326 2.342154252 3.40962874 2.582326268
sp|Q8R4Z9|MFN1_RAT Mitofusin-1 OS=Rattus norvegicus OX=10116 GN=Mfn1 PE=1 SV=1;tr|D3ZR27|D3ZR27_RAT Mitofusin-1 OS=Rattus norvegicus OX=10116 GN=Mfn1 PE=1 SV=3;tr|A0A0G2K5J3|A0A0G2K5J3_RAT Mitofusin-1 OS=Rattus norvegicus OX=10116 GN=Mfn1 PE=1 SV=12',3'-cyclic-nucleotide 3'-phosphodiesterase (CNP) (CNPase) (EC 3.1.4.37)Cnp 13 22.3 83.846 741 0 59.051 33.50829133 30.13738075 32.5062526 33.49685971 32.76828541 36.66050241
sp|Q5RJQ4|SIR2_RAT NAD-dependent protein deacetylase sirtuin-2 OS=Rattus norvegicus OX=10116 GN=Sirt2 PE=1 SV=1;tr|A0A0G2JWM2|A0A0G2JWM2_RAT NAD-dependent protein deacetylase OS=Rattus norvegicus OX=10116 GN=Sirt2 PE=1 SV=1Importin subunit beta-1 (Karyopherin subunit beta-1) (Nuclear factor p97) (Pore targeting complex 97 kDa subunit) (PTAC97)Kpnb1 3 13.4 39.319 350 0 5.7529 11.12583879 12.67202568 10.31470045 12.09446059 13.14460289 12.42684528
tr|Q499Q4|Q499Q4_RAT Phosphoglucomutase 1 OS=Rattus norvegicus OX=10116 GN=Pgm1 PE=1 SV=2;sp|P38652|PGM1_RAT Phosphoglucomutase-1 OS=Rattus norvegicus OX=10116 GN=Pgm1 PE=1 SV=2Endoplasmic reticulum aminopeptidase 1 (EC 3.4.11.-) (ARTS-1) (Adipocyte-derived leucine aminopeptidase) (A-LAP) (Aminopeptidase PILS) (Puromycin-insensitive leucyl-specific aminopeptidase) (PILS-AP)Erap1 10 20.8 61.389 562 0 23.769 37.15164969 34.10027224 31.26187139 28.58702522 33.1339766 31.40151035
sp|P0C5I0|CDNF_RAT Cerebral dopamine neurotrophic factor OS=Rattus norvegicus OX=10116 GN=Cdnf PE=3 SV=139S ribosomal protein L11, mitochondrial (L11mt) (MRP-L11)Mrpl11 5 25.7 21.361 187 0 8.0653 7.301468762 9.243734532 9.791191314 6.836093818 8.342207538 7.20994158
tr|D3ZWW5|D3ZWW5_RAT RCG64242 OS=Rattus norvegicus OX=10116 GN=Slc30a9 PE=1 SV=1Mitochondrial import inner membrane translocase subunit Tim10Timm10 5 10.2 62.684 567 0 32.943 10.11671864 10.50413569 10.15869473 12.86140521 10.38065787 11.2853268
tr|F1LVY9|F1LVY9_RAT Peptide deformylase OS=Rattus norvegicus OX=10116 GN=Pdf PE=1 SV=2Dihydropteridine reductase (EC 1.5.1.34) (HDHPR) (Quinoid dihydropteridine reductase)Qdpr 8 42 25.879 231 0 49.922 21.46423693 25.45344467 20.39329828 25.96283326 22.95677125 26.78205608
tr|F1LN42|F1LN42_RAT Tensin 1 OS=Rattus norvegicus OX=10116 GN=Tns1 PE=1 SV=2Cullin-associated NEDD8-dissociated protein 1 (Cullin-associated and neddylation-dissociated protein 1) (TBP-interacting protein of 120 kDa A) (TBP-interacting protein 120A) (p120 CAND1)Cand1 11 8 203.91 1909 0 33.229 18.82960002 17.90578204 18.74424451 18.02471772 22.84032575 23.52380099
tr|Q3MID7|Q3MID7_RAT Lipopolysaccharide-binding protein OS=Rattus norvegicus OX=10116 GN=Lbp PE=1 SV=1;sp|Q63313|LBP_RAT Lipopolysaccharide-binding protein OS=Rattus norvegicus OX=10116 GN=Lbp PE=2 SV=1DnaJ homolog subfamily C member 3 (Interferon-induced, double-stranded RNA-activated protein kinase inhibitor) (Protein kinase inhibitor of 58 kDa) (Protein kinase inhibitor p58)Dnajc3 2 5.8 53.497 481 0 2.2777 2.84969791 2.226153819 1.811812758 4.081516941 3.460066648 9.92926033
sp|Q920L2|SDHA_RAT Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sdha PE=1 SV=1Coiled-coil-helix-coiled-coil-helix domain containing 2 (Coiled-coil-helix-coiled-coil-helix domain-containing protein 2, mitochondrial-like)LOC100911516 35 69.8 71.614 656 0 323.31 732.8979348 857.0252253 747.3616383 717.3775151 714.1118059 704.3127953
sp|Q5XJW2|G45IP_RAT Growth arrest and DNA damage-inducible proteins-interacting protein 1 OS=Rattus norvegicus OX=10116 GN=Gadd45gip1 PE=2 SV=22-hydroxyacyl-CoA lyase 1 (EC 4.1.2.n2) (2-hydroxyphytanoyl-CoA lyase) (2-HPCL) (Phytanoyl-CoA 2-hydroxylase 2)Hacl1 2 11.4 26.467 228 0 14.396 5.983751607 6.492255023 6.392046514 8.701587864 6.334504046 7.328507573
sp|Q68FX0|IDH3B_RAT Isocitrate dehydrogenase [NAD] subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh3B PE=2 SV=1Syntenin-1 (Syndecan-binding protein 1)Sdcbp 15 41.3 42.353 385 0 323.31 48.13953685 54.44457381 58.46026488 82.76230916 58.06508774 60.16069286
tr|E2RUH2|E2RUH2_RAT Ribonuclease inhibitor OS=Rattus norvegicus OX=10116 GN=Rnh1 PE=1 SV=1;sp|P29315|RINI_RAT Ribonuclease inhibitor OS=Rattus norvegicus OX=10116 GN=Rnh1 PE=1 SV=2;tr|A0A0G2K9E0|A0A0G2K9E0_RAT Ribonuclease inhibitor OS=Rattus norvegicus O14-3-3 protein eta Ywhah 3 7.2 49.919 456 0 3.661 3.996610215 4.239371186 5.35602194 3.766231954 3.934025976 3.754333145
sp|O08700|VPS45_RAT Vacuolar protein sorting-associated protein 45 OS=Rattus norvegicus OX=10116 GN=Vps45 PE=1 SV=1Complement component receptor 1-like protein (Antigen 5I2) (Complement regulatory protein Crry)Cr1l 3 5.6 64.893 570 0 2.6 1.649438993 1.99823524 2.127855222 2.046531172 2.154045386 2.299974957
sp|B0BNE5|ESTD_RAT S-formylglutathione hydrolase OS=Rattus norvegicus OX=10116 GN=Esd PE=2 SV=1Rho GDP dissociation inhibitor beta (Rho, GDP dissociation inhibitor (GDI) beta) (Rho, GDP dissociation inhibitor (GDI) beta, isoform CRA_a)Arhgdib 3 10.6 31.363 282 0 3.7649 9.577271946 9.36549404 10.99212127 8.554883121 9.627033103 9.119316014
sp|Q9JI92|SDCB1_RAT Syntenin-1 OS=Rattus norvegicus OX=10116 GN=Sdcbp PE=1 SV=1Insulin-like growth factor 2 receptor (Insulin-like growth factor 2 receptor, isoform CRA_b)Igf2r 4 21 32.423 300 0 19.844 15.10530473 16.31720096 16.44080432 15.76251321 18.73529499 20.98412769
tr|A0A0G2K428|A0A0G2K428_RAT Dynactin subunit 1 OS=Rattus norvegicus OX=10116 GN=Dctn1 PE=1 SV=1;tr|D4A8U7|D4A8U7_RAT Dynactin 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Dctn1 PE=1 SV=2;sp|P28023|DCTN1_RAT Dynactin subunit 1 OS=Rattus norvegicus OX=Deoxyuridine 5'-triphosphate nucleotidohydrolase (dUTPase) (EC 3.6.1.23) (PPAR-interacting protein 4) (PIP4) (dUTP pyrophosphatase)Dut 10 13 139.84 1263 0 56.937 9.42137863 7.986662736 8.275108865 8.759748917 9.79254271 9.439084904
tr|Q6P9X2|Q6P9X2_RAT Signal peptidase complex catalytic subunit SEC11 OS=Rattus norvegicus OX=10116 GN=Sec11a PE=1 SV=1;sp|P42667|SC11A_RAT Signal peptidase complex catalytic subunit SEC11A OS=Rattus norvegicus OX=10116 GN=Sec11a PE=2 SV=126S proteasome non-ATPase regulatory subunit 2Psmd2 2 10.6 20.626 179 0 2.2682 0.884804209 0.975693183 1.82280645 1.743312433 2.185184743 1.377777902
sp|Q91Y81|SEPT2_RAT Septin-2 OS=Rattus norvegicus OX=10116 GN=Sept2 PE=1 SV=1Apolipoprotein E (Apo-E) Apoe 10 42.7 41.592 361 0 231.78 25.70325925 25.98328878 43.74913474 20.23961212 23.76861876 21.18533058
tr|E9PTU4|E9PTU4_RAT Myosin-11 OS=Rattus norvegicus OX=10116 GN=Myh11 PE=1 SV=2;tr|A0A0G2K6S9|A0A0G2K6S9_RAT Myosin-11 OS=Rattus norvegicus OX=10116 GN=Myh11 PE=1 SV=1;sp|Q63862|MYH11_RAT Myosin-11 (Fragments) OS=Rattus norvegicus OX=10116 GN=Myh11 PE=1 SVMitochondrial ribosomal protein S11 (Similar to mitochondrial ribosomal protein S11 (Predicted), isoform CRA_a)Mrps11 14 10 227.29 1972 0 95.649 21.33346197 17.46820881 19.86507756 19.23524887 25.7298749 23.45091627
tr|A0A0G2K0J2|A0A0G2K0J2_RAT Voltage-dependent calcium channel subunit alpha-2/delta-2 OS=Rattus norvegicus OX=10116 GN=Cacna2d2 PE=1 SV=1;tr|F1M9X7|F1M9X7_RAT Calcium channel, voltage-dependent, alpha 2/delta subunit 2 OS=Rattus norvegicus OX=10116 GN=CacThioredoxin domain containing 1 (Thioredoxin-related transmembrane protein 1)Tmx1 6 6.2 122.35 1076 0 16.006 13.62451759 13.13385569 14.82054356 10.60831549 12.3752776 13.8475841
tr|B5DF05|B5DF05_RAT Ras interacting protein 1 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Rasip1 PE=1 SV=1Ectonucleotide pyrophosphatase/phosphodiesterase family member 3 (E-NPP 3) (B10) (Phosphodiesterase I beta) (PD-Ibeta) (Phosphodiesterase I/nucleotide pyrophosphatase 3) (RB13-6 antigen) (CD antigen CD203c) [Includes: Alkaline phosphodiesterase I (EC 3.1.4.1); Nucleotide pyrophosphatase (NPPase) (EC 3.6.1.9) (Nucleotide diphosphatase)]Enpp3 4 8.1 67.815 619 0 9.4889 9.226013606 7.997602066 8.591831891 8.446807733 7.676243982 7.849479361
sp|P21571|ATP5J_RAT ATP synthase-coupling factor 6, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5pf PE=1 SV=1DEAD-box helicase 3, X-linkedDdx3x 11 57.4 12.494 108 0 323.31 246.6184406 296.3179342 253.0852553 236.91948 233.7479749 247.2537238
tr|Q3KRE2|Q3KRE2_RAT Methyltransferase like 7A, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Mettl7a PE=1 SV=1Endophilin-B1 (SH3 domain-containing GRB2-like protein B1)Sh3glb1 4 24.6 28.142 244 0 91.267 10.04295837 8.8618092 8.735796902 7.745402805 9.024525799 8.514680776
tr|Q5BKA0|Q5BKA0_RAT C-type lectin domain family 10 member A OS=Rattus norvegicus OX=10116 GN=Clec10a PE=2 SV=1;sp|P49301|CLC10_RAT C-type lectin domain family 10 member A OS=Rattus norvegicus OX=10116 GN=Clec10a PE=1 SV=160S ribosomal protein L17 (Amino acid starvation-induced protein) (ASI) (L23)Rpl17 3 10.1 34.214 306 0 2.5879 3.090794299 3.680466507 3.666762669 3.346300477 4.96954043 6.041219648
tr|F1LN59|F1LN59_RAT Eukaryotic translation initiation factor 4, gamma 2 OS=Rattus norvegicus OX=10116 GN=Eif4g2 PE=1 SV=2Four and a half LIM domains protein 2 (FHL-2) (LIM domain protein DRAL) (Skeletal muscle LIM-protein 3) (SLIM-3)Fhl2 3 3.4 102.11 906 0 2.2467 9.057760462 8.631132007 9.727846709 9.176425111 10.28318384 11.91049294
tr|M0R671|M0R671_RAT Tensin 2 OS=Rattus norvegicus OX=10116 GN=Tns2 PE=1 SV=1Guanine nucleotide-binding protein subunit alpha-11 (G alpha-11) (G-protein subunit alpha-11)Gna11 2 2 151.85 1400 0.0026327 1.5801 2.510440565 2.10891273 2.790617784 2.58964255 2.757599391 3.165917325
tr|D3ZCZ9|D3ZCZ9_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial OS=Rattus norvegicus OX=10116 GN=LOC100912599 PE=1 SV=1Uncharacterized protein Chmp4b 9 65.5 13.04 116 0 292.43 79.33016107 95.70487587 82.67256228 78.06168084 78.75771373 75.82577558
sp|Q5U316|RAB35_RAT Ras-related protein Rab-35 OS=Rattus norvegicus OX=10116 GN=Rab35 PE=1 SV=1Ubiquitin-conjugating enzyme E2M (Ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) (Predicted), isoform CRA_a)Ube2m 3 17.9 23.025 201 0 24.45 3.441016008 2.665439295 4.010184661 2.593809312 2.688713377 2.891059795
sp|Q4G061|EIF3B_RAT Eukaryotic translation initiation factor 3 subunit B OS=Rattus norvegicus OX=10116 GN=Eif3b PE=1 SV=1Actin-related protein 2/3 complex subunit 2 (Arp2/3 complex 34 kDa subunit) (p34-ARC)Arpc2 3 5.3 90.91 797 0 2.6905 5.858957214 5.685598281 6.576321729 5.558286821 5.781649624 5.429911865
sp|Q66H61|SYQ_RAT Glutamine--tRNA ligase OS=Rattus norvegicus OX=10116 GN=Qars PE=1 SV=1;tr|M0RDR7|M0RDR7_RAT Glutamine--tRNA ligase-like OS=Rattus norvegicus OX=10116 GN=LOC100911132 PE=1 SV=1Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 3 (Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 3, isoform CRA_b) (Proteasome 26S subunit, non-ATPase 3)Psmd3 4 6.6 87.699 775 0 7.8368 2.542974822 2.846271189 2.591527261 2.893859575 2.814382924 3.741090709
tr|D3ZZN3|D3ZZN3_RAT Acetyl-coenzyme A synthetase OS=Rattus norvegicus OX=10116 GN=Acss1 PE=3 SV=1Guanine nucleotide-binding protein G(i) subunit alpha (G(i) alpha-3)Gnai3 18 33.1 74.891 682 0 257.1 99.0580415 98.93911281 101.5084209 128.3102257 96.19182845 131.9572778
sp|P51146|RAB4B_RAT Ras-related protein Rab-4B OS=Rattus norvegicus OX=10116 GN=Rab4b PE=2 SV=140S ribosomal protein S27 Rps27 2 8.9 23.629 213 0 3.4844 5.214252633 4.884173394 5.883719146 5.787892766 6.026054324 5.619822763
tr|G3V6Y6|G3V6Y6_RAT Alpha-1,4 glucan phosphorylase OS=Rattus norvegicus OX=10116 GN=Pygb PE=1 SV=2;sp|P53534|PYGB_RAT Glycogen phosphorylase, brain form (Fragment) OS=Rattus norvegicus OX=10116 GN=Pygb PE=1 SV=3RCG29001 (Slc25a24 protein) (Solute carrier family 25 member 24)Slc25a24 23 31.9 96.774 846 0 211.13 99.14575641 82.18766798 91.08535405 89.55933958 106.0177348 113.171497
tr|A0A0G2K4U2|A0A0G2K4U2_RAT Glutathione S-transferase, mu 7 OS=Rattus norvegicus OX=10116 GN=Gstm7 PE=1 SV=1;sp|P08009|GSTM4_RAT Glutathione S-transferase Yb-3 OS=Rattus norvegicus OX=10116 GN=Gstm3 PE=1 SV=2Protein SET (Liver regeneration-related protein LRRGR00002) (Phosphatase 2A inhibitor I2PP2A) (I-2PP2A) (Template-activating factor I) (TAF-I)Set 2 11.5 25.661 218 0 9.5844 4.341090585 4.031571463 3.517039057 3.482024066 3.670126469 3.546303721
tr|M0R9K1|M0R9K1_RAT Heterogeneous nuclear ribonucleoprotein K-like OS=Rattus norvegicus OX=10116 GN=LOC100359916 PE=4 SV=2;sp|P61980|HNRPK_RAT Heterogeneous nuclear ribonucleoprotein K OS=Rattus norvegicus OX=10116 GN=Hnrnpk PE=1 SV=1;tr|Q5D059|Q5D059_RATRibosome maturation protein SBDS (Shwachman-Bodian-Diamond syndrome protein homolog)Sbds 3 10.2 50.969 463 0 35.594 3.777522295 4.472283808 4.806127946 3.761761366 3.776497465 4.026521656
tr|D4A4H1|D4A4H1_RAT Cd300 molecule-like family member G OS=Rattus norvegicus OX=10116 GN=Cd300lg PE=4 SV=3;tr|M0R459|M0R459_RAT Cd300 molecule-like family member G OS=Rattus norvegicus OX=10116 GN=Cd300lg PE=4 SV=2FUN14 domain-containing protein 1Fundc1 2 5.9 40.294 372 0 3.6789 8.432991088 10.18451698 9.565035369 10.32445483 11.60987745 9.545332353
sp|P30835|PFKAL_RAT ATP-dependent 6-phosphofructokinase, liver type OS=Rattus norvegicus OX=10116 GN=Pfkl PE=1 SV=3Ragulator complex protein LAMTOR1 (Late endosomal/lysosomal adaptor and MAPK and MTOR activator 1) (Lipid raft adaptor protein p18)Lamtor1 4 6.8 85.338 780 0 34.054 10.30889403 11.58760506 9.587022753 11.93082837 11.61053163 17.75872206
tr|A0A096MKH2|A0A096MKH2_RAT Similar to RIKEN cDNA 1110059P08 OS=Rattus norvegicus OX=10116 GN=Vta1 PE=1 SV=1;tr|Q4KM55|Q4KM55_RAT Vesicle-trafficking 1 OS=Rattus norvegicus OX=10116 GN=Vta1 PE=1 SV=1Extended synaptotagmin 2Esyt2 2 11 33.975 309 0 21.763 2.38070224 2.564131579 2.254858538 2.639600289 2.646321983 2.408634787
sp|Q5U2R7|MESD_RAT LRP chaperone MESD OS=Rattus norvegicus OX=10116 GN=Mesd PE=2 SV=1Glutathione hydrolase 5 proenzyme (EC 3.4.19.13) (Gamma-glutamyl leukotrienase) (GGL) (Gamma-glutamyl transpeptidase-related enzyme) (GGT-rel) (Gamma-glutamyltransferase 5) (GGT 5) (EC 2.3.2.2) (Gamma-glutamyltransferase-like activity 1) (Gamma-glutamyltranspeptidase 5) (Leukotriene-C4 hydrolase) (EC 3.4.19.14) [Cleaved into: Glutathione hydrolase 5 heavy chain; Glutathione hydrolase 5 light chain]Ggt5 2 15.2 25.215 224 0 45.188 2.725621185 2.504012822 2.036136422 1.968491193 2.207623397 2.094871187
sp|Q91ZW6|TMLH_RAT Trimethyllysine dioxygenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tmlhe PE=1 SV=2Actin-related protein 2/3 complex subunit 4Arpc4 6 17.3 49.567 421 0 11.755 11.97428119 12.36620004 13.63374835 14.81848121 12.37266085 15.15027021
tr|D3ZYL4|D3ZYL4_RAT Mitochondrial ribosomal protein L50 OS=Rattus norvegicus OX=10116 GN=Mrpl50 PE=1 SV=1Nudix hydrolase 8 (RCG47285, isoform CRA_b)Nudt8 8 65.4 18.319 159 0 95.175 11.54088979 10.95645324 12.73540668 13.09144519 12.21369313 12.505376
tr|M0R6K0|M0R6K0_RAT Laminin subunit beta-2 OS=Rattus norvegicus OX=10116 GN=Lamb2 PE=1 SV=1;sp|P15800|LAMB2_RAT Laminin subunit beta-2 OS=Rattus norvegicus OX=10116 GN=Lamb2 PE=1 SV=1;tr|Q5M7W9|Q5M7W9_RAT Lamb2 protein OS=Rattus norvegicus OX=10116 GN=Lam40S ribosomal protein S19 Rps19 15 10.5 196.53 1801 0 32.885 24.60323455 25.66652381 24.36359154 24.94024044 25.79529371 27.18754151
tr|G3V7W7|G3V7W7_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Anpep PE=1 SV=2;tr|A0A0G2JVE6|A0A0G2JVE6_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Anpep PE=1 SV=1;sp|P15684|AMPN_RAT Aminopeptidase N OS=Rattus norvegicus OX=10116 GN=Anpep PE=Acidic leucine-rich nuclear phosphoprotein 32 family member B (Proliferation-related acidic leucine-rich protein PAL31)Anp32b 10 13 109.19 964 0 98.676 24.52987299 37.66601846 25.33103642 18.7278588 22.5171568 25.45370633
sp|Q6P791|LTOR1_RAT Ragulator complex protein LAMTOR1 OS=Rattus norvegicus OX=10116 GN=Lamtor1 PE=1 SV=1Desmoglein 2 Dsg2 3 30.4 17.721 161 0 19.127 8.549412694 5.186194049 7.362108937 4.966259395 5.8437975 5.520761133
sp|Q5XIA8|GHITM_RAT Growth hormone-inducible transmembrane protein OS=Rattus norvegicus OX=10116 GN=Ghitm PE=2 SV=1Mitochondrial antiviral-signaling protein (MAVS) (Interferon beta promoter stimulator protein 1) (IPS-1) (Virus-induced-signaling adapter) (VISA)Mavs 5 12.1 37.178 346 0 23.132 25.36196852 29.07769253 29.54109687 26.18723076 25.97519546 25.38800743
tr|Q5FVL8|Q5FVL8_RAT ATP-binding cassette subfamily B member 10 OS=Rattus norvegicus OX=10116 GN=Abcb10 PE=1 SV=1Acyl-CoA thioesterase 11 Acot11 10 17.8 77.393 715 0 44.121 26.42770466 29.28221046 27.91245995 29.34962946 28.28840483 30.1090897
tr|G3V8G5|G3V8G5_RAT Golgi apparatus protein 1 OS=Rattus norvegicus OX=10116 GN=Glg1 PE=1 SV=1;sp|Q62638|GSLG1_RAT Golgi apparatus protein 1 OS=Rattus norvegicus OX=10116 GN=Glg1 PE=1 SV=1Oxidoreductase NAD-binding domain containing 1 (Predicted), isoform CRA_a (Oxidoreductase NAD-binding domain-containing 1)Oxnad1 11 10.9 133.55 1171 0 37.893 30.81823456 30.96020868 30.42216274 27.40557459 29.54837124 30.64238003
sp|Q62991|SCFD1_RAT Sec1 family domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Scfd1 PE=1 SV=1Ras-related protein Ral-B Ralb 2 4.7 72.262 637 0 10.451 2.830719594 2.681562917 2.811924606 2.796808745 2.604192265 2.502769
tr|G3V7U0|G3V7U0_RAT Cysteine and glycine-rich protein 3 OS=Rattus norvegicus OX=10116 GN=Csrp3 PE=1 SV=1;sp|P50463|CSRP3_RAT Cysteine and glycine-rich protein 3 OS=Rattus norvegicus OX=10116 GN=Csrp3 PE=1 SV=1;tr|A0A0G2K1N8|A0A0G2K1N8_RAT Cysteine and glyXanthine dehydrogenase/oxidase [Includes: Xanthine dehydrogenase (XD) (EC 1.17.1.4); Xanthine oxidase (XO) (EC 1.17.3.2) (Xanthine oxidoreductase) (XOR)]Xdh 6 48.5 20.862 194 0 116.27 27.67883823 19.524803 30.20176539 30.18992645 33.89545163 28.84746541
tr|A0A0G2K7K2|A0A0G2K7K2_RAT Apoptosis-inducing factor 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aifm1 PE=1 SV=1;sp|Q9JM53|AIFM1_RAT Apoptosis-inducing factor 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aifm1 PE=1 SV=1Rho-related GTP-binding protein RhoBRhob 23 45.6 66.133 608 0 323.31 261.0036857 298.5153128 257.9224796 306.3915547 291.1660705 283.1212199
sp|Q08163|CAP1_RAT Adenylyl cyclase-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Cap1 PE=1 SV=3Latent-transforming growth factor beta-binding protein 4Ltbp4 9 31.2 51.588 474 0 76.102 17.32608674 19.4196903 14.52161984 13.72948061 15.39370182 15.3591722
tr|Q5M9H7|Q5M9H7_RAT DnaJ (Hsp40) homolog, subfamily A, member 2 OS=Rattus norvegicus OX=10116 GN=Dnaja2 PE=1 SV=1;sp|O35824|DNJA2_RAT DnaJ homolog subfamily A member 2 OS=Rattus norvegicus OX=10116 GN=Dnaja2 PE=1 SV=1RCG45489, isoform CRA_a (Stomatin)Stom 2 6.8 45.745 412 0 2.7214 1.793610407 1.931267511 1.737526812 1.765187933 2.230323726 2.155334711
tr|D4AEG6|D4AEG6_RAT Mitochondrial ribosomal protein L32 OS=Rattus norvegicus OX=10116 GN=Mrpl32 PE=1 SV=1Hebp1 protein (Heme binding protein 1 (Predicted), isoform CRA_a) (Heme-binding protein 1)Hebp1 5 29.4 21.601 187 0 8.5091 8.122799274 7.93481982 9.45562196 10.05969184 8.859016192 14.00464555
tr|A0A0H2UHI5|A0A0H2UHI5_RAT Serine protease inhibitor A3N OS=Rattus norvegicus OX=10116 GN=Serpina3n PE=1 SV=1;sp|P09006|SPA3N_RAT Serine protease inhibitor A3N OS=Rattus norvegicus OX=10116 GN=Serpina3n PE=1 SV=3;tr|A0A0G2KB85|A0A0G2KB85_RAT Serine proteSideroflexin-3 Sfxn3 5 14.2 45.481 408 0 46.518 8.870768225 7.199982164 8.348923653 11.19687062 10.56906407 24.67455838
tr|A0A0G2JVQ1|A0A0G2JVQ1_RAT Creatine kinase S-type, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ckmt2 PE=1 SV=1Coenzyme Q10A Coq10a 4 7.9 47.273 417 0 103.12 85.40641204 81.04141636 70.62661713 67.66213748 67.85239695 78.60258087



sp|P32198|CPT1A_RAT Carnitine O-palmitoyltransferase 1, liver isoform OS=Rattus norvegicus OX=10116 GN=Cpt1a PE=1 SV=2Similar to SCO cytochrome oxidase deficient homolog 1 (Yeast) (Predicted) (Synthesis of cytochrome C oxidase 1)Sco1 10 15.9 88.124 773 0 85.91 29.99052478 29.77590721 31.43201185 27.95767055 30.79656227 27.8137342
tr|F1LNH3|F1LNH3_RAT Collagen type VI alpha 2 chain OS=Rattus norvegicus OX=10116 GN=Col6a2 PE=1 SV=2Presenilins-associated rhomboid-like protein, mitochondrial (EC 3.4.21.105) (Mitochondrial intramembrane-cleaving protease PARL) [Cleaved into: P-beta (Pbeta)]Parl 12 12.1 109.66 1027 0 97.995 33.90380583 35.39349139 37.87955034 34.03376435 49.99371411 45.50111135
tr|Q5PPI8|Q5PPI8_RAT Regulator of MON1-CCZ1 OS=Rattus norvegicus OX=10116 GN=Rmc1 PE=1 SV=140S ribosomal protein S12 Rps12 3 7 74.877 657 0 31.237 1.265845747 1.186584456 1.246527597 0.919725892 1.276517375 0.987690652
tr|B2RZ79|B2RZ79_RAT Iron-sulfur cluster assembly enzyme OS=Rattus norvegicus OX=10116 GN=Iscu PE=1 SV=1Malic enzyme Me2 2 15 17.967 167 0 2.4326 2.852169876 2.875569571 2.649322669 4.026003519 3.09444088 2.895627922
tr|M0R979|M0R979_RAT Thrombospondin 1 OS=Rattus norvegicus OX=10116 GN=Thbs1 PE=1 SV=2;tr|A0A0G2JV24|A0A0G2JV24_RAT Thrombospondin 1 OS=Rattus norvegicus OX=10116 GN=Thbs1 PE=1 SV=1UTP--glucose-1-phosphate uridylyltransferase (EC 2.7.7.9)Ugp2 2 2.5 127.04 1144 0 21.282 9.983551456 7.18095724 11.15493261 11.88265019 10.5782227 11.37309643
sp|Q5HZE2|T120A_RAT Transmembrane protein 120A OS=Rattus norvegicus OX=10116 GN=Tmem120a PE=2 SV=1Acyl-CoA thioesterase 13 (Thioesterase superfamily member 2 (Predicted))Acot13 3 13.7 40.657 343 0 66.172 2.848222705 3.37449818 2.240514387 3.48402064 2.899100292 3.731287201
sp|B0BN93|PSD13_RAT 26S proteasome non-ATPase regulatory subunit 13 OS=Rattus norvegicus OX=10116 GN=Psmd13 PE=1 SV=1Tryptophanyl tRNA synthetase 2 (mitochondrial)Wars2 7 20.7 42.817 376 0 17.827 17.01868586 14.04229577 14.40958889 13.67348975 14.30186176 13.12078996
sp|O35795|ENTP2_RAT Ectonucleoside triphosphate diphosphohydrolase 2 OS=Rattus norvegicus OX=10116 GN=Entpd2 PE=1 SV=1;tr|F1M7N2|F1M7N2_RAT Ectonucleoside triphosphate diphosphohydrolase 2 OS=Rattus norvegicus OX=10116 GN=Entpd2 PE=1 SV=1Hydroxyacid-oxoacid transhydrogenase, mitochondrial (HOT) (EC 1.1.99.24) (Alcohol dehydrogenase iron-containing protein 1) (ADHFe1)Adhfe1 3 4.8 54.389 495 0 3.6419 3.099486049 2.451789408 4.560392759 3.404635144 5.075911426 4.887587933
sp|Q75Q39|TOM70_RAT Mitochondrial import receptor subunit TOM70 OS=Rattus norvegicus OX=10116 GN=Tomm70 PE=1 SV=1;tr|R9PXR4|R9PXR4_RAT Mitochondrial import receptor subunit TOM70 OS=Rattus norvegicus OX=10116 GN=Tomm70 PE=1 SV=1Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 6 (Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 6, isoform CRA_a) (Proteasome 26S subunit, non-ATPase 6)Psmd6 15 33.6 67.444 610 0 125.19 50.1609668 42.71333057 44.61711288 43.46019517 42.2304631 41.46935431
tr|G3V7V4|G3V7V4_RAT Ectonucleotide pyrophosphatase/phosphodiesterase family member 1 OS=Rattus norvegicus OX=10116 GN=Enpp1 PE=1 SV=3;sp|Q924C3|ENPP1_RAT Ectonucleotide pyrophosphatase/phosphodiesterase family member 1 OS=Rattus norvegicus OX=10116 GN=EnpUnconventional myosin-Id (Myosin heavy chain myr 4)Myo1d 5 5.8 99.459 872 0 22.66 12.04564922 10.8794023 13.98188192 10.50154222 11.26446609 10.95734554
tr|G3V913|G3V913_RAT Heat shock 27kDa protein 1 OS=Rattus norvegicus OX=10116 GN=Hspb1 PE=1 SV=1;sp|P42930|HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus OX=10116 GN=Hspb1 PE=1 SV=1Coatomer subunit alpha Copa 3 19.9 22.807 206 0 323.31 17.31292951 15.4834337 14.22740771 11.5857684 15.2510888 14.51227224
sp|Q68FR9|EF1D_RAT Elongation factor 1-delta OS=Rattus norvegicus OX=10116 GN=Eef1d PE=1 SV=2DNA polymerase delta-interacting protein 2 (DNA-directed polymerase delta interacting protein 2)Poldip2 4 20.6 31.33 281 0 11.036 5.471018094 6.158843245 7.929592837 4.33694813 5.915954455 5.747114392
tr|D3ZWT2|D3ZWT2_RAT Fat storage-inducing transmembrane protein 2 OS=Rattus norvegicus OX=10116 GN=Fitm2 PE=1 SV=1ATP synthase protein 8 (A6L) (Chargerin II) (F-ATPase subunit 8)Mt-atp8 3 11.5 30.112 262 0 11.79 7.418289073 6.656344985 7.045385912 8.06572263 7.210462005 10.7155941
tr|A0A0H2UHN6|A0A0H2UHN6_RAT Solute carrier family 25 member 34 OS=Rattus norvegicus OX=10116 GN=Slc25a34 PE=3 SV=1;sp|Q5XIF9|S2534_RAT Solute carrier family 25 member 34 OS=Rattus norvegicus OX=10116 GN=Slc25a34 PE=2 SV=2Ribose-phosphate pyrophosphokinase 1 (EC 2.7.6.1) (Phosphoribosyl pyrophosphate synthase I) (PRS-I)Prps1 6 23.2 31.919 302 0 23.292 20.322747 28.15022753 20.05039979 19.33768177 19.36004469 17.57702352
sp|P62282|RS11_RAT 40S ribosomal protein S11 OS=Rattus norvegicus OX=10116 GN=Rps11 PE=1 SV=3ATP synthase subunit s, mitochondrial (ATP synthase-coupling factor B) (Distal membrane arm assembly complex 2-like protein) (Mitochondrial ATP synthase regulatory component factor B)Dmac2l 4 29.1 18.431 158 0 24.079 11.23867206 7.790706027 8.367246473 7.631250889 7.374009047 7.440914294
sp|Q66X93|SND1_RAT Staphylococcal nuclease domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Snd1 PE=1 SV=1;tr|D4A8Y5|D4A8Y5_RAT Staphylococcal nuclease domain-containing protein OS=Rattus norvegicus OX=10116 GN=Snd1 PE=1 SV=226S proteasome non-ATPase regulatory subunit 13 (26S proteasome regulatory subunit RPN9) (26S proteasome regulatory subunit S11) (26S proteasome regulatory subunit p40.5)Psmd13 11 17.3 101.95 909 0 68.605 20.92837857 20.68532331 27.63552362 18.20484337 19.99591559 20.58736789
sp|Q68FW7|SYTM_RAT Threonine--tRNA ligase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tars2 PE=2 SV=1Threonine--tRNA ligase, mitochondrial (EC 6.1.1.3) (Threonyl-tRNA synthetase) (ThrRS) (Threonyl-tRNA synthetase-like 1)Tars2 9 15.4 81.671 723 0 17.812 9.550160065 10.46656147 12.24330809 12.75159367 10.92886756 12.44224346
tr|D3ZYY0|D3ZYY0_RAT Short chain dehydrogenase/reductase family 39U, member 1 OS=Rattus norvegicus OX=10116 GN=Sdr39u1 PE=1 SV=1Retinal dehydrogenase 1 (RALDH 1) (RalDH1) (EC 1.2.1.-) (EC 1.2.1.36) (ALDH-E1) (ALHDII) (Aldehyde dehydrogenase family 1 member A1) (Aldehyde dehydrogenase, cytosolic)Aldh1a1 5 18.8 31.943 298 0 21.422 13.06274346 14.89366108 13.91277872 15.99776165 13.66337411 15.92017925
tr|G3V879|G3V879_RAT 5-demethoxyubiquinone hydroxylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq7 PE=3 SV=4;sp|Q63619|COQ7_RAT 5-demethoxyubiquinone hydroxylase, mitochondrial (Fragment) OS=Rattus norvegicus OX=10116 GN=Coq7 PE=2 SV=3;tr|A0A0U1RRIntegrin-linked protein kinase (EC 2.7.11.1)Ilk 5 40.2 20.126 179 0 8.8976 9.009915966 9.887728181 10.38170962 10.37263302 10.506262 10.23876377
sp|Q5FWT1|FA98A_RAT Protein FAM98A OS=Rattus norvegicus OX=10116 GN=Fam98a PE=2 SV=1Very low-density lipoprotein receptor (VLDL receptor) (VLDL-R)Vldlr 2 5.8 55.07 515 0 4.2975 1.601514756 1.273908854 1.378975407 1.357583127 1.143128407 1.292164016
tr|Q6MGA3|Q6MGA3_RAT Antigen peptide transporter 2 OS=Rattus norvegicus OX=10116 GN=Tap2 PE=1 SV=1;sp|P36372|TAP2_RAT Antigen peptide transporter 2 OS=Rattus norvegicus OX=10116 GN=Tap2 PE=1 SV=1Leucine-rich repeat-containing 10 (Leucine-rich repeat-containing 10 (Predicted))LOC100911101 2 4.4 77.749 703 0 4.2585 2.290794459 1.860922857 2.316266159 2.068623691 2.670396108 2.832700689
sp|P97633|KC1A_RAT Casein kinase I isoform alpha OS=Rattus norvegicus OX=10116 GN=Csnk1a1 PE=2 SV=1;tr|A0JPL2|A0JPL2_RAT Casein kinase 1, alpha 1, isoform CRA_d OS=Rattus norvegicus OX=10116 GN=Csnk1a1 PE=1 SV=1;tr|D3ZRE3|D3ZRE3_RAT Casein kinase I isoformEpidermal growth factor receptor pathway substrate 15Eps15 2 6.2 37.495 325 0 2.9821 2.023543079 2.505677503 2.530486096 2.080299305 2.108513889 2.110936622
tr|A0A0G2JUP3|A0A0G2JUP3_RAT Obscurin, cytoskeletal calmodulin and titin-interacting RhoGEF OS=Rattus norvegicus OX=10116 GN=Obscn PE=1 SV=1;tr|A0A0G2K8N1|A0A0G2K8N1_RAT Obscurin, cytoskeletal calmodulin and titin-interacting RhoGEF OS=Rattus norvegicus OXCaspase recruitment domain family, member 19Card19 13 5.1 815.45 7496 0 14.707 9.49952464 9.426849417 12.47260509 10.37523725 15.69462838 12.6727029
sp|Q63638|SPEG_RAT Striated muscle-specific serine/threonine-protein kinase OS=Rattus norvegicus OX=10116 GN=Speg PE=1 SV=2Class I histocompatibility antigen, Non-RT1.A alpha-1 chainRT1-Aw2 11 5.4 354.16 3259 0 37.185 20.07036728 18.87224814 20.8817323 19.59810439 22.82070011 26.503349
sp|P20070|NB5R3_RAT NADH-cytochrome b5 reductase 3 OS=Rattus norvegicus OX=10116 GN=Cyb5r3 PE=1 SV=2NADPH:adrenodoxin oxidoreductase, mitochondrial (AR) (Adrenodoxin reductase) (EC 1.18.1.6) (Ferredoxin--NADP(+) reductase) (Ferredoxin reductase)Fdxr 14 53.5 34.174 301 0 255.9 52.54920455 52.46122557 52.97912426 60.79132065 57.63790287 51.73788789
sp|P11240|COX5A_RAT Cytochrome c oxidase subunit 5A, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox5a PE=1 SV=1High mobility group protein B1 (Amphoterin) (Heparin-binding protein p30) (High mobility group protein 1) (HMG-1)Hmgb1 8 41.1 16.129 146 0 121.47 264.8192842 292.0563514 303.0489669 266.8897834 271.3049177 269.7915279
sp|Q8CG09|MRP1_RAT Multidrug resistance-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Abcc1 PE=1 SV=2;tr|E9PT28|E9PT28_RAT Multidrug resistance-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Abcc1 PE=1 SV=3Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit (DDOST 48 kDa subunit) (Oligosaccharyl transferase 48 kDa subunit)Ddost 12 11.3 171.49 1532 0 49.566 34.9719342 35.3050255 34.42281953 30.08792759 34.50646338 33.84006894
tr|G3V9E4|G3V9E4_RAT Acylamino-acid-releasing enzyme OS=Rattus norvegicus OX=10116 GN=Apeh PE=1 SV=1;sp|P13676|ACPH_RAT Acylamino-acid-releasing enzyme OS=Rattus norvegicus OX=10116 GN=Apeh PE=1 SV=1Myoferlin Myof 2 4.1 81.367 732 0 3.0463 1.229164967 1.094075768 2.009542158 0.851278146 1.119970146 1.067042611
sp|Q5XI37|RT15_RAT 28S ribosomal protein S15, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps15 PE=2 SV=1Prelamin-A/C [Cleaved into: Lamin-A/C]Lmna 4 17.1 29.712 257 0 4.7522 8.049437713 8.478932622 8.31437205 8.238903673 7.500921552 8.069673348
sp|P81795|IF2G_RAT Eukaryotic translation initiation factor 2 subunit 3, X-linked OS=Rattus norvegicus OX=10116 GN=Eif2s3 PE=1 SV=2;tr|A0A096MJB9|A0A096MJB9_RAT Eukaryotic translation initiation factor 2 subunit 3, X-linked (Fragment) OS=Rattus norvegicus Nucleolin (Protein C23) Ncl 4 11.2 51.079 472 0 6.5197 3.18740031 2.917471964 3.367367796 1.973526031 3.212848938 2.669633953
sp|Q6PCT8|DHSD_RAT Succinate dehydrogenase [ubiquinone] cytochrome b small subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sdhd PE=2 SV=1Dual specificity protein phosphatase (EC 3.1.3.16) (EC 3.1.3.48)Dusp3 2 10.7 16.976 159 0 4.5057 14.04714397 17.16285879 15.60633076 14.75901804 14.45232504 13.54988594
tr|M0R7S5|M0R7S5_RAT Perilipin 4 OS=Rattus norvegicus OX=10116 GN=Plin4 PE=4 SV=2B-cell receptor-associated protein (BCR-associated protein)Bcap29 14 53 141.26 1395 0 323.31 57.06652236 53.94516957 60.45483468 55.84763121 64.74958246 72.34065397
sp|Q09326|MGAT2_RAT Alpha-1,6-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase OS=Rattus norvegicus OX=10116 GN=Mgat2 PE=1 SV=1CTD small phosphatase 1 (Ctdsp1 protein) (RCG23761)Ctdsp1 2 6.3 51.109 442 0 2.7974 2.069593406 2.533929513 2.277421781 2.360427239 2.489185985 2.663526008
sp|P12007|IVD_RAT Isovaleryl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ivd PE=1 SV=2Actin-related protein 2 (Actin-like protein 2)Actr2 14 33 46.435 424 0 319.84 121.4492655 126.2018277 137.4944387 159.4263886 127.6059444 140.2671627
sp|P07151|B2MG_RAT Beta-2-microglobulin OS=Rattus norvegicus OX=10116 GN=B2m PE=1 SV=1Endonuclease G-like 1 (Predicted), isoform CRA_d (Exo/endonuclease G)Exog 2 11.8 13.72 119 0 38.039 18.07166347 13.31506808 16.50100787 15.48342697 19.57331003 22.3016987
tr|G3V8L3|G3V8L3_RAT Lamin A, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Lmna PE=1 SV=1;sp|P48679|LMNA_RAT Prelamin-A/C OS=Rattus norvegicus OX=10116 GN=Lmna PE=1 SV=1;tr|A0A1B0GWU9|A0A1B0GWU9_RAT Prelamin-A/C OS=Rattus norvegicus OX=10116 GN=Lmna PE=1Aminopeptidase (EC 3.4.11.-)Npepps 7 12.5 74.311 665 0 17.119 17.7853939 14.72243677 17.01352331 15.82675079 19.9344219 22.11897362
tr|Q5XIP0|Q5XIP0_RAT DnaJ (Hsp40) homolog, subfamily B, member 4 OS=Rattus norvegicus OX=10116 GN=Dnajb4 PE=1 SV=160S ribosomal protein L27 Rpl27 2 8 37.822 337 0 9.9084 4.746173983 4.055067243 4.794977202 4.984054941 4.633418548 5.07169885
sp|Q7TP52|CMBL_RAT Carboxymethylenebutenolidase homolog OS=Rattus norvegicus OX=10116 GN=Cmbl PE=2 SV=1Elongation factor 1-gamma (EF-1-gamma) (eEF-1B gamma)Eef1g 4 20.4 27.903 245 0 10.22 9.70405986 10.72862978 9.955573182 10.11958904 9.533484195 8.40124751
sp|P40241|CD9_RAT CD9 antigen OS=Rattus norvegicus OX=10116 GN=Cd9 PE=1 SV=260S ribosomal protein L18aRpl18a 5 15.5 25.215 226 0 38.07 11.44799173 10.69866553 14.49282684 8.502798597 11.5680094 10.85674409
tr|B0BN81|B0BN81_RAT 40S ribosomal protein S5 OS=Rattus norvegicus OX=10116 GN=Rps5 PE=1 SV=1;sp|P24050|RS5_RAT 40S ribosomal protein S5 OS=Rattus norvegicus OX=10116 GN=Rps5 PE=1 SV=3;tr|A0A0G2K200|A0A0G2K200_RAT 40S ribosomal protein S5 OS=Rattus norvegiProtein Niban 2 (Meg-3) (Niban-like protein 1) (Protein FAM129B)Niban2 4 27 22.906 204 0 85.809 20.29124937 13.10341581 15.00115421 11.79584265 13.77131516 13.27477177
sp|P63086|MK01_RAT Mitogen-activated protein kinase 1 OS=Rattus norvegicus OX=10116 GN=Mapk1 PE=1 SV=3Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform (PP2A subunit A isoform PR65-beta) (PP2A subunit A isoform R1-beta)Ppp2r1b 3 10.3 41.275 358 0 2.2657 10.50386035 11.30032872 10.12414312 12.18864677 10.33878983 12.22666892
sp|Q06647|ATPO_RAT ATP synthase subunit O, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5po PE=1 SV=1ER membrane protein complex subunit 4Emc4 12 55.4 23.397 213 0 323.31 469.9525599 535.4564619 469.5039308 492.936619 430.7502002 440.1005416
tr|G3V818|G3V818_RAT Alpha-parvin OS=Rattus norvegicus OX=10116 GN=Parva PE=1 SV=1;sp|Q9HB97|PARVA_RAT Alpha-parvin OS=Rattus norvegicus OX=10116 GN=Parva PE=1 SV=2GLI pathogenesis-related 2Glipr2 2 8.1 42.321 372 0 7.9578 3.203069382 2.74900627 2.953690879 3.245820749 2.951631602 3.450270399
tr|D3ZDP2|D3ZDP2_RAT Mitochondrial ribosomal protein L58 OS=Rattus norvegicus OX=10116 GN=Mrpl58 PE=1 SV=1Platelet endothelial cell adhesion molecule (PECAM-1) (CD antigen CD31)Pecam1 3 18.4 23.47 206 0 5.2917 4.0241208 4.702247566 4.983963999 8.795774046 21.35662698 5.309292781
tr|D3ZL85|D3ZL85_RAT Cytochrome c heme lyase OS=Rattus norvegicus OX=10116 GN=Hccs PE=1 SV=160S ribosomal protein L14 Rpl14 10 47.4 31.129 274 0 138.56 37.41559182 37.89431754 37.84709277 38.53256514 34.07862432 32.80069172
tr|B5DFL0|B5DFL0_RAT Snta1 protein OS=Rattus norvegicus OX=10116 GN=Snta1 PE=1 SV=1Ras-related protein R-Ras (p23)Rras 6 18 53.362 499 0 49.184 14.18031115 12.50983821 18.6751413 15.36189641 18.50698332 20.59455371
tr|A0A0G2JSH9|A0A0G2JSH9_RAT Peroxiredoxin-2 OS=Rattus norvegicus OX=10116 GN=Prdx2 PE=1 SV=1;sp|P35704|PRDX2_RAT Peroxiredoxin-2 OS=Rattus norvegicus OX=10116 GN=Prdx2 PE=1 SV=3Prosaposin (Sulfated glycoprotein 1) (SGP-1) [Cleaved into: Saposin-A; Saposin-B-Val; Saposin-B; Saposin-C; Saposin-D]Psap 6 36.4 21.797 198 0 86.592 36.47305526 29.37638383 27.62138888 26.08479786 28.34401082 27.06846224
tr|Q4VBH2|Q4VBH2_RAT tRNA nucleotidyl transferase 1 OS=Rattus norvegicus OX=10116 GN=Trnt1 PE=1 SV=126S proteasome regulatory subunit 7 (26S proteasome AAA-ATPase subunit RPT1) (Proteasome 26S subunit ATPase 2) (Protein MSS1)Psmc2 3 10.6 49.821 434 0 13.19 3.267061395 3.045129198 3.453170943 3.376075463 3.493691919 3.416445728
tr|A0A0G2KAY3|A0A0G2KAY3_RAT Kininogen-1 OS=Rattus norvegicus OX=10116 GN=Kng1 PE=4 SV=1;sp|P08932|KNT2_RAT T-kininogen 2 OS=Rattus norvegicus OX=10116 PE=1 SV=2;tr|F7EUK4|F7EUK4_RAT Kininogen-1 OS=Rattus norvegicus OX=10116 GN=Kng1 PE=4 SV=2;tr|A0A0G2KA54Voltage-dependent calcium channel subunit alpha-2/delta-2 (Voltage-gated calcium channel subunit alpha-2/delta-2) [Cleaved into: Voltage-dependent calcium channel subunit alpha-2-2; Voltage-dependent calcium channel subunit delta-2]Cacna2d2 3 9.8 44.267 398 0 20.317 11.0979295 7.504856557 8.585549781 10.51543142 12.26864493 25.91359867
sp|Q8R4A1|ERO1A_RAT ERO1-like protein alpha OS=Rattus norvegicus OX=10116 GN=Ero1a PE=1 SV=1Magnesium transporter protein 1 (MagT1) (Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit MAGT1) (Oligosaccharyl transferase subunit MAGT1) (Implantation-associated protein) (IAP)Magt1 5 11.6 54.018 464 0 5.1983 9.767055112 10.43659721 8.968234957 10.8409597 9.874970419 10.42148885
tr|D4AE17|D4AE17_RAT Mitogen-activated protein kinase kinase kinase 20 OS=Rattus norvegicus OX=10116 GN=Map3k20 PE=1 SV=1Adiponectin, C1Q and collagen domain-containingAdipoq 3 8.2 51.317 453 0 52.66 1.164096453 1.153528652 0.85180171 1.069078266 1.220257193 1.547517183
sp|P23358|RL12_RAT 60S ribosomal protein L12 OS=Rattus norvegicus OX=10116 GN=Rpl12 PE=2 SV=1;tr|A0A140TAC5|A0A140TAC5_RAT 60S ribosomal protein L12 OS=Rattus norvegicus OX=10116 GN=Rpl12 PE=3 SV=1;tr|D3ZJE2|D3ZJE2_RAT Uncharacterized protein OS=Rattus norSaccharopine dehydrogenase-like oxidoreductase (EC 1.-.-.-)Sccpdh 4 40 17.845 165 0 115.2 14.87604986 15.29461134 11.57112237 12.12788149 12.35826871 12.04445712
sp|Q5XIJ4|F210A_RAT Protein FAM210A OS=Rattus norvegicus OX=10116 GN=Fam210a PE=2 SV=1Thioredoxin-related transmembrane protein 2 (Thioredoxin domain-containing protein 14)Tmx2 5 20.9 31.474 273 0 220.96 45.14925587 58.65859428 58.25609632 49.8231879 49.2754155 43.31816257
tr|B0BN83|B0BN83_RAT Armadillo repeat-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Armc1 PE=1 SV=1Complex III assembly factor LYRM7 (LYR motif-containing protein 7)Lyrm7 2 9.6 31.204 282 0 6.7507 0.267610213 0.157583438 0.231626616 0.342390642 0.238360001 0.249127169
sp|P50398|GDIA_RAT Rab GDP dissociation inhibitor alpha OS=Rattus norvegicus OX=10116 GN=Gdi1 PE=1 SV=1Trafficking protein particle complex subunit 3Trappc3 4 11.2 50.536 447 0 13.858 8.22566494 15.0877153 7.308187497 6.366030986 7.264759623 6.242422545
tr|A0A096MJS3|A0A096MJS3_RAT Muscular LMNA-interacting protein (Fragment) OS=Rattus norvegicus OX=10116 GN=Mlip PE=1 SV=1;sp|A0A096MK47|MLIP_RAT Muscular LMNA-interacting protein OS=Rattus norvegicus OX=10116 GN=Mlip PE=1 SV=1Proteasome subunit alpha type-1 (EC 3.4.25.1) (Macropain subunit C2) (Multicatalytic endopeptidase complex subunit C2) (Proteasome component C2) (Proteasome nu chain)Psma1 2 2.7 82.267 774 0 2.5563 3.400547539 2.710433238 4.096773071 2.601925817 3.07560026 2.790355692
sp|Q6AYS7|ACY1A_RAT Aminoacylase-1A OS=Rattus norvegicus OX=10116 GN=Acy1a PE=1 SV=1;sp|Q6PTT0|ACY1B_RAT Aminoacylase-1B OS=Rattus norvegicus OX=10116 GN=Acy1b PE=1 SV=1Inactive hydroxysteroid dehydrogenase-like protein 1Hsdl1 2 5.1 45.804 408 0 2.7742 1.112583879 0.968844211 1.216164067 0.993599109 1.530931154 1.654021267
tr|Q5U3Z7|Q5U3Z7_RAT Serine hydroxymethyltransferase OS=Rattus norvegicus OX=10116 GN=Shmt2 PE=1 SV=1FUN14 domain-containing 2Fundc2 9 22.6 55.764 504 0 47.671 20.44235824 19.84299484 20.82990489 23.48881836 19.70676442 23.18093483
sp|Q9JKW1|TIM22_RAT Mitochondrial import inner membrane translocase subunit Tim22 OS=Rattus norvegicus OX=10116 GN=Timm22 PE=2 SV=2Thymosin beta-4 (T beta 4) [Cleaved into: Hematopoietic system regulatory peptide (Seraspenide)]Tmsb4x 2 16.1 19.918 192 0 7.643 10.04176226 9.112938186 11.54494691 7.937681508 10.32636026 8.725122582
tr|A0A0G2K7J6|A0A0G2K7J6_RAT Caspase recruitment domain family, member 19 OS=Rattus norvegicus OX=10116 GN=Card19 PE=4 SV=1;tr|D3ZPP9|D3ZPP9_RAT Caspase recruitment domain family, member 19 OS=Rattus norvegicus OX=10116 GN=Card19 PE=4 SV=1Glycerol-3-phosphate dehydrogenase [NAD(+)], cytoplasmic (GPD-C) (GPDH-C) (EC 1.1.1.8)Gpd1 3 18 21.029 183 0 17.508 17.86314121 20.30197111 18.73691538 21.34163384 19.12977045 19.99351138
tr|E9PSY8|E9PSY8_RAT Epidermal growth factor receptor pathway substrate 15 OS=Rattus norvegicus OX=10116 GN=Eps15 PE=1 SV=25'-AMP-activated protein kinase subunit gamma-1 (AMPK gamma1) (AMPK subunit gamma-1) (AMPKg)Prkag1 2 3.9 98.793 897 0 17.661 0.71599288 0.709629633 0.796990304 0.946506018 0.82669759 0.725767594
tr|B2RYP6|B2RYP6_RAT LUC7-like 2 (S. cerevisiae) OS=Rattus norvegicus OX=10116 GN=Luc7l2 PE=1 SV=1;tr|G3V9R0|G3V9R0_RAT LUC7-like OS=Rattus norvegicus OX=10116 GN=Luc7l PE=1 SV=3Interferon gamma-induced GTPaseIgtp 2 6.4 46.582 392 0 5.6727 2.335489192 2.437282904 2.693192735 2.497452942 2.673405374 2.816173309
tr|B5DEL8|B5DEL8_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 5 OS=Rattus norvegicus OX=10116 GN=Ndufs5 PE=1 SV=1;tr|A0A0G2JZJ9|A0A0G2JZJ9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1RCG35015, isoform CRA_a (Solute carrier family 25 (Mitochondrial thiamine pyrophosphate carrier), member 19) (Solute carrier family 25 member 19)Slc25a19 8 65.1 12.7 106 0 180.94 96.2591385 130.2921861 102.7072568 100.1845825 86.60142989 97.48588341
tr|F1M748|F1M748_RAT Collagen type XXIV alpha 1 chain OS=Rattus norvegicus OX=10116 GN=Col24a1 PE=4 SV=3Mitochondrial ribosomal protein L51 (Mitochondrial ribosomal protein L51 (Predicted))Mrpl51 2 2.4 134.82 1352 0.0091552 1.2138 8.856414876 5.913421736 3.856430028 14.55849263 6.552348706 8.303725698
sp|Q6AYD3|PA2G4_RAT Proliferation-associated protein 2G4 OS=Rattus norvegicus OX=10116 GN=Pa2g4 PE=1 SV=1;tr|A0A0G2JVS2|A0A0G2JVS2_RAT Proliferation-associated protein 2G4 OS=Rattus norvegicus OX=10116 GN=Pa2g4 PE=1 SV=1Translocon-associated protein subunit alpha (TRAP-alpha) (Liver regeneration-related protein LRRG137) (Signal sequence receptor subunit alpha) (SSR-alpha)Ssr1 3 10.2 43.656 394 0 20.683 1.268875899 1.435287764 0.953048377 1.351550003 1.32545065 1.615371833
sp|Q9EPB1|DPP2_RAT Dipeptidyl peptidase 2 OS=Rattus norvegicus OX=10116 GN=Dpp7 PE=1 SV=1Non-muscle caldesmon (CDM) (L-caldesmon)Cald1 3 6.6 55.114 500 0 3.9612 8.042261039 11.1143601 11.0224848 8.418595282 9.225361567 8.233407338
tr|A0A0G2KAA3|A0A0G2KAA3_RAT NADH:ubiquinone oxidoreductase subunit A3 OS=Rattus norvegicus OX=10116 GN=Ndufa3 PE=1 SV=1;tr|M0RB63|M0RB63_RAT RCG63041 OS=Rattus norvegicus OX=10116 GN=LOC684509 PE=4 SV=1Ras-related protein Rab-8ARab8a 2 38.5 10.17 91 0 38.098 34.70799207 42.70144 37.09428664 39.07077189 31.01767787 31.4908198



sp|Q63584|TMEDA_RAT Transmembrane emp24 domain-containing protein 10 OS=Rattus norvegicus OX=10116 GN=Tmed10 PE=1 SV=2Heat shock protein beta-2 (HspB2)Hspb2 4 24.2 24.857 219 0 55.474 27.30365764 28.30195129 25.24518092 23.80089147 25.27979344 27.02688715
sp|Q6P799|SYSC_RAT Serine--tRNA ligase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Sars PE=1 SV=3;tr|A0A0G2JZG7|A0A0G2JZG7_RAT Serine--tRNA ligase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Sars PE=1 SV=160S ribosomal protein L31 Rpl31 2 4.1 58.587 512 0.00091158 1.8427 4.401693613 4.446790411 4.215819048 3.855166279 4.016322848 4.44417165
tr|D3ZJS3|D3ZJS3_RAT RCG43475 OS=Rattus norvegicus OX=10116 GN=Tomm6 PE=1 SV=1Amine oxidase [flavin-containing] B (EC 1.4.3.4) (Monoamine oxidase type B) (MAO-B)Maob 2 56.8 7.8938 74 0 59.987 5.930723958 5.537203881 6.437591808 7.324386234 5.976008929 11.03844263
sp|P10817|CX6A2_RAT Cytochrome c oxidase subunit 6A2, mitochondrial (Fragment) OS=Rattus norvegicus OX=10116 GN=Cox6a2 PE=1 SV=3;tr|G3V8M4|G3V8M4_RAT Cytochrome c oxidase subunit 6A, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox6a2 PE=3 SV=1Carboxypeptidase Q (EC 3.4.17.-) (Hematopoietic lineage switch 2 related protein) (Hls2-rp) (Liver annexin-like protein 1) (LAL-1) (Plasma glutamate carboxypeptidase)Cpq 2 43.6 10.487 94 0 82.489 5.7804125 6.4794132 5.973762717 7.611285155 6.057717031 6.530881801
tr|Q3V5X8|Q3V5X8_RAT Endonuclease G OS=Rattus norvegicus OX=10116 GN=Endog PE=1 SV=1DnaJ homolog subfamily B member 11 (ER-associated DNAJ) (ER-associated Hsp40 co-chaperone) (Endoplasmic reticulum DNA J domain-containing protein 3) (ER-resident protein ERdj3) (ERdj3) (ERj3p) (Liver regeneration-related protein LRRGT00084)Dnajb11 7 30.3 32.267 294 0 55.1 24.62954903 22.2410864 25.28863218 23.73665389 28.18700566 26.09529721
sp|Q9QYU2|EFTS_RAT Elongation factor Ts, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tsfm PE=2 SV=1;tr|M0R4P2|M0R4P2_RAT Elongation factor Ts, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tsfm PE=3 SV=2Hsc70-interacting protein (Hip) (Protein FAM10A1) (Protein ST13 homolog)St13 2 6.5 35.178 324 0 5.0859 1.42823794 1.324229775 1.264012802 1.58211083 1.702655549 1.273737526
tr|G3V6P7|G3V6P7_RAT Myosin, heavy polypeptide 9, non-muscle OS=Rattus norvegicus OX=10116 GN=Myh9 PE=1 SV=1;sp|Q62812|MYH9_RAT Myosin-9 OS=Rattus norvegicus OX=10116 GN=Myh9 PE=1 SV=3Obscurin, cytoskeletal calmodulin and titin-interacting RhoGEFObscn 69 37.7 226.41 1960 0 323.31 352.3986338 279.1479411 356.1275579 245.1184522 320.7092082 299.4278935
tr|Q4V797|Q4V797_RAT Interferon-gamma-inducible GTPase Ifgga1 protein OS=Rattus norvegicus OX=10116 GN=RGD1309362 PE=1 SV=1;tr|J7PDL5|J7PDL5_RAT Interferon-gamma-inducible GTPase Ifgga2 protein OS=Rattus norvegicus OX=10116 GN=LOC103694226 PE=4 SV=1Cystatin-B (Cystatin-beta) (Liver thiol proteinase inhibitor) (Stefin-B)Cstb 2 7.4 48.271 417 0 11.592 3.735459009 2.640278834 3.464216986 3.08006175 4.548570343 4.25805897
tr|D3ZTN2|D3ZTN2_RAT COX assembly mitochondrial protein OS=Rattus norvegicus OX=10116 GN=Cmc1 PE=1 SV=2Ankyrin-3 (ANK-3) (Ankyrin-G)Ank3 3 27.4 12.572 106 0 10.148 9.826860732 9.268942555 7.055332585 10.98636233 10.95830603 8.493636596
tr|A0A140TAH5|A0A140TAH5_RAT AP-2 complex subunit mu OS=Rattus norvegicus OX=10116 GN=Ap2m1 PE=1 SV=1;sp|P84092|AP2M1_RAT AP-2 complex subunit mu OS=Rattus norvegicus OX=10116 GN=Ap2m1 PE=1 SV=1Histidine triad nucleotide-binding protein 3 (HINT-3) (EC 3.-.-.-) (HINT-4)Hint3 8 22.4 49.526 434 0 38.321 28.52847673 27.36164446 28.9699484 23.61902967 28.48858641 26.76049862
tr|A0A0G2K2B9|A0A0G2K2B9_RAT Ankyrin-3 OS=Rattus norvegicus OX=10116 GN=Ank3 PE=1 SV=1;tr|A0A0G2K1Q7|A0A0G2K1Q7_RAT Ankyrin-3 OS=Rattus norvegicus OX=10116 GN=Ank3 PE=1 SV=1;tr|A0A0G2K1R9|A0A0G2K1R9_RAT Ankyrin-3 OS=Rattus norvegicus OX=10116 GN=Ank3 PE=1 Cell division control protein 42 homolog (EC 3.6.5.2)Cdc42 6 4.7 202.06 1848 0 14.61 8.909043821 9.124828763 10.73560179 9.561850591 10.91316704 10.98300918
tr|G3V7E8|G3V7E8_RAT Cullin-associated NEDD8-dissociated protein 2 OS=Rattus norvegicus OX=10116 GN=Cand2 PE=4 SV=2;tr|D4AAI5|D4AAI5_RAT Cullin-associated NEDD8-dissociated protein 2 OS=Rattus norvegicus OX=10116 GN=Cand2 PE=4 SV=1;tr|A0A0G2K139|A0A0G2K139Charged multivesicular body protein 6 (Chromatin modifying protein 6 (Predicted))Chmp6 2 2.1 134.01 1221 0 2.3982 3.874925714 3.483320741 3.552899433 3.939022364 3.83871076 5.775344391
tr|A0A0G2JYN3|A0A0G2JYN3_RAT Leucyl-cystinyl aminopeptidase OS=Rattus norvegicus OX=10116 GN=Lnpep PE=1 SV=1;tr|A0A0G2JUW8|A0A0G2JUW8_RAT Leucyl-cystinyl aminopeptidase OS=Rattus norvegicus OX=10116 GN=LOC108348118 PE=1 SV=1;sp|P97629|LCAP_RAT Leucyl-cystiGrowth arrest and DNA damage-inducible proteins-interacting protein 1 (39S ribosomal protein L59, mitochondrial) (MRP-L59)Gadd45gip1 14 18.9 115.48 1011 0 142.9 47.90031437 45.26171903 46.23894417 49.76242262 46.34726925 47.84882067
tr|F1LXA0|F1LXA0_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12 OS=Rattus norvegicus OX=10116 GN=Ndufa12 PE=1 SV=2Early endosome antigen 1 Eea1 12 80 17.177 145 0 323.31 218.7530089 238.7104669 219.6225515 227.5442657 206.2982393 209.9080023
tr|Q66HF3|Q66HF3_RAT Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Etfdh PE=1 SV=1;sp|Q6UPE1|ETFD_RAT Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Rattus norvegicus OXCytosolic non-specific dipeptidase (EC 3.4.13.18) (CNDP dipeptidase 2)Cndp2 29 54.5 68.163 616 0 323.31 429.6834427 507.2520133 461.6984097 455.7829916 435.8855774 409.3452416
sp|P38983|RSSA_RAT 40S ribosomal protein SA OS=Rattus norvegicus OX=10116 GN=Rpsa PE=1 SV=3Collagen type IV alpha 2 chainCol4a2 9 40 32.824 295 0 172.55 34.31168016 18.81897835 24.35992698 18.81206211 19.8461065 19.88675066
tr|Q6IRJ7|Q6IRJ7_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa7 PE=1 SV=160S ribosomal protein L13 Rpl13 2 5.2 50.019 463 0 7.2114 2.252518862 2.695879172 1.868875254 2.118103989 3.021564318 4.241274953
sp|Q4FZY0|EFHD2_RAT EF-hand domain-containing protein D2 OS=Rattus norvegicus OX=10116 GN=Efhd2 PE=1 SV=1EFR3 homolog A (Similar to RIKEN cDNA C920006C10 (Predicted))Efr3a 2 11.7 26.759 239 0.008761 1.2333 2.081594401 2.103490627 2.244283653 3.15224222 2.318835386 2.201734563
sp|P20059|HEMO_RAT Hemopexin OS=Rattus norvegicus OX=10116 GN=Hpx PE=1 SV=3Alpha-2-macroglobulin receptor-associated protein (Alpha-2-MRAP) (Gp330-binding 45 kDa protein) (Low density lipoprotein receptor-related protein-associated protein 1) (RAP)Lrpap1 18 40.7 51.35 460 0 127.42 32.97681873 27.2222869 33.74539871 30.97987507 38.31122177 57.83043481
sp|P05508|NU4M_RAT NADH-ubiquinone oxidoreductase chain 4 OS=Rattus norvegicus OX=10116 GN=Mtnd4 PE=3 SV=3Protein-L-isoaspartate(D-aspartate) O-methyltransferase (PIMT) (EC 2.1.1.77) (L-isoaspartyl protein carboxyl methyltransferase) (Protein L-isoaspartyl/D-aspartyl methyltransferase) (Protein-beta-aspartate methyltransferase)Pcmt1 5 13.5 51.782 459 0 29.14 52.36181361 55.85717435 52.60219768 53.88144042 49.17924983 51.42992427
sp|Q9ER30|KLH41_RAT Kelch-like protein 41 OS=Rattus norvegicus OX=10116 GN=Klhl41 PE=1 SV=1ATPase H+-transporting V1 subunit D (ATPase, H+ transporting, V1 subunit D, isoform CRA_c) (ATPase, H+ transporting, lysosomal V1 subunit D)Atp6v1d 2 3.3 68.212 606 0 11.089 5.41081377 4.288550613 4.810525423 4.677190285 6.007540799 5.668070397
tr|F1LWK7|F1LWK7_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus OX=10116 PE=1 SV=3Isocitrate dehydrogenase [NADP] cytoplasmic (IDH) (EC 1.1.1.42) (Cytosolic NADP-isocitrate dehydrogenase) (IDP) (NADP(+)-specific ICDH) (Oxalosuccinate decarboxylase)Idh1 7 13.8 67.072 600 0 25.33 19.20876765 13.35692292 21.85441227 18.70181654 21.0844847 27.8250262
sp|P26376|IFM3_RAT Interferon-induced transmembrane protein 3 OS=Rattus norvegicus OX=10116 GN=ifitm3 PE=2 SV=1Alpha-2-HS-glycoprotein (59 kDa bone sialic acid-containing protein) (BSP) (Fetuin-A) (Glycoprotein PP63)Ahsg 2 20.4 14.971 137 0 10.998 8.077745707 7.644214119 10.27648428 6.413775133 8.655563671 7.193003581
tr|D3ZWC6|D3ZWC6_RAT Syntrophin, basic 1 (Predicted) OS=Rattus norvegicus OX=10116 GN=Sntb1 PE=1 SV=1Eukaryotic translation initiation factor 5A-1 (eIF-5A-1) (eIF-5A1) (Eukaryotic initiation factor 5A isoform 1) (eIF-5A) (eIF-4D)Eif5a 17 41.9 58.292 539 0 140.9 32.90505198 28.79136744 37.61779577 33.09537483 41.33357112 37.24358019
tr|Q5XI86|Q5XI86_RAT Peptidyl-tRNA hydrolase 2 OS=Rattus norvegicus OX=10116 GN=Ptrh2 PE=1 SV=1Methanethiol oxidase (MTO) (EC 1.8.3.4) (56 kDa selenium-binding protein) (SBP56) (SP56) (Selenium-binding protein 1) (Selenium-binding protein 2)Selenbp1 2 17.1 19.529 181 0 7.3468 7.023970687 7.628042934 6.55119329 9.913855168 6.659635566 8.477725142
tr|D3ZEJ2|D3ZEJ2_RAT Mitochondrial calcium uniporter regulator 1 OS=Rattus norvegicus OX=10116 GN=Mcur1 PE=1 SV=1Rab GDP dissociation inhibitor alpha (Rab GDI alpha) (Guanosine diphosphate dissociation inhibitor 1) (GDI-1)Gdi1 2 6.8 37.551 336 0 3.9037 2.743921704 2.437330466 3.315540392 2.800671681 3.936184797 3.245987865
tr|A0A0G2K0D7|A0A0G2K0D7_RAT Proteasome endopeptidase complex OS=Rattus norvegicus OX=10116 GN=Psma6 PE=1 SV=1;sp|P60901|PSA6_RAT Proteasome subunit alpha type-6 OS=Rattus norvegicus OX=10116 GN=Psma6 PE=1 SV=1Glycogen synthase kinase-3 beta (GSK-3 beta) (EC 2.7.11.26) (Factor A) (FA) (Serine/threonine-protein kinase GSK3B) (EC 2.7.11.1)Gsk3b 5 27.8 25.318 227 0 7.4515 6.472164169 6.314371991 6.634431242 5.115568364 6.651785308 5.850282204
tr|E9PT65|E9PT65_RAT Radixin OS=Rattus norvegicus OX=10116 GN=Rdx PE=1 SV=2;tr|A0A0G2K095|A0A0G2K095_RAT Radixin OS=Rattus norvegicus OX=10116 GN=Rdx PE=1 SV=1Ribosome-releasing factor 2, mitochondrial (RRF2mt) (Elongation factor G 2, mitochondrial) (EF-G2mt) (mEF-G 2)Gfm2 6 11.5 68.485 583 0 45.5 28.71905731 23.8505949 31.60267583 21.48573436 27.92663877 24.4240813
tr|G3V615|G3V615_RAT Complement factor B OS=Rattus norvegicus OX=10116 GN=Cfb PE=1 SV=1;tr|A0A0U1RRP9|A0A0U1RRP9_RAT Complement factor B OS=Rattus norvegicus OX=10116 GN=Cfb PE=1 SV=1;tr|Q7TP05|Q7TP05_RAT Complement factor B OS=Rattus norvegicus OX=10116 GCholine transporter-like protein 2 (Solute carrier family 44 member 2)Slc44a2 2 2.4 85.352 763 0.00091075 1.838 3.558274893 2.952858321 3.369461833 2.950588303 4.509907822 4.582036697
tr|F1LRV4|F1LRV4_RAT Heat shock 70 kDa protein 4 OS=Rattus norvegicus OX=10116 GN=Hspa4 PE=1 SV=1;sp|O88600|HSP74_RAT Heat shock 70 kDa protein 4 OS=Rattus norvegicus OX=10116 GN=Hspa4 PE=1 SV=1Mitochondrial ribosomal protein S2Mrps2 16 28.8 94.025 840 0 99.957 23.01280377 21.2456073 21.93293864 19.74741336 21.94277958 21.51074547
sp|Q80W89|NDUAB_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 11 OS=Rattus norvegicus OX=10116 GN=Ndufa11 PE=2 SV=1Mitochondrial import receptor subunit TOM20 homolog (Mitochondrial 20 kDa outer membrane protein) (Outer mitochondrial membrane receptor Tom20)Tomm20 4 36.2 14.854 141 0 147.2 50.53574868 53.8262638 49.17635392 48.13044086 45.97176524 51.7584188
tr|Q6IRG9|Q6IRG9_RAT AP-3 complex subunit mu-1 OS=Rattus norvegicus OX=10116 GN=Ap3m1 PE=1 SV=1;sp|P53676|AP3M1_RAT AP-3 complex subunit mu-1 OS=Rattus norvegicus OX=10116 GN=Ap3m1 PE=1 SV=1;tr|V9GZ82|V9GZ82_RAT AP-3 complex subunit mu-2 OS=Rattus norvegicAbhydrolase domain-containing 11Abhd11 2 7.9 46.977 418 0 3.208 3.809538237 3.305295022 3.897682548 3.55989043 4.194196611 5.209717878
sp|Q9WTT7|BZW2_RAT Basic leucine zipper and W2 domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Bzw2 PE=1 SV=1Nucleosome assembly protein 1-like 1 (NAP-1-related protein)Nap1l1 4 10.3 48.049 419 0 8.5442 15.44579806 14.80804893 16.15967992 12.76374672 14.6649362 15.58295909
tr|G3V624|G3V624_RAT Coronin OS=Rattus norvegicus OX=10116 GN=Coro1c PE=1 SV=1NADH dehydrogenase (Ubiquinone) 1 alpha subcomplex, assembly factor 1 (Predicted), isoform CRA_a (NADH:ubiquinone oxidoreductase complex assembly factor 1)Ndufaf1 7 15.4 53.177 474 0 26.136 12.11303022 9.321736717 12.00458793 7.407287435 11.09503136 9.960056692
tr|C0JPT7|C0JPT7_RAT Filamin A OS=Rattus norvegicus OX=10116 GN=Flna PE=1 SV=1NAD-dependent protein deacylase sirtuin-5, mitochondrial (EC 2.3.1.-) (Regulatory protein SIR2 homolog 5) (SIR2-like protein 5)Sirt5 39 24.3 280.49 2639 0 323.31 96.08769572 81.52179567 103.2045905 93.55248645 110.5120075 105.1541775
sp|Q3T1J1|IF5A1_RAT Eukaryotic translation initiation factor 5A-1 OS=Rattus norvegicus OX=10116 GN=Eif5a PE=1 SV=3;tr|G3V7J7|G3V7J7_RAT Eukaryotic translation initiation factor 5A OS=Rattus norvegicus OX=10116 GN=Eif5a2 PE=3 SV=1Serine/threonine-protein kinase Chk1 (Stt3a protein)Stt3a 4 29.9 16.832 154 0 13.934 8.781059795 9.712698888 10.04666377 7.956779167 8.664068118 9.701880525
sp|Q6AXS5|PAIRB_RAT Plasminogen activator inhibitor 1 RNA-binding protein OS=Rattus norvegicus OX=10116 GN=Serbp1 PE=1 SV=2Tyrosine-protein kinase Lyn (EC 2.7.10.2) (V-yes-1 Yamaguchi sarcoma viral related oncogene homolog) (p53Lyn) (p56Lyn)Lyn 2 6.4 44.754 407 0 11.332 5.758085069 3.576400177 4.874079432 4.00920626 3.883195556 3.773067598
tr|Q5XI34|Q5XI34_RAT Protein phosphatase 2 (Formerly 2A), regulatory subunit A (PR 65), alpha isoform, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ppp2r1a PE=1 SV=1Aspartyl aminopeptidase (Aspartyl aminopeptidase, isoform CRA_c)Dnpep 6 12.6 65.322 589 0 16.512 13.36815083 11.32220739 12.0600799 12.07883523 14.8912853 13.32455922
tr|Q5XI04|Q5XI04_RAT RCG45489, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Stom PE=1 SV=1ER membrane protein complex subunit 1 (Similar to KIAA0090 protein (Predicted), isoform CRA_a)Emc1 3 17.3 31.378 284 0 18.541 15.02038075 12.35335822 13.16573119 13.23945205 15.67042341 15.44232237
sp|B3DMA2|ACD11_RAT Acyl-CoA dehydrogenase family member 11 OS=Rattus norvegicus OX=10116 GN=Acad11 PE=1 SV=1Ras-related protein Ral-A Rala 2 2.4 87.37 779 0.0022017 1.6064 2.935020595 2.252646025 1.842961552 2.717162827 4.321894142 2.409558678
tr|D3ZTW7|D3ZTW7_RAT ATP synthase mitochondrial F1 complex assembly factor 2 OS=Rattus norvegicus OX=10116 GN=Atpaf2 PE=1 SV=1Unconventional myosin-XVIIIaMyo18a 6 26.5 34.192 298 0 26.703 10.43807417 12.30389342 12.11557186 14.35840124 11.16045017 13.25270105
sp|O35303|DNM1L_RAT Dynamin-1-like protein OS=Rattus norvegicus OX=10116 GN=Dnm1l PE=1 SV=1ARP1 actin-related protein 1 homolog B (Yeast) (Actin-related protein 1B) (RCG22324, isoform CRA_a)Actr1b 11 19.5 83.907 755 0 36.175 18.99227131 17.33027811 18.3081614 16.47910946 23.39507732 26.4263581
tr|A0A0G2K2P6|A0A0G2K2P6_RAT HBS1-like protein OS=Rattus norvegicus OX=10116 GN=Hbs1l PE=1 SV=1;sp|Q6AXM7|HBS1L_RAT HBS1-like protein OS=Rattus norvegicus OX=10116 GN=Hbs1l PE=1 SV=1Sodium-coupled neutral amino acid transporter 2 (Amino acid transporter A2) (Solute carrier family 38 member 2) (System A amino acid transporter 2) (System A transporter 1) (System N amino acid transporter 2)Slc38a2 3 7.7 74.799 679 0 6.7431 3.113560305 3.696637691 3.466520426 4.16910575 3.292659895 3.898973391
sp|P16391|HA12_RAT RT1 class I histocompatibility antigen, AA alpha chain OS=Rattus norvegicus OX=10116 PE=1 SV=2Agrin [Cleaved into: Agrin N-terminal 110 kDa subunit; Agrin C-terminal 110 kDa subunit; Agrin C-terminal 90 kDa fragment (C90); Agrin C-terminal 22 kDa fragment (C22)]Agrn 3 12.4 41.83 371 0 151.03 49.62271622 39.56851078 42.44350296 43.49925857 48.30983376 56.27521854
sp|P62193|PRS4_RAT 26S proteasome regulatory subunit 4 OS=Rattus norvegicus OX=10116 GN=Psmc1 PE=1 SV=15'-AMP-activated protein kinase catalytic subunit alpha-2 (AMPK subunit alpha-2) (EC 2.7.11.1) (Acetyl-CoA carboxylase kinase) (ACACA kinase) (EC 2.7.11.27) (Hydroxymethylglutaryl-CoA reductase kinase) (HMGCR kinase) (EC 2.7.11.31)Prkaa2 2 7 49.184 440 0 43.521 2.915484092 2.289316564 2.763604713 2.399620843 2.274285171 2.545319306
tr|A0A096MJA9|A0A096MJA9_RAT Aspartate-beta-hydroxylase OS=Rattus norvegicus OX=10116 GN=Asph PE=1 SV=1;tr|A0A096MKE0|A0A096MKE0_RAT Aspartate-beta-hydroxylase OS=Rattus norvegicus OX=10116 GN=Asph PE=1 SV=1;tr|A0A0G2K2B5|A0A0G2K2B5_RAT Aspartate-beta-hydrProteasome subunit beta type-5 (EC 3.4.25.1) (Macropain epsilon chain) (Multicatalytic endopeptidase complex epsilon chain) (Proteasome chain 6) (Proteasome epsilon chain) (Proteasome subunit X)Psmb5 9 16.3 74.889 657 0 82.018 22.61848539 22.84465209 21.9936657 20.76045736 20.37599892 23.04081138
tr|B5DEP4|B5DEP4_RAT 28S ribosomal protein L42, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl42 PE=1 SV=1;sp|P0C2B9|RM42_RAT 28S ribosomal protein L42, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl42 PE=1 SV=1tRNA nucleotidyl transferase 1 (tRNA nucleotidyl transferase, CCA-adding, 1)Trnt1 2 18.4 16.564 141 0 5.6815 5.26608417 6.591660246 5.650757582 6.475842525 5.780537504 7.174012491
tr|G3V8F5|G3V8F5_RAT Mitochondrial import receptor subunit TOM40 homolog OS=Rattus norvegicus OX=10116 GN=Tomm40 PE=1 SV=1;sp|Q75Q40|TOM40_RAT Mitochondrial import receptor subunit TOM40 homolog OS=Rattus norvegicus OX=10116 GN=Tomm40 PE=1 SV=1Cell cycle progression 1 (Cell cycle progression 1 (Predicted), isoform CRA_b)Ccpg1 9 37.7 37.92 361 0 209.67 55.52752441 54.72519142 51.93315301 57.87458728 54.00650434 55.61309676
tr|B5DFG4|B5DFG4_RAT Heat shock 27kD protein family, member 7 (Cardiovascular) OS=Rattus norvegicus OX=10116 GN=Hspb7 PE=2 SV=1;sp|Q9QUK5|HSPB7_RAT Heat shock protein beta-7 (Fragment) OS=Rattus norvegicus OX=10116 GN=Hspb7 PE=2 SV=1RGD1563250 (Predicted), isoform CRA_a (Transmembrane protein 205)Tmem205 3 29 18.618 169 0 3.5207 2.071188223 1.804846896 2.153716573 1.597171939 1.954910507 1.942737159
sp|P61805|DAD1_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 OS=Rattus norvegicus OX=10116 GN=Dad1 PE=3 SV=3Diacylglycerol O-acyltransferase 1 (EC 2.3.1.20) (Acyl-CoA retinol O-fatty-acyltransferase) (ARAT) (Retinol O-fatty-acyltransferase) (EC 2.3.1.76) (Diglyceride acyltransferase)Dgat1 2 19.5 12.497 113 0 2.5001 4.256166605 4.018824765 4.345125804 4.09657805 4.058387147 4.08472678
sp|Q5XII9|MFR1L_RAT Mitochondrial fission regulator 1-like OS=Rattus norvegicus OX=10116 GN=Mtfr1l PE=1 SV=1Mitofusin-2 (EC 3.6.5.-) (Mitochondrial transmembrane GTPase FZO1A) (Protein HSG) (Transmembrane GTPase MFN2)Mfn2 3 14.9 31.73 289 0 8.8679 3.40166391 3.428576524 4.045940334 3.812717392 4.723827354 3.686735131
tr|Q6P9V6|Q6P9V6_RAT Proteasome subunit alpha type OS=Rattus norvegicus OX=10116 GN=Psma5 PE=1 SV=1;sp|P34064|PSA5_RAT Proteasome subunit alpha type-5 OS=Rattus norvegicus OX=10116 GN=Psma5 PE=1 SV=1Family with sequence similarity 126, member AFam126a 2 15.8 26.411 241 0 81.35 4.656864257 3.560324117 3.630535837 3.503812759 3.623940784 3.345819405
tr|Q6AYS2|Q6AYS2_RAT Sideroflexin OS=Rattus norvegicus OX=10116 GN=Sfxn1 PE=1 SV=1;sp|Q63965|SFXN1_RAT Sideroflexin-1 OS=Rattus norvegicus OX=10116 GN=Sfxn1 PE=2 SV=4Inositol polyphosphate-5-phosphatase A (Inositol polyphosphate-5-phosphatase A (Predicted), isoform CRA_a)Inpp5a 2 7.5 35.588 322 0 4.817 2.301399989 2.596854447 2.584826344 3.249379858 8.649675978 2.847174979
sp|Q32Q90|APOP1_RAT Apoptogenic protein 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Apopt1 PE=2 SV=1Quinone oxidoreductase (EC 1.6.5.5) (NADPH:quinone reductase) (Zeta-crystallin)Cryz 2 13 22.769 193 0.00047214 2.115 2.546204325 2.366938251 1.986193651 2.124918381 2.148092274 1.986365339
tr|F1LNV5|F1LNV5_RAT Calcium uptake protein 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Micu1 PE=1 SV=2;sp|Q6P6Q9|MICU1_RAT Calcium uptake protein 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Micu1 PE=2 SV=1;tr|A0A0G2K0T5|A0A0G2K0T5_RAT Calcium Mitochondrial ribosomal protein L1Mrpl1 2 7.1 54.226 477 0 6.109 1.140812132 1.382969226 1.487812956 1.054538003 0.976964612 1.409600809
tr|Q66WT9|Q66WT9_RAT Clathrin-assembly lymphoid myeloid leukemia protein OS=Rattus norvegicus OX=10116 GN=Picalm PE=1 SV=1;tr|Q66SY1|Q66SY1_RAT Clathrin-assembly lymphoid leukemia protein OS=Rattus norvegicus OX=10116 GN=Picalm PE=1 SV=1;tr|A0A0G2JUQ5|A0A0Integrin subunit alpha 2b Itga2b 2 3.7 64.713 597 0 11.573 1.942327048 1.732647313 2.240776142 1.212614534 1.931163477 1.844137474
sp|Q68FV8|UBTD1_RAT Ubiquitin domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Ubtd1 PE=2 SV=1Cytoplasmic FMR1-interacting proteinCyfip1 3 17.6 25.958 227 0 6.7195 4.880935979 3.715900426 4.358579989 4.576927575 4.757256369 4.920694022
sp|P68136|ACTS_RAT Actin, alpha skeletal muscle OS=Rattus norvegicus OX=10116 GN=Acta1 PE=1 SV=1Tumor susceptibility gene 101 protein (ESCRT-I complex subunit TSG101)Tsg101 2 5.8 42.051 377 0 52.618 4.010963564 2.621681971 3.893494475 2.890213659 3.302276461 2.60747663
sp|Q63135|CR1L_RAT Complement component receptor 1-like protein OS=Rattus norvegicus OX=10116 GN=Cr1l PE=1 SV=1;tr|A0A0G2K7Y0|A0A0G2K7Y0_RAT Complement component receptor 1-like protein OS=Rattus norvegicus OX=10116 GN=Cr1l PE=1 SV=1Murinoglobulin-1 (Alpha-1 inhibitor 3 variant I) (Alpha-X protein)Mug1 5 13.1 61.68 559 0 19.765 9.588834366 7.516747134 8.015448335 9.410371433 9.327414921 8.776449852
tr|G3V837|G3V837_RAT CD1d1 antigen OS=Rattus norvegicus OX=10116 GN=Cd1d1 PE=1 SV=1;sp|Q63493|CD1D_RAT Antigen-presenting glycoprotein CD1d OS=Rattus norvegicus OX=10116 GN=Cd1d PE=2 SV=2Nicalin (Nicastrin-like protein)Ncln 3 10.4 38.593 336 0 6.5518 5.228605982 3.865436322 5.790011011 5.06348384 6.250637122 5.862087476
sp|Q9QWJ9|NRP1_RAT Neuropilin-1 OS=Rattus norvegicus OX=10116 GN=Nrp1 PE=1 SV=1G-rich RNA sequence-binding factor 1Grsf1 4 5.9 103.08 922 0 8.5251 3.911247661 2.597710568 3.056769828 2.700929817 2.791682595 2.607271321
sp|Q63570|PRS6B_RAT 26S proteasome regulatory subunit 6B OS=Rattus norvegicus OX=10116 GN=Psmc4 PE=1 SV=1Eukaryotic translation initiation factor 3 subunit J (eIF3j) (Eukaryotic translation initiation factor 3 subunit 1) (eIF-3-alpha) (eIF3 p35)Eif3j 3 8.9 47.408 418 0 4.5862 4.376973957 4.29221291 4.082062465 3.988589469 3.901447406 4.331251657
sp|P11730|KCC2G_RAT Calcium/calmodulin-dependent protein kinase type II subunit gamma OS=Rattus norvegicus OX=10116 GN=Camk2g PE=1 SV=1;tr|G3V9G3|G3V9G3_RAT Calcium/calmodulin-dependent protein kinase II, beta, isoform CRA_a OS=Rattus norvegicus OX=10116 GSEC63 homolog, protein translocation regulator (SEC63-like (S. cerevisiae) (Predicted))Sec63 2 4.7 59.037 527 0 3.6487 1.982636035 1.775738764 2.058071455 1.809372971 2.284228832 2.509236236
tr|D4A414|D4A414_RAT COX15 homolog, cytochrome c oxidase assembly protein (Yeast), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Cox15 PE=1 SV=1Integrin alpha-1 (CD49 antigen-like family member A) (Laminin and collagen receptor) (VLA-1) (CD antigen CD49a)Itga1 6 17.9 45.914 414 0 25.843 29.58265045 37.18088292 29.68558539 30.25025769 29.33706846 27.35384186
tr|A0A0G2K3S4|A0A0G2K3S4_RAT ATP-binding cassette subfamily A member 9 OS=Rattus norvegicus OX=10116 GN=Abca9 PE=1 SV=1Heat shock 70 kDa protein 1B (Heat shock 70 kDa protein 1) (HSP70-1) (HSP70.1)Hspa1b 3 2.6 183.23 1623 0 4.7341 6.185894602 3.889788224 4.414700168 3.540922983 4.406938604 3.919606953
tr|G3V9E3|G3V9E3_RAT Caldesmon 1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Cald1 PE=1 SV=1;sp|Q62736|CALD1_RAT Non-muscle caldesmon OS=Rattus norvegicus OX=10116 GN=Cald1 PE=1 SV=1;tr|A0A0G2JTV2|A0A0G2JTV2_RAT Non-muscle caldesmon OS=Rattus norvegicuGTP-binding protein SAR1bSar1b 4 11.9 60.611 531 0 15.06 5.199899285 4.045554782 5.282730661 3.951826476 4.702697076 4.326426893
tr|B0BN68|B0BN68_RAT Mitochondrial ribosomal protein S9 OS=Rattus norvegicus OX=10116 GN=Mrps9 PE=1 SV=1Bis(5'-adenosyl)-triphosphatase (EC 3.6.1.29) (AP3A hydrolase) (AP3Aase) (Diadenosine 5',5'''-P1,P3-triphosphate hydrolase) (Dinucleosidetriphosphatase) (Fragile histidine triad protein)Fhit 9 33.1 45.01 390 0 89.017 17.94168592 17.91814824 16.17486168 19.79038309 16.80609408 18.9967358



tr|A0A0G2K0I6|A0A0G2K0I6_RAT Cadherin 5 OS=Rattus norvegicus OX=10116 GN=Cdh5 PE=1 SV=1;tr|F1M7E5|F1M7E5_RAT Cadherin 5 OS=Rattus norvegicus OX=10116 GN=Cdh5 PE=1 SV=2Cadherin 5 Cdh5 5 8.4 82.043 730 0 12.441 5.265286762 4.777158201 7.736417967 5.042215993 4.56531756 4.742845033
tr|M0R3X6|M0R3X6_RAT Carbonyl reductase [NADPH] 1-like OS=Rattus norvegicus OX=10116 GN=LOC102556347 PE=1 SV=1;tr|A0A0G2JSV2|A0A0G2JSV2_RAT Carbonyl reductase [NADPH] 1-like OS=Rattus norvegicus OX=10116 GN=Cbr1 PE=1 SV=1;sp|P47727|CBR1_RAT Carbonyl reductMicrotubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1)Mapre1 7 40.1 30.611 277 0 43.822 11.80004748 11.8087698 11.48840792 11.53107965 12.14042405 12.3832171
sp|P16617|PGK1_RAT Phosphoglycerate kinase 1 OS=Rattus norvegicus OX=10116 GN=Pgk1 PE=1 SV=2;tr|M0R6Y8|M0R6Y8_RAT Phosphoglycerate kinase OS=Rattus norvegicus OX=10116 PE=3 SV=1Protein phosphatase (EC 3.1.3.16)Pptc7 18 55.9 44.538 417 0 317.09 91.86143193 86.56815653 72.9981135 72.50599824 82.44079313 74.87108836
sp|P09605|KCRS_RAT Creatine kinase S-type, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ckmt2 PE=1 SV=2Nicotinamide-nucleotide adenylyltransferase (EC 2.7.7.1) (EC 2.7.7.18) (Nicotinate-nucleotide adenylyltransferase)Nmnat3 10 34.1 47.385 419 0 323.31 1064.260939 1086.656048 792.7498801 815.253017 898.9199638 877.029058
sp|Q62667|MVP_RAT Major vault protein OS=Rattus norvegicus OX=10116 GN=Mvp PE=1 SV=4;tr|A0A140TAE0|A0A140TAE0_RAT Major vault protein OS=Rattus norvegicus OX=10116 GN=Mvp PE=1 SV=1Mitochondrial inner membrane protease subunit (EC 3.4.21.-)Immp1l 10 15.2 95.797 861 0 36.383 19.2422588 20.30910546 18.42542744 18.7682243 21.01448657 25.03230945
tr|A0A0G2KB58|A0A0G2KB58_RAT Serine/threonine-protein kinase MRCK beta OS=Rattus norvegicus OX=10116 GN=Cdc42bpb PE=1 SV=1;sp|Q7TT49|MRCKB_RAT Serine/threonine-protein kinase MRCK beta OS=Rattus norvegicus OX=10116 GN=Cdc42bpb PE=1 SV=1Sterol 26-hydroxylase, mitochondrial (EC 1.14.15.15) (5-beta-cholestane-3-alpha,7-alpha,12-alpha-triol 26-hydroxylase) (Cytochrome P-450C27/25) (Cytochrome P450 27) (Sterol 27-hydroxylase) (Vitamin D(3) 25-hydroxylase)Cyp27a1 3 2.4 194.14 1702 0 3.2548 2.388556712 2.823964467 2.674712862 2.371364989 2.689367565 2.203890308
tr|D4A3D2|D4A3D2_RAT RCG56113, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Smyd1 PE=4 SV=1FAD synthase (EC 2.7.7.2) (FAD pyrophosphorylase) (FMN adenylyltransferase) (Flavin adenine dinucleotide synthase)Flad1 3 7.6 56.553 490 0 7.4346 5.497731271 5.375492034 6.09835789 5.192827076 7.255600989 6.895818689
tr|A0A0U1RS13|A0A0U1RS13_RAT SH3 and multiple ankyrin repeat domains protein 3 (Fragment) OS=Rattus norvegicus OX=10116 GN=Shank3 PE=1 SV=2;sp|Q9JLU4|SHAN3_RAT SH3 and multiple ankyrin repeat domains protein 3 OS=Rattus norvegicus OX=10116 GN=Shank3 PE=1 SRNA-splicing ligase RtcB homolog (EC 6.5.1.8) (3'-phosphate/5'-hydroxy nucleic acid ligase) (p55)Rtcb 5 4.7 174.93 1646 0 9.9774 4.431596423 4.677229792 4.898160852 4.396367891 5.3549881 5.776370936
sp|Q66HF1|NDUS1_RAT NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufs1 PE=1 SV=1MICOS complex subunit Mic25 (Coiled-coil-helix-coiled-coil-helix domain-containing protein 6)Chchd6 45 74.7 79.411 727 0 323.31 1219.715679 1379.639864 1226.581899 1281.973759 1135.278149 1189.150185
sp|P13832|MRLCA_RAT Myosin regulatory light chain RLC-A OS=Rattus norvegicus OX=10116 GN=Rlc-a PE=2 SV=2;tr|A0A0G2JSW0|A0A0G2JSW0_RAT Myosin regulatory light chain 12B OS=Rattus norvegicus OX=10116 GN=Myl12b PE=4 SV=1;sp|P18666|ML12B_RAT Myosin regulatory Platelet-activating factor acetylhydrolase IB subunit alpha (Lissencephaly-1 protein) (LIS-1) (PAF acetylhydrolase 45 kDa subunit) (PAF-AH 45 kDa subunit) (PAF-AH alpha) (PAFAH alpha)Pafah1b1 3 29.1 19.895 172 0 71.877 23.27435368 17.38925538 22.40304984 16.55853836 20.71879352 18.57687874
sp|Q66H98|CAVN2_RAT Caveolae-associated protein 2 OS=Rattus norvegicus OX=10116 GN=Cavin2 PE=1 SV=360S ribosomal protein L27aRpl27a 7 21.8 46.386 417 0 64.441 8.703711193 8.712463553 9.855582938 9.485893993 11.4574516 9.091599288
tr|Q6PDW2|Q6PDW2_RAT 60S ribosomal protein L21 OS=Rattus norvegicus OX=10116 GN=Rpl21 PE=2 SV=1;tr|M0R5R7|M0R5R7_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|D4A870|D4A870_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 7 (Predicted) (Proteasome 26S subunit, non-ATPase 7)Psmd7 3 21.9 18.579 160 0 7.2027 7.48646748 6.154087014 6.683117592 5.747961297 6.309906571 6.716686518
sp|Q3SWT0|PECA1_RAT Platelet endothelial cell adhesion molecule OS=Rattus norvegicus OX=10116 GN=Pecam1 PE=1 SV=1Nodal modulator 1 (Similar to pM5 protein; DNA segment, Chr 7, ERATO Doi 156, expressed (Predicted))Nomo1 5 9.9 76.188 678 0 16.211 9.613155318 8.8247106 10.30684781 8.469811731 9.54591377 9.019741111
tr|A0A0G2K2V2|A0A0G2K2V2_RAT AP complex subunit beta OS=Rattus norvegicus OX=10116 GN=Ap1b1 PE=1 SV=1;tr|G3V9N8|G3V9N8_RAT AP complex subunit beta OS=Rattus norvegicus OX=10116 GN=Ap1b1 PE=1 SV=3;sp|P52303|AP1B1_RAT AP-1 complex subunit beta-1 OS=Rattus noCollagen beta(1-O)galactosyltransferase 1 (Glycosyltransferase 25 domain containing 1) (Glycosyltransferase 25 domain containing 1 (Predicted))Colgalt1 5 6.6 103.82 942 0 6.6831 9.106402366 12.87749485 35.3326784 7.127767154 8.896304918 11.49987478
tr|D3ZMX6|D3ZMX6_RAT Syntrophin, beta 2 OS=Rattus norvegicus OX=10116 GN=Sntb2 PE=1 SV=3RNA transcription, translation and transport factorRtraf 9 23.2 56.525 522 0 22.875 19.21833655 16.18117276 19.90015267 17.30334706 22.90116525 21.75198364
tr|Q4G067|Q4G067_RAT Mitochondrial ribosomal protein L44 OS=Rattus norvegicus OX=10116 GN=Mrpl44 PE=1 SV=1Adaptor-related protein complex 3 subunit beta 1 (Adaptor-related protein complex 3, beta 1 subunit (Predicted), isoform CRA_b)Ap3b1 6 24.4 37.44 332 0 91.338 22.29314282 20.93930603 22.08685032 25.00751628 22.12922321 21.87568236
sp|P13233|CN37_RAT 2,3-cyclic-nucleotide 3-phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Cnp PE=1 SV=2Fat storage-inducing transmembrane protein 2 (Similar to dJ881L22.2 (Novel protein) (Predicted), isoform CRA_a)Fitm2 6 12.9 47.268 420 0 20.183 19.10032013 17.81255992 20.12840265 16.34542585 19.43265958 17.68019133
sp|P62076|TIM13_RAT Mitochondrial import inner membrane translocase subunit Tim13 OS=Rattus norvegicus OX=10116 GN=Timm13 PE=3 SV=1Trimethyllysine dioxygenase, mitochondrial (EC 1.14.11.8) (Epsilon-trimethyllysine 2-oxoglutarate dioxygenase) (TML hydroxylase) (TML-alpha-ketoglutarate dioxygenase) (TML dioxygenase) (TMLD)Tmlhe 4 53.7 10.458 95 0 29.341 17.18414807 19.40827534 15.27233194 18.96484338 17.56560654 19.8220783
tr|A0A0G2JXB1|A0A0G2JXB1_RAT Galectin OS=Rattus norvegicus OX=10116 GN=Lgals3 PE=1 SV=1;sp|P08699|LEG3_RAT Galectin-3 OS=Rattus norvegicus OX=10116 GN=Lgals3 PE=1 SV=4;tr|A0A0G2JXN6|A0A0G2JXN6_RAT Galectin OS=Rattus norvegicus OX=10116 GN=Lgals3 PE=1 SV=1NAD kinase 2, mitochondrial (EC 2.7.1.23) (Mitochondrial NAD kinase) (NAD kinase domain-containing protein 1, mitochondrial)Nadk2 2 8.7 26.335 252 0 4.6739 1.430909258 1.155050646 1.203861602 1.15397604 1.532632044 2.114067586
tr|F1MAC0|F1MAC0_RAT Interferon gamma-inducible protein 47 OS=Rattus norvegicus OX=10116 GN=Ifi47 PE=1 SV=1;tr|E9PU10|E9PU10_RAT Interferon gamma-inducible protein 47 OS=Rattus norvegicus OX=10116 GN=Ifi47 PE=1 SV=3Transmembrane 9 superfamily memberTm9sf3 2 4.8 47.432 420 0.00090868 1.81 1.269115121 1.269675808 1.22438316 2.1297362 0.987758717 1.909374434
tr|A0A0G2K7Q7|A0A0G2K7Q7_RAT Insulin-degrading enzyme OS=Rattus norvegicus OX=10116 GN=Ide PE=1 SV=1;sp|P35559|IDE_RAT Insulin-degrading enzyme OS=Rattus norvegicus OX=10116 GN=Ide PE=1 SV=1Prolactin regulatory element-binding protein (Mammalian guanine nucleotide exchange factor mSec12)Preb 3 4.1 113.16 978 0 5.6121 1.447694702 1.495216272 1.697897171 7.79184484 1.545127038 2.339137664
tr|D4A104|D4A104_RAT Mitochondrial ribosomal protein L45 OS=Rattus norvegicus OX=10116 GN=Mrpl45 PE=1 SV=1Mitochondrial uncoupling protein 3 (UCP 3) (Solute carrier family 25 member 9)Ucp3 6 28.1 35.439 306 0 39.996 9.987139793 9.832555904 11.96898931 11.61788719 11.52417879 11.11030081
sp|P59215|GNAO_RAT Guanine nucleotide-binding protein G(o) subunit alpha OS=Rattus norvegicus OX=10116 GN=Gnao1 PE=1 SV=2Eukaryotic translation initiation factor 4 gamma, 1Eif4g1 6 20.1 40.068 354 0 59.044 18.64340519 16.39520314 18.21445326 17.32157664 21.48223111 18.96131999
tr|D3ZD09|D3ZD09_RAT Cytochrome c oxidase subunit OS=Rattus norvegicus OX=10116 GN=Cox6b1 PE=1 SV=1;tr|D3ZSB0|D3ZSB0_RAT Cytochrome c oxidase subunit 6B1 OS=Rattus norvegicus OX=10116 GN=Cox6b1 PE=1 SV=1Death-associated protein 3 (RCG62665)Dap3 9 70.9 10.071 86 0 323.31 382.7719145 424.5126226 176.5586902 412.9608319 386.9588442 457.7776533
sp|P62909|RS3_RAT 40S ribosomal protein S3 OS=Rattus norvegicus OX=10116 GN=Rps3 PE=1 SV=1;tr|D3ZVH2|D3ZVH2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1Interferon-gamma-inducible GTPase Ifgga1 protein (Similar to interferon-inducible GTPase)RGD1309362 9 46.1 26.674 243 0 50.555 27.62900021 20.30815421 23.16161457 20.56817866 22.68004965 20.20908591
sp|B2RYG6|OTUB1_RAT Ubiquitin thioesterase OTUB1 OS=Rattus norvegicus OX=10116 GN=Otub1 PE=1 SV=1Phosphatidylinositol-binding clathrin assembly protein (Clathrin assembly lymphoid myeloid leukemia protein) (rCALM)Picalm 4 20.3 31.27 271 0 5.9649 4.336306136 4.515280134 4.25780448 4.264290218 4.607316441 5.013083108
sp|Q00238|ICAM1_RAT Intercellular adhesion molecule 1 OS=Rattus norvegicus OX=10116 GN=Icam1 PE=2 SV=1Transmembrane emp24 domain-containing protein 7 (p24 family protein gamma-3) (p24gamma3) (p27)Tmed7 2 5 60.141 545 0 4.0545 2.582247179 2.355142798 2.64016126 2.341459791 2.922847323 3.379490094
sp|Q9QZ76|MYG_RAT Myoglobin OS=Rattus norvegicus OX=10116 GN=Mb PE=1 SV=360S ribosomal protein L22 Rpl22 7 59.7 17.157 154 0 128.51 116.3538267 104.3802408 104.7384722 86.33877983 114.5090972 94.3446545
tr|D3ZMR9|D3ZMR9_RAT Mitochondrial ribosomal protein L21 OS=Rattus norvegicus OX=10116 GN=Mrpl21 PE=1 SV=1Proteasome subunit alpha type-4 (EC 3.4.25.1) (Macropain subunit C9) (Multicatalytic endopeptidase complex subunit C9) (Proteasome component C9) (Proteasome subunit L)Psma4 3 20.1 23.39 209 0 77.855 3.673420646 4.063057711 4.599655944 3.900740238 3.695836064 3.789851615
tr|F7EZZ0|F7EZZ0_RAT Death-associated protein 3 OS=Rattus norvegicus OX=10116 GN=Dap3 PE=1 SV=1;tr|A0A0G2K264|A0A0G2K264_RAT Death-associated protein 3 OS=Rattus norvegicus OX=10116 GN=Dap3 PE=1 SV=1ATP-dependent RNA helicase DDX1 (EC 3.6.4.13) (DEAD box protein 1)Ddx1 6 17.9 45.111 396 0 11.611 14.76680492 15.61993752 15.29798388 21.562125 14.99268447 68.26013602
sp|Q68FP1|GELS_RAT Gelsolin OS=Rattus norvegicus OX=10116 GN=Gsn PE=1 SV=1Mitochondrial import inner membrane translocase subunit Tim10 B (Fracture callus protein 1) (FxC1) (Mitochondrial import inner membrane translocase subunit Tim9 B) (TIMM10B) (Tim10b)Timm10b 7 15.3 86.067 780 0 75.309 17.37273513 16.60067231 18.24848136 13.97818422 17.92213909 16.24148796
sp|Q5M7W7|SYPM_RAT Probable proline--tRNA ligase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pars2 PE=2 SV=1m-AAA protease-interacting protein 1, mitochondrial (Matrix AAA peptidase-interacting protein 1)Maip1 5 17.7 53.332 475 0 59.512 10.43448583 7.621384211 10.30946536 8.801416536 11.10091905 14.65547533
tr|F8WFF9|F8WFF9_RAT Leucine-rich repeat-containing protein 57 OS=Rattus norvegicus OX=10116 GN=Lrrc57 PE=4 SV=3;tr|A0A0G2KBC0|A0A0G2KBC0_RAT Leucine-rich repeat-containing protein 57 OS=Rattus norvegicus OX=10116 GN=Lrrc57 PE=4 SV=1;sp|Q5FVI3|LRC57_RAT LeMannose-P-dolichol utilization defect 1 proteinMpdu1 3 18.9 20.898 190 0 5.128 3.579884657 3.095164746 3.281617 3.420998365 3.978445353 3.329394679
tr|G3V9Y1|G3V9Y1_RAT Myosin, heavy polypeptide 10, non-muscle, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Myh10 PE=1 SV=1;sp|Q9JLT0|MYH10_RAT Myosin-10 OS=Rattus norvegicus OX=10116 GN=Myh10 PE=1 SV=1Myeloid-derived growth factorMydgf 12 8.5 229 1976 0 24.906 23.91546993 20.43134059 25.76607251 21.8603089 26.91460967 31.57602307
sp|Q6AY41|CC50A_RAT Cell cycle control protein 50A OS=Rattus norvegicus OX=10116 GN=Tmem30a PE=1 SV=1;tr|A0A0G2JXG3|A0A0G2JXG3_RAT Cell cycle control protein OS=Rattus norvegicus OX=10116 GN=Tmem30a PE=1 SV=1Transmembrane protein 186Tmem186 2 7.3 37.172 328 0 2.9506 2.372130102 2.270719702 2.665760856 2.248488915 2.84172799 3.249426792
tr|G3V804|G3V804_RAT Sideroflexin OS=Rattus norvegicus OX=10116 GN=Sfxn3 PE=1 SV=1;sp|Q9JHY2|SFXN3_RAT Sideroflexin-3 OS=Rattus norvegicus OX=10116 GN=Sfxn3 PE=2 SV=1Plasminogen activator inhibitor 1 RNA-binding protein (PAI1 RNA-binding protein 1) (PAI-RBP1) (RDA288) (SERPINE1 mRNA-binding protein 1)Serbp1 5 20.6 35.451 321 0 18.476 16.67101586 19.50244871 19.32010455 22.51570583 19.01070821 60.52511647
sp|Q6AYS8|DHB11_RAT Estradiol 17-beta-dehydrogenase 11 OS=Rattus norvegicus OX=10116 GN=Hsd17b11 PE=2 SV=1;sp|Q5M875|DHB13_RAT 17-beta-hydroxysteroid dehydrogenase 13 OS=Rattus norvegicus OX=10116 GN=Hsd17b13 PE=1 SV=1ATP-binding cassette sub-family C member 9 (Sulfonylurea receptor 2)Abcc9 2 5.4 32.937 298 0 2.6789 1.713151913 1.631006661 2.012212054 1.406368964 1.719271928 1.744049298
tr|A0A0G2JT93|A0A0G2JT93_RAT Catenin (Cadherin associated protein), beta 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ctnnb1 PE=1 SV=1;sp|Q9WU82|CTNB1_RAT Catenin beta-1 OS=Rattus norvegicus OX=10116 GN=Ctnnb1 PE=1 SV=1Alpha-adducin (Erythrocyte adducin subunit alpha)Add1 5 8.6 85.47 781 0 35.558 10.2769977 9.244210155 10.72722564 10.11611674 10.40420865 13.07972815
tr|G3V6W6|G3V6W6_RAT Proteasome 26S subunit, ATPase 6 OS=Rattus norvegicus OX=10116 GN=Psmc6 PE=1 SV=1Phenylalanine--tRNA ligase alpha subunit (EC 6.1.1.20) (Phenylalanyl-tRNA synthetase alpha subunit) (PheRS)Farsa 3 9.2 45.796 403 0 6.635 9.866731145 10.0199514 8.52586974 10.19424352 9.834410753 10.03396796
tr|M0RDA4|M0RDA4_RAT EPH receptor B4 OS=Rattus norvegicus OX=10116 GN=Ephb4 PE=1 SV=2Protein kinase, cAMP-dependent, catalytic, alpha (cAMP-dependent protein kinase catalytic subunit alpha)Prkaca 2 2.3 108.73 987 0.0047434 1.4449 1.674198519 1.608367003 1.780297509 1.640185075 1.798101603 2.151844456
tr|D3ZML4|D3ZML4_RAT Similar to RIKEN cDNA 5730502D15 gene (Predicted) OS=Rattus norvegicus OX=10116 GN=Trabd PE=1 SV=1Cytochrome P450 4B1 (EC 1.14.14.1) (CYPIVB1) (Cytochrome P450 L-2) (Cytochrome P450 isozyme 5)Cyp4b1 6 24.2 42.114 376 0 27.419 5.21584745 5.492019688 5.816186468 6.122535835 5.274392117 6.201874002
tr|Q5RK17|Q5RK17_RAT Diablo homolog (Drosophila) OS=Rattus norvegicus OX=10116 GN=Diablo PE=1 SV=1;tr|D4A7Z5|D4A7Z5_RAT Diablo-like OS=Rattus norvegicus OX=10116 GN=LOC100360940 PE=4 SV=2Sepiapterin reductase (SPR) (EC 1.1.1.153)Spr 4 19.4 26.906 237 0 46.174 3.063443195 2.547151835 2.501954848 2.768552891 3.273099669 2.806729091
tr|D3ZDX5|D3ZDX5_RAT Plexin B1 OS=Rattus norvegicus OX=10116 GN=Plxnb1 PE=1 SV=1Kelch-like protein 41 (Kel-like protein 23) (Kelch repeat and BTB domain-containing protein 10) (Kelch-related protein 1) (Sarcosin)Klhl41 3 1.7 231.81 2121 0 6.3123 1.041654414 0.905919278 1.32866618 1.046595113 1.486969709 1.281847234
tr|Q6P9V7|Q6P9V7_RAT Proteasome (Prosome, macropain) activator subunit 1 OS=Rattus norvegicus OX=10116 GN=Psme1 PE=1 SV=1;sp|Q63797|PSME1_RAT Proteasome activator complex subunit 1 OS=Rattus norvegicus OX=10116 GN=Psme1 PE=2 SV=1NAD(P)(+)--arginine ADP-ribosyltransferase (EC 2.4.2.31) (Mono(ADP-ribosyl)transferase)Art4 10 42.2 28.635 249 0 22.733 34.83438128 31.32596282 31.34772688 28.00671681 31.62934381 32.43472829
tr|D4A133|D4A133_RAT ATPase H+-transporting V1 subunit A OS=Rattus norvegicus OX=10116 GN=Atp6v1a PE=1 SV=1Tight junction protein ZO-1 (Tight junction protein 1) (Zona occludens protein 1) (Zonula occludens protein 1)Tjp1 6 11.8 68.264 617 0 7.9287 10.6924474 9.398787656 10.0367171 8.031867689 9.254800035 10.39890485
sp|Q7TPB1|TCPD_RAT T-complex protein 1 subunit delta OS=Rattus norvegicus OX=10116 GN=Cct4 PE=1 SV=3Elongation factor 1-delta (EF-1-delta)Eef1d 6 15.2 58.099 539 0 23.161 14.47575091 16.96357272 12.61447607 15.39184501 16.18854044 16.82507902
tr|F1M9Q8|F1M9Q8_RAT Alkylglycerone-phosphate synthase OS=Rattus norvegicus OX=10116 GN=Agps PE=1 SV=3;sp|Q9EQR2|ADAS_RAT Alkyldihydroxyacetonephosphate synthase, peroxisomal OS=Rattus norvegicus OX=10116 GN=Agps PE=2 SV=1RCG40784 (Transmembrane protein 242)Tmem242 6 15.1 71.575 644 0 49.825 11.25661375 12.10746109 10.41259666 10.94078837 10.79083386 10.35322358
sp|P63012|RAB3A_RAT Ras-related protein Rab-3A OS=Rattus norvegicus OX=10116 GN=Rab3a PE=1 SV=1Interferon-induced transmembrane protein 3 (Dispanin subfamily A member 2b) (DSPA2b)ifitm3 4 26.8 24.97 220 0 21.804 12.351854 9.263235078 9.894846123 10.01151365 9.001629213 9.259952733
tr|R9PXU6|R9PXU6_RAT Vinculin OS=Rattus norvegicus OX=10116 GN=Vcl PE=1 SV=1;sp|P85972|VINC_RAT Vinculin OS=Rattus norvegicus OX=10116 GN=Vcl PE=1 SV=1;tr|A0A0G2K8V2|A0A0G2K8V2_RAT Vinculin OS=Rattus norvegicus OX=10116 GN=Vcl PE=1 SV=1Stromal interaction molecule 1Stim1 38 44 116.57 1066 0 280.12 157.874875 130.0068123 168.3867126 142.0996035 181.1643298 188.0015236
sp|Q91XU8|CDS2_RAT Phosphatidate cytidylyltransferase 2 OS=Rattus norvegicus OX=10116 GN=Cds2 PE=1 SV=1;tr|G3V8W2|G3V8W2_RAT Phosphatidate cytidylyltransferase OS=Rattus norvegicus OX=10116 GN=Cds2 PE=1 SV=1DnaJ heat shock protein family (Hsp40) member C19 (Similar to homolog of yeast TIM14 isoform c (Predicted), isoform CRA_a)Dnajc19 3 12.6 51.322 443 0 66.915 9.449287919 8.006163282 9.676019305 9.24283288 10.24589511 9.494518356
tr|A0A0G2JSS9|A0A0G2JSS9_RAT Atlastin-3 OS=Rattus norvegicus OX=10116 GN=Atl3 PE=1 SV=1;sp|Q0ZHH6|ATLA3_RAT Atlastin-3 OS=Rattus norvegicus OX=10116 GN=Atl3 PE=2 SV=2NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1 (Complex I-MNLL) (CI-MNLL) (NADH-ubiquinone oxidoreductase MNLL subunit)Ndufb1 5 11.2 60.249 536 0 7.9631 7.405929245 6.873229109 8.946771083 6.071753424 7.720074589 7.109853404
sp|O08730|GLYG_RAT Glycogenin-1 OS=Rattus norvegicus OX=10116 GN=Gyg1 PE=2 SV=4;tr|A0A0G2JXP1|A0A0G2JXP1_RAT Glycogenin-1 OS=Rattus norvegicus OX=10116 GN=Gyg1 PE=1 SV=1;tr|F8WFR6|F8WFR6_RAT Glycogenin-1 OS=Rattus norvegicus OX=10116 GN=Gyg1 PE=1 SV=1GTPase IMAP family member 4 (Immunity-associated nucleotide 1 protein) (IAN-1) (Immunity-associated protein 4)Gimap4 7 27 37.378 333 0 43.694 9.318911668 7.781193566 9.639897175 8.50410071 9.85338221 11.40440606
tr|O55158|O55158_RAT Tetraspanin OS=Rattus norvegicus OX=10116 GN=Tspan8 PE=2 SV=2Wolfram syndrome 1 homolog (Human) (Wolframin ER transmembrane glycoprotein)Wfs1 2 12.8 25.545 235 0 9.4125 3.239790033 3.036187484 6.000461682 2.355305594 3.371685826 3.355366277
tr|A0A0G2JXT0|A0A0G2JXT0_RAT Vacuolar protein sorting-associated protein 26A OS=Rattus norvegicus OX=10116 GN=Vps26a PE=1 SV=1;sp|Q6AY86|VP26A_RAT Vacuolar protein sorting-associated protein 26A OS=Rattus norvegicus OX=10116 GN=Vps26a PE=1 SV=1Protein tyrosine kinase 9-like (A6-related protein) (Predicted), isoform CRA_b (Ptk9l protein) (Twinfilin actin-binding protein 2)Twf2 2 8 34.579 299 0 2.8753 0.543353991 0.565135342 0.655485785 0.657089678 0.560279458 0.711806577
tr|A0A0G2K7L0|A0A0G2K7L0_RAT 28S ribosomal protein S10, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps10 PE=1 SV=1;sp|Q7TQ82|RT10_RAT 28S ribosomal protein S10, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps10 PE=2 SV=1Dipeptidase 1 (EC 3.4.13.19) (Beta-lactamase) (EC 3.5.2.6) (Microsomal dipeptidase) (Renal dipeptidase)Dpep1 3 25.9 23.065 201 0 4.6678 7.833738778 7.827329004 8.805947126 8.494985918 8.045860297 9.599739259
tr|D3ZY44|D3ZY44_RAT Mitochondrial ribosomal protein S2 OS=Rattus norvegicus OX=10116 GN=Mrps2 PE=1 SV=1Beta-adducin (Adducin-63) (Erythrocyte adducin subunit beta)Add2 2 8.6 32.175 291 0 13.689 4.274108291 4.692069233 4.412867886 5.462364489 4.23907392 4.850580972
sp|P97675|ENPP3_RAT Ectonucleotide pyrophosphatase/phosphodiesterase family member 3 OS=Rattus norvegicus OX=10116 GN=Enpp3 PE=1 SV=2COP9 signalosome complex subunit 4 (SGN4) (Signalosome subunit 4) (JAB1-containing signalosome subunit 4)Cops4 10 15.7 99.071 875 0 19.481 16.11362748 15.62088877 17.55221421 16.97608263 18.17530991 53.02106964
tr|B5DF63|B5DF63_RAT Sarcolemmal membrane-associated protein OS=Rattus norvegicus OX=10116 GN=Slmap PE=1 SV=1;tr|D3ZKE6|D3ZKE6_RAT Sarcolemma associated protein (Predicted) OS=Rattus norvegicus OX=10116 GN=Slmap PE=1 SV=1;tr|A0A0G2JWA5|A0A0G2JWA5_RAT SarcoNSF attachment protein gamma (RCG46917, isoform CRA_c)Napg 21 24.3 86.02 749 0 150.23 97.85794207 95.9569561 110.057325 79.77178939 107.8560035 87.67724216
tr|D3ZKG5|D3ZKG5_RAT Parvin, beta OS=Rattus norvegicus OX=10116 GN=Parvb PE=1 SV=1Cat eye syndrome chromosome region, candidate 5 homolog (Human) (Predicted) (Haloacid dehalogenase-like hydrolase domain-containing 5)Hdhd5 4 18.4 41.701 365 0 35.731 7.698976782 7.907709304 8.911172462 7.368658079 9.99272429 10.20026831
tr|Q4KLZ0|Q4KLZ0_RAT Vanin 1 OS=Rattus norvegicus OX=10116 GN=Vnn1 PE=1 SV=1GTP-binding nuclear protein Ran (GTPase Ran) (Ras-like protein TC4) (Ras-related nuclear protein)Ran 6 18.9 57.013 512 0 33.655 30.0311926 22.82324905 26.00688671 25.9758544 19.64069141 24.92965491
tr|A0A140TAB9|A0A140TAB9_RAT Protein-L-isoaspartate O-methyltransferase OS=Rattus norvegicus OX=10116 GN=Pcmt1 PE=1 SV=1;sp|P22062|PIMT_RAT Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Rattus norvegicus OX=10116 GN=Pcmt1 PE=1 SV=2LIM domain and actin-binding protein 1 (Epithelial protein lost in neoplasm)Lima1 3 18.4 21.192 196 0 14.141 4.848640945 5.80593092 7.300858369 6.626453608 6.792435764 6.874261236
sp|Q6AXT5|RAB21_RAT Ras-related protein Rab-21 OS=Rattus norvegicus OX=10116 GN=Rab21 PE=2 SV=1Guanine nucleotide-binding protein subunit gammaGng10 10 44.8 24.163 223 0 45.462 37.2784376 36.10787726 27.46590666 37.06117732 37.95926854 35.95885863
sp|Q5XIG4|OCAD1_RAT OCIA domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Ociad1 PE=1 SV=1Hydroxyacylglutathione hydrolase, mitochondrial (EC 3.1.2.6) (Glyoxalase II) (Glx II) (Round spermatid protein RSP29)Hagh 12 61.5 27.659 247 0 299.21 61.80312744 66.60625592 58.16709977 64.50668338 56.9451176 52.82089328
sp|Q0H8B9|CL2DB_RAT C-type lectin domain family 2 member D11 OS=Rattus norvegicus OX=10116 GN=Clec2d11 PE=1 SV=1;tr|A0A0G2JVV1|A0A0G2JVV1_RAT C-type lectin domain family 2, member G OS=Rattus norvegicus OX=10116 GN=Clec2g PE=1 SV=1Sphingosine 1-phosphate receptor 1 (S1P receptor 1) (S1P1) (Endothelial differentiation G-protein coupled receptor 1) (Sphingosine 1-phosphate receptor Edg-1) (S1P receptor Edg-1) (CD antigen CD363)S1pr1 3 15 23.537 207 0 3.9973 7.443008729 6.233040445 8.657794041 6.76968605 9.832448188 9.110077105
sp|P17220|PSA2_RAT Proteasome subunit alpha type-2 OS=Rattus norvegicus OX=10116 GN=Psma2 PE=1 SV=3Spectrin alpha chain, non-erythrocytic 1 (Alpha-II spectrin) (Fodrin alpha chain)Sptan1 2 15 25.926 234 0.00046211 1.9442 1.205721164 1.909531536 2.029540207 2.03741638 1.883603997 2.062021734
sp|A0JPQ4|TRI72_RAT Tripartite motif-containing protein 72 OS=Rattus norvegicus OX=10116 GN=Trim72 PE=1 SV=1CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (EC 2.7.8.5)Pgs1 22 64.2 52.831 477 0 323.31 282.1748751 230.3680381 319.4819186 186.2455782 272.8030086 264.5869428
tr|A0A0G2JU96|A0A0G2JU96_RAT AHNAK nucleoprotein OS=Rattus norvegicus OX=10116 GN=Ahnak PE=1 SV=1;tr|A0A0G2JUA5|A0A0G2JUA5_RAT AHNAK nucleoprotein OS=Rattus norvegicus OX=10116 GN=Ahnak PE=1 SV=1T-kininogen 1 (Alpha-1-MAP) (Major acute phase protein) (T-kininogen I) (Thiostatin) [Cleaved into: T-kininogen 1 heavy chain (T-kininogen I heavy chain); T-kinin; T-kininogen 1 light chain (T-kininogen I light chain)]Map1 82 46.5 571.85 5364 0 323.31 227.7318259 198.3490925 262.0948474 181.9572857 234.847011 202.3166991



tr|Q6IRK8|Q6IRK8_RAT Spectrin alpha chain, non-erythrocytic 1 OS=Rattus norvegicus OX=10116 GN=Sptan1 PE=1 SV=1;sp|P16086|SPTN1_RAT Spectrin alpha chain, non-erythrocytic 1 OS=Rattus norvegicus OX=10116 GN=Sptan1 PE=1 SV=2;tr|A0A0G2K1E7|A0A0G2K1E7_RAT SpecSec1 family domain-containing protein 1 (SLY1 homolog) (Sly1p) (Syntaxin-binding protein 1-like 2) (Vesicle transport-related protein Ra410)Scfd1 2 1.4 282.38 2452 0 10.508 4.296435722 1.897545834 5.463341312 2.294236489 3.25092269 2.708488697
tr|D4A8F2|D4A8F2_RAT Ras suppressor protein 1 OS=Rattus norvegicus OX=10116 GN=Rsu1 PE=1 SV=3Membrane-associated progesterone receptor component 1 (mPR) (25-DX) (Acidic 25 kDa protein) (Ventral midline antigen) (VEMA)Pgrmc1 4 15.5 31.337 277 0 4.6799 11.13979344 10.32006956 11.62347328 10.15604821 12.45639694 15.15078348
tr|Q4V7D9|Q4V7D9_RAT Acid sphingomyelinase-like phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Smpdl3b PE=2 SV=1Alpha-methylacyl-CoA racemase (EC 5.1.99.4) (2-arylpropionyl-CoA epimerase) (2-methylacyl-CoA racemase)Amacr 2 5.3 51.645 456 0 6.7467 5.147669043 4.658775617 5.018096794 3.546218243 5.235075408 4.45977514
sp|P61765|STXB1_RAT Syntaxin-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Stxbp1 PE=1 SV=1Microtubule-associated tumor suppressor 1 homolog (Angiotensin-II type 2 receptor-interacting protein) (Mitochondrial tumor suppressor 1 homolog)Mtus1 6 16.8 67.568 594 0 42.482 10.45362363 8.592130915 10.19429335 8.846990495 9.14555061 9.366200181
tr|B0BMT9|B0BMT9_RAT Sqrdl protein OS=Rattus norvegicus OX=10116 GN=Sqor PE=1 SV=1Isochorismatase domain-containing protein 1 (Down-regulated in nephrectomized rat kidney protein 1) (DR-NR1)Isoc1 11 31.6 50.201 450 0 67.671 24.1152207 28.75950069 21.8392305 24.44326727 55.38357043 26.89908225
sp|B5DFC9|NID2_RAT Nidogen-2 OS=Rattus norvegicus OX=10116 GN=Nid2 PE=2 SV=1;tr|A0A0G2K3C8|A0A0G2K3C8_RAT Nidogen-2 OS=Rattus norvegicus OX=10116 GN=Nid2 PE=1 SV=1;tr|W4VSR4|W4VSR4_RAT Nidogen-2 OS=Rattus norvegicus OX=10116 GN=Nid2 PE=4 SV=2Valine--tRNA ligase (EC 6.1.1.9) (Valyl-tRNA synthetase) (ValRS)Vars1 2 1.9 152.97 1396 0 4.3004 1.83443771 1.889365117 2.08759737 1.834807581 2.109364334 2.995716098
tr|D4A8D5|D4A8D5_RAT Filamin B OS=Rattus norvegicus OX=10116 GN=Flnb PE=1 SV=1;tr|A0A0G2JXT8|A0A0G2JXT8_RAT Filamin B OS=Rattus norvegicus OX=10116 GN=Flnb PE=1 SV=1Carboxymethylenebutenolidase homolog (EC 3.1.-.-) (Liver regeneration-related protein LRRG072)Cmbl 28 15.5 275.31 2578 0 165.48 57.45725241 46.75374862 51.36881017 50.92998404 57.07857198 58.74406021
tr|Q5I0M1|Q5I0M1_RAT Apolipoprotein H OS=Rattus norvegicus OX=10116 GN=Apoh PE=1 SV=1;sp|P26644|APOH_RAT Beta-2-glycoprotein 1 OS=Rattus norvegicus OX=10116 GN=Apoh PE=2 SV=2Multiple inositol polyphosphate phosphatase 1 (EC 3.1.3.62) (2,3-bisphosphoglycerate 3-phosphatase) (2,3-BPG phosphatase) (EC 3.1.3.80) (Inositol (1,3,4,5)-tetrakisphosphate 3-phosphatase) (Ins(1,3,4,5)P(4) 3-phosphatase)Minpp1 14 46.1 38.457 345 0 67.228 59.18762834 53.37442188 56.0311825 63.67767137 55.34889846 58.11273479
sp|Q62920|PDLI5_RAT PDZ and LIM domain protein 5 OS=Rattus norvegicus OX=10116 GN=Pdlim5 PE=1 SV=2COX assembly mitochondrial proteinCmc1 4 8.5 63.201 591 0 3.8116 3.452857521 4.284888315 3.112104743 3.794835039 4.19812174 3.977504114
sp|Q64303|PAK2_RAT Serine/threonine-protein kinase PAK 2 OS=Rattus norvegicus OX=10116 GN=Pak2 PE=1 SV=1;sp|Q62829|PAK3_RAT Serine/threonine-protein kinase PAK 3 OS=Rattus norvegicus OX=10116 GN=Pak3 PE=1 SV=1Coronin-1A (Coronin-like protein A) (Clipin-A) (Tryptophan aspartate-containing coat protein) (TACO)Coro1a 2 5.5 57.96 524 0 5.0094 0.91482663 0.869106051 0.932893275 0.832397506 1.293330011 1.017306486
sp|P51635|AK1A1_RAT Alcohol dehydrogenase [NADP(+)] OS=Rattus norvegicus OX=10116 GN=Akr1a1 PE=1 SV=2Serine protease inhibitor A3L (Serpin A3L) (CPI-23) (Contrapsin-like protease inhibitor 3) (Serine protease inhibitor 1) (SPI-1)Serpina3l 6 24 36.505 325 0 24.843 4.799201632 5.100581895 5.418843036 4.498366751 5.14041438 4.943688639
tr|D3ZZX1|D3ZZX1_RAT Inositol polyphosphate-5-phosphatase A OS=Rattus norvegicus OX=10116 GN=Inpp5a PE=1 SV=1GPI transamidase component PIG-S (Phosphatidylinositol-glycan biosynthesis class S protein)Pigs 7 18.2 47.622 412 0 12.949 25.51546961 21.25226602 23.75893849 17.68920657 25.03970638 20.63304916
sp|P63088|PP1G_RAT Serine/threonine-protein phosphatase PP1-gamma catalytic subunit OS=Rattus norvegicus OX=10116 GN=Ppp1cc PE=1 SV=1;tr|A0A0G2JVK2|A0A0G2JVK2_RAT Serine/threonine-protein phosphatase OS=Rattus norvegicus OX=10116 GN=Ppp1cc PE=1 SV=1;tr|A0ASH3 and multiple ankyrin repeat domains protein 3 (Shank3) (Proline-rich synapse-associated protein 2) (ProSAP2) (SPANK-2)Shank3 2 7.4 36.983 323 0 20.546 15.3724365 14.91553974 13.89288537 14.42524305 16.11003786 15.49364964
tr|Q3MHS9|Q3MHS9_RAT Chaperonin containing Tcp1, subunit 6A (Zeta 1) OS=Rattus norvegicus OX=10116 GN=Cct6a PE=1 SV=1DnaJ (Hsp40) homolog, subfamily B, member 4 (DnaJ (Hsp40) homolog, subfamily B, member 4, isoform CRA_a) (DnaJ heat shock protein family (Hsp40) member B4)Dnajb4 5 14.3 58.017 531 0 40.178 7.147967672 6.250638499 6.380529313 5.654643191 6.840191501 6.020175467
tr|A0A0G2JU89|A0A0G2JU89_RAT E3 ubiquitin-protein ligase UBR4 OS=Rattus norvegicus OX=10116 GN=Ubr4 PE=1 SV=1;tr|F1LQI5|F1LQI5_RAT E3 ubiquitin-protein ligase UBR4 OS=Rattus norvegicus OX=10116 GN=Ubr4 PE=1 SV=1;sp|Q2TL32|UBR4_RAT E3 ubiquitin-protein ligaAcyl-coenzyme A thioesterase 8 (Acyl-CoA thioesterase 8) (EC 3.1.2.1) (EC 3.1.2.11) (EC 3.1.2.2) (EC 3.1.2.3) (EC 3.1.2.5) (Choloyl-coenzyme A thioesterase) (EC 3.1.2.27) (Peroxisomal acyl-coenzyme A thioester hydrolase 1) (PTE-1) (Peroxisomal long-chain acyl-CoA thioesterase 1)Acot8 2 0.5 573.87 5193 0 2.3424 0.346027342 0.267029065 0.365938119 0.352369169 0.40512565 0.328119837
tr|D3ZCT5|D3ZCT5_RAT Phosphatase domain-containing, paladin 1 OS=Rattus norvegicus OX=10116 GN=Pald1 PE=1 SV=1Tropomodulin-2 (Neuronal tropomodulin) (N-Tmod)Tmod2 4 5.6 96.821 857 0 4.0737 1.921833655 1.798140611 2.207323908 1.119296428 1.694478197 2.156207274
sp|Q9Z2L0|VDAC1_RAT Voltage-dependent anion-selective channel protein 1 OS=Rattus norvegicus OX=10116 GN=Vdac1 PE=1 SV=4Prenylcysteine oxidase (EC 1.8.3.5) (Chloride ion pump-associated 55 kDa protein)Pcyox1 18 70 30.755 283 0 323.31 642.1528744 646.6571376 683.493524 677.2724313 620.9096174 593.6512018
tr|D4A617|D4A617_RAT Ectonucleoside triphosphate diphosphohydrolase 1 OS=Rattus norvegicus OX=10116 GN=LOC103689954 PE=3 SV=2;tr|F1M0G3|F1M0G3_RAT Ectonucleoside triphosphate diphosphohydrolase 1 OS=Rattus norvegicus OX=10116 GN=Entpd1 PE=3 SV=3;sp|P97687|Atlastin-1 (EC 3.6.5.-) (Spastic paraplegia 3A homolog)Atl1 8 23.2 52.016 465 0 21.775 24.82690757 17.21707982 25.11639767 19.77475774 32.18017025 27.73776984
sp|Q5I0G4|GARS_RAT Glycine--tRNA ligase (Fragment) OS=Rattus norvegicus OX=10116 GN=Gars PE=1 SV=1;tr|G3V7G8|G3V7G8_RAT Glycine--tRNA ligase OS=Rattus norvegicus OX=10116 GN=Gars PE=1 SV=1LYR motif-containing 4 (RCG44066)Lyrm4 2 3.3 72.029 637 0 2.2995 0.199886329 0.176204082 0.250917927 0.193784813 0.25257551 1.408933554
tr|A0A0G2K1E2|A0A0G2K1E2_RAT Integrin alpha 5 (Mapped) OS=Rattus norvegicus OX=10116 GN=Itga5 PE=1 SV=1Dipeptidyl peptidase 1 (EC 3.4.14.1) (Cathepsin C) (Cathepsin J) (Dipeptidyl peptidase I) (DPP-I) (DPPI) (Dipeptidyl transferase) [Cleaved into: Dipeptidyl peptidase 1 exclusion domain chain (Dipeptidyl peptidase I exclusion domain chain); Dipeptidyl peptidase 1 heavy chain (Dipeptidyl peptidase I heavy chain); Dipeptidyl peptidase 1 light chain (Dipeptidyl peptidase I light chain)]Ctsc 7 8.1 119.46 1099 0 64.185 13.20667566 11.63897236 13.73635614 10.80233035 12.55125422 12.7892158
tr|B2RYJ3|B2RYJ3_RAT Cullin 4A OS=Rattus norvegicus OX=10116 GN=Cul4a PE=1 SV=1;tr|A0A0U1RS34|A0A0U1RS34_RAT Cullin 4A (Fragment) OS=Rattus norvegicus OX=10116 GN=Cul4a PE=1 SV=1;tr|D3ZK73|D3ZK73_RAT Cullin 4B OS=Rattus norvegicus OX=10116 GN=Cul4b PE=1 SVMitochondrial ribosomal protein S34 (Mitochondrial ribosomal protein S34 (Predicted), isoform CRA_a)Mrps34 2 2.5 87.773 759 0 2.4576 5.706652236 4.819013032 4.942711479 10.31924638 4.844394233 5.587486583
tr|D4A7K0|D4A7K0_RAT RCG40784 OS=Rattus norvegicus OX=10116 GN=Tmem242 PE=1 SV=1Mitochondrial ribosomal protein S6 (RCG58764)Mrps6 3 29.3 14.756 140 0 11.009 8.588086995 9.043497216 70.56379604 7.789674651 8.143334335 8.931458207
sp|P70584|ACDSB_RAT Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acadsb PE=1 SV=1;tr|A0A0A0MY00|A0A0A0MY00_RAT Short/branched chain-specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus Cullin-5 (CUL-5) (Vasopressin-activated calcium-mobilizing receptor 1) (VACM-1)Cul5 8 25.7 47.823 432 0 26.757 18.71517194 17.93527067 18.92694919 21.59511186 18.44614382 18.67491382
tr|M0RDY2|M0RDY2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1Dedicator of cyto-kinesis 1 Dock1 2 15.4 18.35 175 0 5.0921 2.783194061 3.438326797 3.757800908 3.633459821 3.205914544 16.37083268
sp|Q9ET09|MRS2_RAT Magnesium transporter MRS2 homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrs2 PE=2 SV=1Succinate dehydrogenase assembly factor 2, mitochondrial (SDH assembly factor 2) (SDHAF2)Sdhaf2 2 5.1 49.365 434 0 2.9467 1.985546575 1.990387459 1.930911086 1.846570003 2.053365827 1.652481449
tr|A0A0G2JSU3|A0A0G2JSU3_RAT Protein SET OS=Rattus norvegicus OX=10116 GN=Set PE=1 SV=1;sp|Q63945|SET_RAT Protein SET OS=Rattus norvegicus OX=10116 GN=Set PE=2 SV=2;tr|D3ZC07|D3ZC07_RAT Protein SET OS=Rattus norvegicus OX=10116 GN=Pkn3 PE=1 SV=3Ig gamma-2A chain C regionIgg-2a 3 12.8 33.381 289 0 19.273 2.517976073 3.139207443 2.568178754 2.414161106 2.449411344 2.729532877
sp|Q6AYU3|DNJB6_RAT DnaJ homolog subfamily B member 6 OS=Rattus norvegicus OX=10116 GN=Dnajb6 PE=1 SV=1;tr|A0A0G2JYE9|A0A0G2JYE9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|D4ABC2|D4ABC2_RAT DnaJ heat shock protein family (Hsp40)Glutathione S-transferase Mu 7 (EC 2.5.1.18) (Chain 4) (GST Yb3) (GST class-mu 3) (Glutathione S-transferase Yb-3)Gstm7 2 6.4 38.922 357 0.0055155 1.3309 2.058708784 2.210030197 3.603575117 1.605852693 2.565922257 2.115710058
tr|A0A096MJM1|A0A096MJM1_RAT Ras homolog family member G (Fragment) OS=Rattus norvegicus OX=10116 GN=Rhog PE=1 SV=6;tr|Q32PX6|Q32PX6_RAT Ras homolog family member G OS=Rattus norvegicus OX=10116 GN=Rhog PE=1 SV=1;tr|A0A096MK75|A0A096MK75_RAT Ras homolog faVesicle-associated membrane protein 7 (VAMP-7) (Synaptobrevin-like protein 1)Vamp7 5 41.6 20.622 185 0 87.439 15.84888794 16.00328973 16.64759043 17.69311291 15.78359797 16.74911466
sp|P81155|VDAC2_RAT Voltage-dependent anion-selective channel protein 2 OS=Rattus norvegicus OX=10116 GN=Vdac2 PE=1 SV=2Myeloid-associated differentiation marker (Myeloid up-regulated protein)Myadm 17 67.1 31.745 295 0 323.31 300.8661248 312.8410799 298.4892024 313.6182825 289.4651813 272.6709877
tr|A0A0G2JU01|A0A0G2JU01_RAT Rho guanine nucleotide exchange factor 1 OS=Rattus norvegicus OX=10116 GN=Arhgef1 PE=1 SV=1;tr|A0A0G2K4L2|A0A0G2K4L2_RAT Rho guanine nucleotide exchange factor 1 OS=Rattus norvegicus OX=10116 GN=Arhgef1 PE=1 SV=1;tr|E9PTJ8|E9PTRas interacting protein 1 (Predicted), isoform CRA_a (Ras-interacting protein 1)Rasip1 2 3 96.684 862 0 2.1789 1.461330383 1.00365982 1.486975341 1.223725899 1.75237385 1.568920654
tr|G3V7D4|G3V7D4_RAT Ephrin B3 OS=Rattus norvegicus OX=10116 GN=Efnb3 PE=3 SV=1Golgin subfamily A member 5 (Golgin-84)Golga5 4 13.2 35.792 340 0 5.9846 21.08068355 13.24705398 18.42123937 14.21343265 15.78098121 15.80982562
tr|Q5M7T5|Q5M7T5_RAT Serine (Or cysteine) peptidase inhibitor, clade C (Antithrombin), member 1 OS=Rattus norvegicus OX=10116 GN=Serpinc1 PE=1 SV=1Dimethylaniline monooxygenase [N-oxide-forming] 3 (EC 1.14.13.8) (EC 1.14.14.73) (Dimethylaniline oxidase 3) (Hepatic flavin-containing monooxygenase 3) (FMO 3) (Trimethylamine monooxygenase) (EC 1.14.13.148)Fmo3 6 10.5 52.233 465 0 8.7846 15.57418079 14.17309212 13.29346741 11.29149084 14.12196002 14.37882134
tr|D3ZFR9|D3ZFR9_RAT Retinol dehydrogenase 13 OS=Rattus norvegicus OX=10116 GN=Rdh13 PE=1 SV=1Tripeptidyl-peptidase 2 (TPP-2) (EC 3.4.14.10) (Tripeptidyl aminopeptidase) (Tripeptidyl-peptidase II) (TPP-II)Tpp2 7 28.4 36.407 334 0 70.303 15.01081185 17.59615142 17.40196709 18.2881786 18.18839368 16.34003632
sp|Q6AY55|DCAKD_RAT Dephospho-CoA kinase domain-containing protein OS=Rattus norvegicus OX=10116 GN=Dcakd PE=2 SV=1Mammalian ependymin-related protein 1 (MERP-1)Epdr1 3 10.4 27.352 240 0 4.3428 9.463242564 9.810201619 10.1230961 7.717624392 7.774372207 10.83826628
tr|A0A0G2K350|A0A0G2K350_RAT NSF attachment protein gamma OS=Rattus norvegicus OX=10116 GN=Napg PE=1 SV=1;tr|D4A0E2|D4A0E2_RAT NSF attachment protein gamma OS=Rattus norvegicus OX=10116 GN=Napg PE=1 SV=1Seryl-tRNA synthetase 2 (Predicted) (Seryl-tRNA synthetase 2, mitochondrial)Sars2 3 13.5 34.659 312 0 10.643 3.014482328 3.202084814 3.00190607 2.633523761 3.20002685 2.889673959
sp|Q9Z270|VAPA_RAT Vesicle-associated membrane protein-associated protein A OS=Rattus norvegicus OX=10116 GN=Vapa PE=1 SV=3;tr|A0A0G2K8E6|A0A0G2K8E6_RAT Vesicle-associated membrane protein-associated protein A OS=Rattus norvegicus OX=10116 GN=Vapa PE=1 SV=Tetraspanin Tspan8 6 37.3 27.841 249 0 22.062 25.38868169 15.18949864 22.8825842 17.22739046 18.33362345 18.79040018
tr|A9UMV9|A9UMV9_RAT NADH:ubiquinone oxidoreductase subunit A7 OS=Rattus norvegicus OX=10116 GN=Ndufa7 PE=1 SV=139S ribosomal protein L16, mitochondrial (L16mt) (MRP-L16)Mrpl16 9 61.6 12.5 112 0 50.173 136.0179145 158.6535903 148.0117372 126.8431782 138.6028475 151.5745603
tr|D3ZE15|D3ZE15_RAT NADH:ubiquinone oxidoreductase subunit A13 OS=Rattus norvegicus OX=10116 GN=Ndufa13 PE=1 SV=1;tr|F1LZC5|F1LZC5_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=2Lysosome-associated membrane glycoprotein 2 (LAMP-2) (Lysosome-associated membrane protein 2) (CD107 antigen-like family member B) (LGP-110) (LGP-96) (Lysosomal membrane glycoprotein type B) (LGP-B) (CD antigen CD107b)Lamp2 13 63.2 16.776 144 0 172.33 473.142193 548.1555981 446.2444201 471.7555791 457.5719152 448.1127284
sp|Q4V8B7|HSDL1_RAT Inactive hydroxysteroid dehydrogenase-like protein 1 OS=Rattus norvegicus OX=10116 GN=Hsdl1 PE=2 SV=1LIM and senescent cell antigen-like-containing domain proteinLims1 5 17 36.907 330 0 15.596 6.002490702 6.631136962 6.598309112 6.651193757 6.800286023 6.413342353
tr|D4A6C5|D4A6C5_RAT Rho GTPase-activating protein 1 OS=Rattus norvegicus OX=10116 GN=Arhgap1 PE=1 SV=1Long-chain-fatty-acid--CoA ligase 6 (EC 6.2.1.3) (Arachidonate--CoA ligase) (EC 6.2.1.15) (Long-chain acyl-CoA synthetase 6) (LACS 6) (Long-chain-fatty-acid--CoA ligase, brain isozyme)Acsl6 8 18.9 50.622 439 0 40.15 27.2422572 25.88293231 27.70567385 27.68075449 28.16476326 26.78770207
tr|Q6AY58|Q6AY58_RAT B-cell receptor-associated protein 31 OS=Rattus norvegicus OX=10116 GN=Bcap31 PE=1 SV=1Obg-like ATPase 1 Ola1 3 16.3 27.911 245 0 6.8664 4.652079808 4.574828144 6.305143998 3.936721964 4.851328628 4.985879655
tr|A0A0G2K4U8|A0A0G2K4U8_RAT Syntaxin-12 OS=Rattus norvegicus OX=10116 GN=Stx12 PE=1 SV=1;sp|G3V7P1|STX12_RAT Syntaxin-12 OS=Rattus norvegicus OX=10116 GN=Stx12 PE=1 SV=1;tr|A0A0G2JVB6|A0A0G2JVB6_RAT Syntaxin-12 OS=Rattus norvegicus OX=10116 GN=Stx12 PE=1 Adenine phosphoribosyltransferase (APRT) (EC 2.4.2.7)Aprt 4 20.6 31.106 272 0 30.843 18.26025052 17.60756637 17.60456512 19.76911525 14.01990666 14.11294609
tr|A0JN30|A0JN30_RAT Canopy 2 homolog (Zebrafish) OS=Rattus norvegicus OX=10116 GN=Cnpy2 PE=1 SV=1Ras-related protein Rap-1b (GTP-binding protein smg p21B)Rap1b 4 27.5 20.709 182 0 4.4505 17.46124744 12.70436805 17.33286388 11.94254739 15.92097748 14.5112457
tr|O89035|O89035_RAT Mitochondrial dicarboxylate carrier OS=Rattus norvegicus OX=10116 GN=Slc25a10 PE=1 SV=1Platelet-derived growth factor receptor beta (PDGF-R-beta) (PDGFR-beta) (EC 2.7.10.1) (Beta platelet-derived growth factor receptor) (Beta-type platelet-derived growth factor receptor) (CD140 antigen-like family member B) (Platelet-derived growth factor receptor 1) (PDGFR-1) (CD antigen CD140b)Pdgfrb 5 22.4 31.454 286 0 7.2641 10.75783488 12.55026617 10.94709948 11.45468901 9.950202059 10.97479681
sp|P85968|6PGD_RAT 6-phosphogluconate dehydrogenase, decarboxylating OS=Rattus norvegicus OX=10116 GN=Pgd PE=1 SV=1;tr|A0A0G2K7Q8|A0A0G2K7Q8_RAT 6-phosphogluconate dehydrogenase, decarboxylating OS=Rattus norvegicus OX=10116 GN=Kif1b PE=1 SV=1Metabolism of cobalamin-associated A (Methylmalonic aciduria (Cobalamin deficiency) cblA type (Predicted), isoform CRA_a)Mmaa 3 8.5 53.236 483 0 3.7936 3.451222834 3.220681677 10.33302327 3.181626572 3.621193194 3.501289705
tr|F1M7X5|F1M7X5_RAT Dipeptidyl peptidase 4 OS=Rattus norvegicus OX=10116 GN=Dpp4 PE=1 SV=2;tr|A0A0G2JTX5|A0A0G2JTX5_RAT Dipeptidyl peptidase 4 OS=Rattus norvegicus OX=10116 GN=Dpp4 PE=1 SV=1;tr|A0A0G2K238|A0A0G2K238_RAT Dipeptidyl peptidase 4 OS=Rattus noNetrin-1 Ntn1 14 19.7 88.053 767 0 36.019 37.74492144 37.23367708 38.64387367 32.07799046 39.35268934 36.13388462
sp|O35244|PRDX6_RAT Peroxiredoxin-6 OS=Rattus norvegicus OX=10116 GN=Prdx6 PE=1 SV=3Huntingtin interacting protein 1, isoform CRA_a (Huntingtin-interacting protein 1)Hip1 3 18.8 24.818 224 0 39.391 14.75245157 13.35026419 12.4500942 13.77158227 14.31952484 14.39883898
tr|G3V715|G3V715_RAT Non-specific serine/threonine protein kinase OS=Rattus norvegicus OX=10116 GN=Prkaa2 PE=1 SV=1;sp|Q09137|AAPK2_RAT 5-AMP-activated protein kinase catalytic subunit alpha-2 OS=Rattus norvegicus OX=10116 GN=Prkaa2 PE=1 SV=1Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform (PP2A subunit B isoform B55-alpha) (PP2A subunit B isoform BRA) (PP2A subunit B isoform PR55-alpha) (PP2A subunit B isoform R2-alpha) (PP2A subunit B isoform alpha)Ppp2r2a 3 6.9 62.213 552 0 13.219 6.511237174 5.726977489 6.386287913 5.307847067 8.193052635 7.690364824
tr|D4A9P9|D4A9P9_RAT Gup1, glycerol uptake/transporter homolog (Yeast) (Predicted) OS=Rattus norvegicus OX=10116 GN=Hhatl PE=3 SV=1Biphenyl hydrolase-like (Biphenyl hydrolase-like (Serine hydrolase))Bphl 14 28 56.377 503 0 93.846 77.39245899 91.71439824 90.72413275 72.31502165 89.07426117 81.2715989
sp|Q4V888|PP4P2_RAT Type 2 phosphatidylinositol 4,5-bisphosphate 4-phosphatase OS=Rattus norvegicus OX=10116 GN=Pip4p2 PE=1 SV=1Guanine nucleotide-binding protein subunit gammaGng2 2 14.4 28.024 257 0 4.0202 2.642331892 2.028389743 2.346263232 1.748694501 2.101186982 2.467250529
tr|D4A131|D4A131_RAT Mitochondrial ribosomal protein L4 OS=Rattus norvegicus OX=10116 GN=Mrpl4 PE=1 SV=1Ubiquitin specific peptidase 9, X chromosome (Predicted) (Ubiquitin-specific peptidase 9, X-linked)Usp9x 3 10.2 33.082 294 0 4.5847 3.867828781 5.032567794 28.16845592 5.038309653 4.968624567 4.517056373
sp|P61023|CHP1_RAT Calcineurin B homologous protein 1 OS=Rattus norvegicus OX=10116 GN=Chp1 PE=1 SV=2Uncharacterized protein Mia3 3 18.5 22.432 195 0 6.0125 3.5608266 2.780444955 3.705816451 3.230282199 3.116225346 2.870888178
tr|D3ZJJ6|D3ZJJ6_RAT 60S ribosomal protein L36 OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|A0A140TAI6|A0A140TAI6_RAT 60S ribosomal protein L36 OS=Rattus norvegicus OX=10116 GN=Rpl36 PE=3 SV=1;tr|D3ZZ95|D3ZZ95_RAT 60S ribosomal protein L36 OS=Rattus norvegicTransgelin (Smooth muscle protein 22-alpha) (SM22-alpha)Tagln 2 18.1 12.227 105 0.00046447 1.9803 29.9542427 26.65724669 9.601157499 14.85450634 17.29084751 16.16860324
tr|D3ZXD2|D3ZXD2_RAT ATP-binding cassette, subfamily A (ABC1), member 8a OS=Rattus norvegicus OX=10116 GN=Abca8a PE=1 SV=3;tr|D3ZCF8|D3ZCF8_RAT ATP-binding cassette, subfamily A (ABC1), member 8a OS=Rattus norvegicus OX=10116 GN=Abca8a PE=1 SV=3Mitochondrial carrier 1 (Mtch1 protein)Mtch1 24 20.1 183.96 1615 0 323.31 155.4387928 101.169785 124.6527597 103.6221612 121.0509789 111.7445989
sp|Q642G4|PEX14_RAT Peroxisomal membrane protein PEX14 OS=Rattus norvegicus OX=10116 GN=Pex14 PE=1 SV=1Laminin subunit alpha 5 (Laminin, alpha 5, isoform CRA_a)Lama5 2 7.2 40.936 376 0 4.9668 1.90879603 2.560279032 2.130577469 1.951216493 2.269444179 6.775712878
tr|D4ADG2|D4ADG2_RAT IBA57, iron-sulfur cluster assembly OS=Rattus norvegicus OX=10116 GN=Iba57 PE=1 SV=1Anoctamin Ano10 5 26.5 38.673 358 0 63.161 17.1287282 10.34004573 8.493412174 15.99125108 13.06152099 14.38241425
tr|D3ZUV3|D3ZUV3_RAT Eukaryotic translation initiation factor 2A OS=Rattus norvegicus OX=10116 GN=Eif2a PE=1 SV=3Arfaptin-1 (ADP-ribosylation factor-interacting protein 1)Arfip1 2 3.2 65.348 589 0.0004649 1.9833 0.486897486 0.311437992 0.33673678 0.34778139 0.400376244 0.764263046
tr|Q66H18|Q66H18_RAT Synaptophysin-like 1 OS=Rattus norvegicus OX=10116 GN=Sypl1 PE=1 SV=1;tr|A0A0G2KA82|A0A0G2KA82_RAT Synaptophysin-like 1 OS=Rattus norvegicus OX=10116 GN=Sypl1 PE=1 SV=15-demethoxyubiquinone hydroxylase, mitochondrial (DMQ hydroxylase) (EC 1.14.99.60) (Timing protein clk-1 homolog) (Ubiquinone biosynthesis monooxygenase COQ7) (Fragment)Coq7 2 10.5 28.628 258 0 2.5973 4.339097064 3.617731823 4.810211318 3.953085185 3.969875488 3.874387629
sp|Q63798|PSME2_RAT Proteasome activator complex subunit 2 OS=Rattus norvegicus OX=10116 GN=Psme2 PE=2 SV=3Mitochondrial fission regulator 1-likeMtfr1l 3 21 26.857 238 0 8.3898 16.5019653 13.28462821 16.78684386 11.06969757 15.82154088 15.0132264
tr|B2RYJ7|B2RYJ7_RAT ARP1 actin-related protein 1 homolog B OS=Rattus norvegicus OX=10116 GN=Actr1b PE=1 SV=1Mitochondrial ribosomal protein L55 (Mitochondrial ribosomal protein L55 (Predicted), isoform CRA_b)Mrpl55 2 10.6 42.281 376 0 13.254 2.999849886 2.286367701 2.132723857 1.970314152 2.495989542 2.16005682
sp|Q68FS2|CSN4_RAT COP9 signalosome complex subunit 4 OS=Rattus norvegicus OX=10116 GN=Cops4 PE=1 SV=1Hypoxanthine-guanine phosphoribosyltransferase (HGPRT) (HGPRTase) (EC 2.4.2.8)Hprt1 3 10.3 46.289 406 0 10.652 3.838563898 3.014927133 3.698120866 2.905361575 3.576773817 3.263593119
sp|Q62952|DPYL3_RAT Dihydropyrimidinase-related protein 3 OS=Rattus norvegicus OX=10116 GN=Dpysl3 PE=1 SV=2Serine (Or cysteine) peptidase inhibitor, clade C (Antithrombin), member 1 (Serpin family C member 1)Serpinc1 9 25.3 61.967 570 0 60.11 14.69344336 17.11672335 31.74507032 11.27326125 15.97331254 20.78959733
tr|Q6GMM8|Q6GMM8_RAT Long-chain fatty acid transport protein 1 OS=Rattus norvegicus OX=10116 GN=Slc27a1 PE=1 SV=1;sp|P97849|S27A1_RAT Long-chain fatty acid transport protein 1 OS=Rattus norvegicus OX=10116 GN=Slc27a1 PE=2 SV=1Eukaryotic peptide chain release factor subunit 1 (Eukaryotic release factor 1) (eRF1)Etf1 11 21.2 71.346 646 0 60.928 31.5945115 28.29243883 31.31526932 28.84223938 27.1285292 31.25317454
tr|G3V9T7|G3V9T7_RAT ATPase Asna1 OS=Rattus norvegicus OX=10116 GN=Asna1 PE=1 SV=1Palmitoyl-protein thioesterase 1 (PPT-1) (EC 3.1.2.22) (Palmitoyl-protein hydrolase 1)Ppt1 2 7.2 38.822 348 0 3.9601 1.504669522 1.25198263 1.692400325 1.390092551 0.959694045 1.553419819
sp|P62250|RS16_RAT 40S ribosomal protein S16 OS=Rattus norvegicus OX=10116 GN=Rps16 PE=1 SV=2;tr|M0R8S7|M0R8S7_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|M0R4I3|M0R4I3_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PETransmembrane emp24 domain-containing protein 1 (Interleukin-1 receptor-like 1 ligand) (p24 family protein gamma-1) (p24gamma1)Tmed1 3 20.5 16.445 146 0 44.548 8.11761612 6.507474961 9.410600175 4.679794511 9.541988641 5.399115503
tr|F1LS29|F1LS29_RAT Calpain-1 catalytic subunit OS=Rattus norvegicus OX=10116 GN=Capn1 PE=1 SV=1;sp|P97571|CAN1_RAT Calpain-1 catalytic subunit OS=Rattus norvegicus OX=10116 GN=Capn1 PE=1 SV=1Thioredoxin-related transmembrane protein 3Tmx3 2 4.2 82.099 713 0 5.808 1.041175969 1.218736577 0.86609351 0.97875502 0.984487776 0.878671531
sp|Q4KM74|SC22B_RAT Vesicle-trafficking protein SEC22b OS=Rattus norvegicus OX=10116 GN=Sec22b PE=1 SV=3Membrane palmitoylated protein 6 (Mpp6 protein) (RCG52465, isoform CRA_b)Mpp6 3 16.7 24.74 215 0 7.8457 8.414650698 6.176916922 7.499791839 7.479771731 6.542535884 6.147467096



tr|Q9JKC1|Q9JKC1_RAT Carboxylic ester hydrolase OS=Rattus norvegicus OX=10116 GN=Bche PE=2 SV=1von Willebrand factor (vWF) (Fragment)Vwf 3 7.5 67.776 597 0 22.898 12.75215295 14.61494596 11.22037125 12.70341548 11.86435664 11.24375171
sp|Q5I0L3|SYYM_RAT Tyrosine--tRNA ligase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Yars2 PE=2 SV=1Collectin-12 (Collectin placenta protein 1) (CL-P1) (Nurse cell scavenger receptor 2)Colec12 5 14 52.627 471 0 28.599 9.078891781 9.812104111 9.633615065 10.50154222 9.08144017 10.17665777
tr|D3ZJY1|D3ZJY1_RAT Mitochondrial ribosomal protein L28 OS=Rattus norvegicus OX=10116 GN=Mrpl28 PE=1 SV=1Tubulin polymerization-promoting protein family member 3Tppp3 5 17.5 30.236 257 0 7.2678 10.5955623 11.37214781 11.65750137 13.28372389 11.0426963 11.30277807
tr|D3ZF13|D3ZF13_RAT Acyl carrier protein OS=Rattus norvegicus OX=10116 GN=Ndufab1 PE=1 SV=139S ribosomal protein L14, mitochondrial (L14mt) (MRP-L14) (39S ribosomal protein L32, mitochondrial) (L32mt) (MRP-L32)Mrpl14 6 23.7 17.514 156 0 111.69 182.2556326 197.8877381 180.5425947 190.3342134 179.6662389 171.5921955
tr|A0A0G2K845|A0A0G2K845_RAT Adiponectin, C1Q and collagen domain-containing OS=Rattus norvegicus OX=10116 GN=Adipoq PE=1 SV=1;tr|Q8K3R4|Q8K3R4_RAT 30 kDa adipocyte complement-related protein OS=Rattus norvegicus OX=10116 GN=Adipoq PE=1 SV=1Basic leucine zipper and W2 domain-containing protein 2 (Brain development-related molecule 2)Bzw2 3 16.5 23.466 218 0 15.907 8.320955227 7.762644266 6.817659439 7.596961911 8.567902457 8.041956622
tr|A0A0G2K3C1|A0A0G2K3C1_RAT Hsp90 co-chaperone Cdc37 OS=Rattus norvegicus OX=10116 GN=Cdc37 PE=1 SV=1;tr|A0A140TAG9|A0A140TAG9_RAT Hsp90 co-chaperone Cdc37 OS=Rattus norvegicus OX=10116 GN=Cdc37 PE=1 SV=1;sp|Q63692|CDC37_RAT Hsp90 co-chaperone Cdc37 OS=RaNicotinamide phosphoribosyltransferase (NAmPRTase) (Nampt) (EC 2.4.2.12) (Pre-B-cell colony-enhancing factor 1 homolog) (PBEF) (Visfatin)Nampt 5 14 42.996 364 0 25.418 10.77099212 9.465374887 10.03567008 9.91342113 9.691143544 9.629509075
tr|D4A4Z9|D4A4Z9_RAT Kinectin 1 OS=Rattus norvegicus OX=10116 GN=Ktn1 PE=1 SV=2Neuropilin-1 (Vascular endothelial cell growth factor 165 receptor) (CD antigen CD304)Nrp1 9 8.4 151.79 1325 0 21.163 13.09663332 12.00187276 11.41145208 12.59924644 15.13595168 11.69645823
sp|P62243|RS8_RAT 40S ribosomal protein S8 OS=Rattus norvegicus OX=10116 GN=Rps8 PE=1 SV=2;tr|M0R7Q5|M0R7Q5_RAT 40S ribosomal protein S8 OS=Rattus norvegicus OX=10116 GN=LOC100363452 PE=3 SV=1;tr|Q6TXJ0|Q6TXJ0_RAT 40S ribosomal protein S8 OS=Rattus norvegiEukaryotic translation initiation factor 4E (eIF-4E) (eIF4E) (eIF-4F 25 kDa subunit) (mRNA cap-binding protein)Eif4e 6 38 24.205 208 0 47.629 38.47973315 27.95569769 27.61510677 24.76792747 31.4141159 27.61869057
sp|Q9EPT8|CLIC5_RAT Chloride intracellular channel protein 5 OS=Rattus norvegicus OX=10116 GN=Clic5 PE=1 SV=1Mitochondrial ribosomal protein L32 (Mitochondrial ribosomal protein L32 (Predicted))Mrpl32 6 43 28.299 251 0 68.625 30.99406308 24.30576618 31.76234612 29.41907549 33.3164951 31.02630801
tr|A9UMV2|A9UMV2_RAT Mitochondrial ribosomal protein S24 OS=Rattus norvegicus OX=10116 GN=Mrps24 PE=1 SV=1;tr|A0A0G2K9G3|A0A0G2K9G3_RAT Mitochondrial ribosomal protein S24 OS=Rattus norvegicus OX=10116 GN=Mrps24 PE=1 SV=1A-kinase anchor protein 2 (AKAP-2)Akap2 3 17.4 18.742 167 0.0017881 1.6955 3.270131417 3.775828934 3.481283384 4.608612328 3.158485901 3.914320245
sp|Q6JE36|NDRG1_RAT Protein NDRG1 OS=Rattus norvegicus OX=10116 GN=Ndrg1 PE=1 SV=1;tr|A0A1W2Q686|A0A1W2Q686_RAT Protein NDRG1 (Fragment) OS=Rattus norvegicus OX=10116 GN=Ndrg1 PE=1 SV=1;tr|A0A1W2Q6A2|A0A1W2Q6A2_RAT Protein NDRG1 (Fragment) OS=Rattus norvegRibosome-recycling factor, mitochondrial (RRF) (Ribosome-releasing factor, mitochondrial)Mrrf 2 7.9 42.954 394 0 3.3654 3.124604409 2.491551497 3.183459038 2.652751632 2.912184056 7.561533377
tr|M9MMM9|M9MMM9_RAT Microtubule-actin cross-linking factor 1 OS=Rattus norvegicus OX=10116 GN=Macf1 PE=1 SV=2;tr|A0A0G2JU82|A0A0G2JU82_RAT Microtubule-actin cross-linking factor 1 OS=Rattus norvegicus OX=10116 GN=Macf1 PE=1 SV=1;sp|D3ZHV2|MACF1_RAT MicrotEukaryotic translation initiation factor 1B (Eukaryotic translation initiation factor 1B (Predicted), isoform CRA_b)Eif1b 2 0.7 611.47 5358 0.00091033 1.8377 0.486538652 0.404840852 0.595596341 0.417118913 0.707439087 0.615054673
sp|Q07936|ANXA2_RAT Annexin A2 OS=Rattus norvegicus OX=10116 GN=Anxa2 PE=1 SV=2Mitochondrial ribosomal protein L27 (Mitochondrial ribosomal protein L27 (Predicted), isoform CRA_a)Mrpl27 19 51 38.678 339 0 303.29 114.5158007 109.1222029 115.847336 88.76505059 119.7491444 106.6221374
tr|Q9ET45|Q9ET45_RAT BCL2-interacting protein 3 OS=Rattus norvegicus OX=10116 GN=Bnip3 PE=1 SV=1Coatomer subunit beta' (Beta'-coat protein) (Beta'-COP) (p102)Copb2 4 22.5 20.978 187 0 5.0738 5.010116118 6.224003606 5.263884332 5.801781972 6.403913411 5.429398593
tr|Q5XIH3|Q5XIH3_RAT NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufv1 PE=1 SV=1Proteasome activator complex subunit 2 (11S regulator complex subunit beta) (REG-beta) (Activator of multicatalytic protease subunit 2) (Proteasome activator 28 subunit beta) (PA28b) (PA28beta)Psme2 23 63.6 50.73 464 0 323.31 521.584745 605.0876806 479.1155585 519.3695151 481.5740791 504.3212215
sp|Q5XIM7|SYK_RAT Lysine--tRNA ligase OS=Rattus norvegicus OX=10116 GN=Kars PE=1 SV=1Adipocyte plasma membrane-associated proteinApmap 4 8.5 71.622 626 0 44.102 5.582655251 4.600844726 4.225032809 5.611673459 4.889467798 5.049474142
tr|A0A0G2KAL9|A0A0G2KAL9_RAT Mitochondrial fission factor OS=Rattus norvegicus OX=10116 GN=Mff PE=1 SV=1;tr|A0A0G2K2M2|A0A0G2K2M2_RAT Mitochondrial fission factor OS=Rattus norvegicus OX=10116 GN=LOC102556337 PE=1 SV=1[Protein ADP-ribosylarginine] hydrolase-like protein 1 (EC 3.2.-.-) (ADP-ribosylhydrolase 2)Adprhl1 3 14.1 32.801 291 0 4.4701 5.080686749 5.189047787 4.806127946 5.117738553 4.747770641 4.824968664
tr|Q5BJZ3|Q5BJZ3_RAT Nicotinamide nucleotide transhydrogenase OS=Rattus norvegicus OX=10116 GN=Nnt PE=1 SV=1CD34 antigen (Predicted) (CD34 antigen isoform 1) (CD34 molecule)Cd34 45 42.1 113.87 1086 0 323.31 1153.371312 1409.604118 925.7211999 1334.405513 1269.844656 1257.774745
tr|B1H271|B1H271_RAT Mitochondrial coenzyme A transporter SLC25A42 OS=Rattus norvegicus OX=10116 GN=Slc25a42 PE=1 SV=1;sp|P0C546|S2542_RAT Mitochondrial coenzyme A transporter SLC25A42 OS=Rattus norvegicus OX=10116 GN=Slc25a42 PE=2 SV=1Iron-sulfur cluster assembly 1 homolog, mitochondrial (HESB-like domain-containing protein 2) (Iron-sulfur assembly protein IscA)Isca1 7 30.2 35.185 318 0 22.66 20.55798243 24.44274563 23.28620974 20.70924091 18.67772643 100.5911832
sp|Q9JHW5|VAMP7_RAT Vesicle-associated membrane protein 7 OS=Rattus norvegicus OX=10116 GN=Vamp7 PE=1 SV=1Glutathione S-transferase LANCL1 (EC 2.5.1.18) (40 kDa erythrocyte membrane protein) (p40) (LanC-like protein 1)Lancl1 3 12.7 24.775 220 0 9.5378 6.660751223 5.355040242 6.041295395 4.961919018 5.416808882 6.347130175
tr|Q5XID6|Q5XID6_RAT Sarcoglycan, gamma OS=Rattus norvegicus OX=10116 GN=Sgcg PE=2 SV=1Lymphocyte cytosolic protein 1Lcp1 4 21.9 32.18 292 0 131.97 11.63019952 10.68011623 12.7081842 10.62046855 13.38861508 13.87530083
tr|G3V9G1|G3V9G1_RAT Adenylate cyclase OS=Rattus norvegicus OX=10116 GN=Adcy5 PE=3 SV=1;sp|Q04400|ADCY5_RAT Adenylate cyclase type 5 OS=Rattus norvegicus OX=10116 GN=Adcy5 PE=1 SV=2Glutamyl-tRNA(Gln) amidotransferase subunit A, mitochondrial (Glu-AdT subunit A) (EC 6.3.5.7) (Glutaminyl-tRNA synthase-like protein 1)Qrsl1 4 4 139.1 1262 0 30.998 10.52060592 10.53267308 13.16625469 9.781907707 18.74249106 12.75636635
tr|D4A5I9|D4A5I9_RAT Myosin VI OS=Rattus norvegicus OX=10116 GN=Myo6 PE=1 SV=3Eukaryotic translation initiation factor 2 subunit 1 (Eukaryotic translation initiation factor 2 subunit alpha) (eIF-2-alpha) (eIF-2A) (eIF-2alpha)Eif2s1 7 6.5 148.13 1285 0 7.7603 3.972687968 4.180060988 4.120016877 3.355762499 3.230184925 4.564790734
sp|Q920Q0|PALM_RAT Paralemmin-1 OS=Rattus norvegicus OX=10116 GN=Palm PE=1 SV=1Cerebral dopamine neurotrophic factor (ARMET-like protein 1) (Arginine-rich protein mutated in early stage tumors-like 1) (Conserved dopamine neurotrophic factor)Cdnf 8 28.2 41.926 383 0 72.401 17.23119516 11.00211305 17.05016895 11.93256452 14.15859455 13.72337211
tr|D3ZVQ0|D3ZVQ0_RAT Ubiquitin carboxyl-terminal hydrolase OS=Rattus norvegicus OX=10116 GN=Usp5 PE=1 SV=160S ribosomal protein L13aRpl13a 2 3.1 95.778 858 0 23.768 2.056715263 2.150244376 1.460066972 2.127652819 1.780242266 2.445333785
tr|D3ZUF9|D3ZUF9_RAT Pitrilysin metallepetidase 1 (Predicted) OS=Rattus norvegicus OX=10116 GN=Pitrm1 PE=1 SV=1;tr|A0A0G2K6D5|A0A0G2K6D5_RAT Pitrilysin metallopeptidase 1 OS=Rattus norvegicus OX=10116 GN=Pitrm1 PE=1 SV=1Lysosomal alpha-glucosidase (EC 3.2.1.20) (Acid maltase)Gaa 17 23.6 108.54 954 0 73.859 40.54821019 40.13545349 40.66671296 46.5158206 38.12543233 43.10772076
tr|Q6PDV6|Q6PDV6_RAT 40S ribosomal protein S14 OS=Rattus norvegicus OX=10116 GN=LOC100911847 PE=1 SV=1;sp|P13471|RS14_RAT 40S ribosomal protein S14 OS=Rattus norvegicus OX=10116 GN=Rps14 PE=2 SV=3Tyrosine-protein kinase (EC 2.7.10.2)Jak1 4 30.5 16.273 151 0 20.925 9.328879272 7.619481719 8.674546334 7.096950477 8.28071385 8.633760042
tr|G3V8U8|G3V8U8_RAT Branched-chain-amino-acid aminotransferase OS=Rattus norvegicus OX=10116 GN=Bcat2 PE=1 SV=1;sp|O35854|BCAT2_RAT Branched-chain-amino-acid aminotransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bcat2 PE=1 SV=1Atlastin-3 (EC 3.6.5.-) Atl3 8 26.2 44.229 393 0 76.803 33.22401529 35.51953151 34.0998144 39.16843037 31.85961805 37.74145471
tr|A0A0G2JVL6|A0A0G2JVL6_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8 OS=Rattus norvegicus OX=10116 GN=Ndufa8 PE=1 SV=1;tr|F7EXQ7|F7EXQ7_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8 OS=Rattus norvegicus OX=10116 GN=NAlpha-parvin (Actopaxin) Parva 10 47.7 19.965 172 0 218.92 228.5292342 334.914747 231.6213808 268.7474648 215.5615437 214.7738275
tr|A0A0G2K0B4|A0A0G2K0B4_RAT E3 ubiquitin-protein ligase OS=Rattus norvegicus OX=10116 GN=Nedd4 PE=1 SV=1;tr|A0A0G2K8P3|A0A0G2K8P3_RAT E3 ubiquitin-protein ligase OS=Rattus norvegicus OX=10116 GN=Nedd4 PE=1 SV=1;sp|Q62940|NEDD4_RAT E3 ubiquitin-protein ligDnaJ (Hsp40) homolog, subfamily C, member 30 (DnaJ heat shock protein family (Hsp40) member C30) (Similar to Williams-Beuren syndrome critical region 18)Dnajc30 6 8.7 102.43 886 0 56.536 6.852129206 7.01401354 7.822273465 6.254917334 6.775426872 7.531250288
tr|M0R785|M0R785_RAT Coiled-coil-helix-coiled-coil-helix domain-containing protein 2, mitochondrial-like OS=Rattus norvegicus OX=10116 GN=LOC100911516 PE=4 SV=1;tr|D3ZTR5|D3ZTR5_RAT RCG21454 OS=Rattus norvegicus OX=10116 GN=Zbed5 PE=4 SV=1;tr|A0A0G2K6U2|A0ATPase H+-transporting V1 subunit A (RCG52629)Atp6v1a 2 24.7 15.849 154 0 19.94 5.926338212 5.917226721 6.968953578 5.990588373 7.164668833 6.816774694
sp|P70490|MFGM_RAT Lactadherin OS=Rattus norvegicus OX=10116 GN=Mfge8 PE=2 SV=1;tr|Q1PBJ1|Q1PBJ1_RAT Lactadherin OS=Rattus norvegicus OX=10116 GN=Mfge8 PE=1 SV=1;tr|A0A0G2K506|A0A0G2K506_RAT Lactadherin OS=Rattus norvegicus OX=10116 GN=Mfge8 PE=1 SV=1SPRY domain-containing protein 4Spryd4 3 7.5 47.412 427 0 6.1146 11.25143059 12.43897037 11.44338614 10.52888659 15.74696343 12.81539271
tr|Q5U1Z9|Q5U1Z9_RAT Metaxin 2 OS=Rattus norvegicus OX=10116 GN=Mtx2 PE=1 SV=1Transmembrane anterior posterior transformation 1Tapt1 9 25.5 29.718 263 0 76.449 65.04459203 71.21504356 64.98318868 69.30714037 62.61234971 61.97767821
sp|P19139|CSK21_RAT Casein kinase II subunit alpha OS=Rattus norvegicus OX=10116 GN=Csnk2a1 PE=1 SV=2Vesicle-trafficking protein SEC22b (ER-Golgi SNARE of 24 kDa) (ERS-24) (ERS24) (SEC22 vesicle-trafficking protein homolog B) (SEC22 vesicle-trafficking protein-like 1)Sec22b 2 6.9 45.073 391 0 2.6964 3.486149316 3.232619816 3.646502866 3.349121722 3.572259919 2.862316524
tr|A0A0G2K1F2|A0A0G2K1F2_RAT Acetyl-CoA carboxylase beta OS=Rattus norvegicus OX=10116 GN=Acacb PE=1 SV=1;tr|A0A0G2K5L6|A0A0G2K5L6_RAT Acetyl-CoA carboxylase beta OS=Rattus norvegicus OX=10116 GN=Acacb PE=1 SV=1;tr|D3ZBE2|D3ZBE2_RAT Acetyl-CoA carboxylase Endoplasmic reticulum-golgi intermediate compartment 1Ergic1 13 6.9 276.39 2455 0 36.675 34.5182089 23.82158189 26.77225706 22.89809305 26.54957267 27.14801951
sp|P36972|APT_RAT Adenine phosphoribosyltransferase OS=Rattus norvegicus OX=10116 GN=Aprt PE=1 SV=1Glutamine--tRNA ligase (EC 6.1.1.18) (Glutaminyl-tRNA synthetase) (GlnRS)Qars1 5 32.8 19.546 180 0 9.2613 8.731221778 9.414007594 7.524396769 8.501062446 8.586219725 10.70070919
tr|D3ZG43|D3ZG43_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 3 (Predicted), isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Ndufs3 PE=1 SV=1Thioredoxin domain-containing protein 12 (EC 1.8.4.2)Txndc12 14 38.3 30.226 264 0 258.76 252.152454 273.540345 239.201793 256.2992635 235.9787565 245.087713
sp|Q9Z269|VAPB_RAT Vesicle-associated membrane protein-associated protein B OS=Rattus norvegicus OX=10116 GN=Vapb PE=1 SV=3DnaJ (Hsp40) homolog, subfamily A, member 4 (DnaJ heat shock protein family (Hsp40) member A4)Dnaja4 4 22.2 26.916 243 0 71.162 21.00253754 17.06012421 18.3542302 15.20000035 19.94488891 17.08633482
tr|Q4FZU0|Q4FZU0_RAT Acid phosphatase 6, lysophosphatidic OS=Rattus norvegicus OX=10116 GN=Acp6 PE=1 SV=1G-protein-signaling modulator 1 (Activator of G-protein signaling 3)Gpsm1 2 7.5 47.28 413 0 5.0311 3.090993651 2.931550407 2.946204699 3.050633994 2.901847883 3.402330729
tr|D3ZFF4|D3ZFF4_RAT Lysocardiolipin acyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Lclat1 PE=1 SV=1Myosin VI Myo6 3 10.1 44.566 376 0 4.4631 2.631925714 2.62886388 2.815536819 2.539163965 2.518035683 2.777780511
sp|Q99068|AMRP_RAT Alpha-2-macroglobulin receptor-associated protein OS=Rattus norvegicus OX=10116 GN=Lrpap1 PE=1 SV=2CD166 antigen (Activated leukocyte cell adhesion molecule) (HB2) (KG-CAM) (Protein MEMD) (SB-10 antigen) (CD antigen CD166)Alcam 5 17.2 42.031 360 0 14.143 5.500920904 5.788332866 5.937640586 5.438058378 5.980522827 6.945606141
sp|Q6QBQ4|PLS3_RAT Phospholipid scramblase 3 OS=Rattus norvegicus OX=10116 GN=Plscr3 PE=2 SV=1Mitochondrial import receptor subunit TOM40B (Protein TOMM40-like)Tomm40l 2 8.4 31.646 296 0 2.7977 1.289767995 1.289937351 1.649734331 1.772002325 1.474736391 1.372645175
tr|Q5XIM0|Q5XIM0_RAT BCS1 homolog, ubiquinol-cytochrome c reductase complex chaperone OS=Rattus norvegicus OX=10116 GN=Bcs1l PE=1 SV=1Reticulocalbin-3 Rcn3 16 44.7 47.393 418 0 154.29 53.55393896 60.1758319 52.63884332 56.3033708 50.15006508 53.05699873
sp|P97878|EXOC5_RAT Exocyst complex component 5 OS=Rattus norvegicus OX=10116 GN=Exoc5 PE=1 SV=1Oxidative stress-responsive kinase 1 (Oxidative-stress responsive 1 (Predicted))Oxsr1 2 4 81.736 708 0.00047259 2.1235 2.022067874 1.766464114 2.565718261 1.837194788 2.031188848 1.885301945
sp|P15999|ATPA_RAT ATP synthase subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1a PE=1 SV=2;tr|F1LP05|F1LP05_RAT ATP synthase subunit alpha OS=Rattus norvegicus OX=10116 GN=Atp5f1a PE=1 SV=1;tr|A0A0G2K099|A0A0G2K099_RAT Uncharacterized Prostaglandin E synthase 3 (EC 5.3.99.3) (Cytosolic prostaglandin E2 synthase) (cPGES) (Hsp90 co-chaperone) (Progesterone receptor complex p23) (Telomerase-binding protein p23)Ptges3 35 61.7 59.753 553 0 323.31 2411.681551 2767.936068 2576.764304 2608.827016 2458.766235 2410.482569
sp|Q6AXV4|SAM50_RAT Sorting and assembly machinery component 50 homolog OS=Rattus norvegicus OX=10116 GN=Samm50 PE=1 SV=1Mitochondrial ribosomal protein L33Mrpl33 20 53.9 51.96 469 0 323.31 157.001713 170.3634305 156.0318971 181.6664805 161.0284179 160.1667452
tr|D4A2Z6|D4A2Z6_RAT SEC63 homolog, protein translocation regulator OS=Rattus norvegicus OX=10116 GN=Sec63 PE=1 SV=1;tr|A0A0G2JUJ9|A0A0G2JUJ9_RAT SEC63 homolog, protein translocation regulator OS=Rattus norvegicus OX=10116 GN=Sec63 PE=1 SV=1Tyrosine-protein phosphatase non-receptor type 11 (EC 3.1.3.48) (Protein-tyrosine phosphatase 1D) (PTP-1D) (Protein-tyrosine phosphatase SYP) (SH-PTP2) (SHP-2) (Shp2)Ptpn11 5 8 83.591 727 0 12.679 8.501169494 8.129825282 8.326936269 7.692450206 7.946423696 8.612715862
tr|D3ZF12|D3ZF12_RAT Signal peptidase complex subunit 3 OS=Rattus norvegicus OX=10116 GN=Spcs3 PE=1 SV=1Normal mucosa of esophagus-specific gene 1 proteinNmes1 2 11.7 20.327 180 0 3.6442 3.970853928 3.869241307 4.417841222 3.353462099 4.605877227 3.126857272
sp|Q63362|NDUA5_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 OS=Rattus norvegicus OX=10116 GN=Ndufa5 PE=1 SV=3Carbonic anhydrase 4 (EC 4.2.1.1) (Carbonate dehydratase IV) (Carbonic anhydrase IV) (CA-IV)Ca4 10 68.1 13.412 116 0 265.23 136.7036856 132.556152 120.0668197 139.7601403 137.0916728 126.8912762
tr|Q6AY18|Q6AY18_RAT SAR1 gene homolog A (S. cerevisiae), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Sar1a PE=1 SV=1;sp|Q5HZY2|SAR1B_RAT GTP-binding protein SAR1b OS=Rattus norvegicus OX=10116 GN=Sar1b PE=2 SV=1Mitochondrial import inner membrane translocase subunit Tim22Timm22 2 10.1 22.399 198 0 12.455 0.912235053 0.791817301 0.887662086 0.876105103 0.684215407 0.864864495
sp|Q5U300|UBA1_RAT Ubiquitin-like modifier-activating enzyme 1 OS=Rattus norvegicus OX=10116 GN=Uba1 PE=1 SV=1RAB5B, member RAS oncogene family (RAB5B, member RAS oncogene family (Predicted), isoform CRA_c)Rab5b 16 20.8 117.79 1058 0 84.25 21.33346197 18.6449003 21.00632747 17.3936269 19.19715184 53.96035867
tr|D4ACN7|D4ACN7_RAT Myoferlin OS=Rattus norvegicus OX=10116 GN=Myof PE=1 SV=2;tr|A0A0G2K695|A0A0G2K695_RAT Myoferlin OS=Rattus norvegicus OX=10116 GN=Myof PE=1 SV=1Solute carrier family 43 member 1Slc43a1 10 7.3 233.38 2048 0 17.217 7.712532722 5.959081552 8.83369311 7.176813415 9.120037272 8.517760413
tr|D4AE68|D4AE68_RAT Guanine nucleotide binding protein, alpha q polypeptide, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Gnaq PE=1 SV=2;sp|P82471|GNAQ_RAT Guanine nucleotide-binding protein G(q) subunit alpha OS=Rattus norvegicus OX=10116 GN=Gnaq PE=2 40S ribosomal protein S20 Rps20 3 11.7 42.158 359 0 27.836 17.19770401 14.96880953 16.09528829 14.22558571 16.33704116 15.68664018
tr|F1LZX9|F1LZX9_RAT Integrin subunit alpha V OS=Rattus norvegicus OX=10116 GN=Itgav PE=1 SV=3;tr|A0A0G2JVZ6|A0A0G2JVZ6_RAT Integrin subunit alpha V OS=Rattus norvegicus OX=10116 GN=Itgav PE=1 SV=1ATP-binding cassette subfamily E member 1 (ATP-binding cassette, sub-family E (OABP), member 1)Abce1 12 14 115.58 1047 0 39.941 22.39042662 19.87153222 22.13972474 19.7144265 24.98213782 23.86872025
sp|P15651|ACADS_RAT Short-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acads PE=1 SV=2;tr|Q6IMX3|Q6IMX3_RAT Acetyl-Coenzyme A dehydrogenase, short chain, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Acads PE=1 SV=Lumican (Keratan sulfate proteoglycan lumican) (KSPG lumican)Lum 19 59 44.765 412 0 323.31 172.1405088 155.8807078 142.7609406 181.8314148 148.4810888 169.4723792
sp|P10760|SAHH_RAT Adenosylhomocysteinase OS=Rattus norvegicus OX=10116 GN=Ahcy PE=1 SV=3Sorting nexin 2 Snx2 2 6.2 47.538 432 0 3.687 0.859247274 0.603660811 0.824579235 1.461665368 0.703317701 0.74162772
tr|B2RYS2|B2RYS2_RAT Cytochrome b-c1 complex subunit 7 OS=Rattus norvegicus OX=10116 GN=Uqcrb PE=1 SV=1Tripartite motif-containing 25Trim25 12 72.1 13.558 111 0 174.8 355.0101458 355.2619023 324.7641257 371.0284494 334.5322043 363.1199025
tr|Q2I6B2|Q2I6B2_RAT V-type proton ATPase subunit a OS=Rattus norvegicus OX=10116 GN=Atp6v0a1 PE=1 SV=1;tr|Q2I6B5|Q2I6B5_RAT V-type proton ATPase subunit a OS=Rattus norvegicus OX=10116 GN=Atp6v0a1 PE=1 SV=1;sp|P25286|VPP1_RAT V-type proton ATPase 116 kDa Ectonucleoside triphosphate diphosphohydrolase 5 (NTPDase 5) (EC 3.6.1.6) (Guanosine-diphosphatase ENTPD5) (GDPase ENTPD5) (EC 3.6.1.42) (Uridine-diphosphatase ENTPD5) (UDPase ENTPD5)Entpd5 8 13.7 95.584 832 0 81.443 29.41041027 27.21943316 29.10920183 24.57868703 29.10025235 28.42247562
tr|D4A0U0|D4A0U0_RAT Protein kinase C OS=Rattus norvegicus OX=10116 GN=Prkcd PE=1 SV=3;tr|A0A140UHX0|A0A140UHX0_RAT Protein kinase C delta type OS=Rattus norvegicus OX=10116 GN=Prkcd PE=1 SV=1;sp|P09215|KPCD_RAT Protein kinase C delta type OS=Rattus norvegMitochondrial intermediate peptidase (MIP) (EC 3.4.24.59)Mipep 3 4.6 77.271 672 0.0022114 1.6253 1.025706249 1.339735088 1.100102092 1.228630525 1.093606363 1.467703278
tr|A0A0G2JZF0|A0A0G2JZF0_RAT SEC24 homolog C, COPII coat complex component OS=Rattus norvegicus OX=10116 GN=Sec24c PE=1 SV=1;tr|B5DEG8|B5DEG8_RAT LOC685144 protein OS=Rattus norvegicus OX=10116 GN=Sec24c PE=1 SV=1Mitochondrial ornithine transporter 1 (Solute carrier family 25 member 15)Slc25a15 2 2.2 114.7 1056 0 3.7988 0.916700539 1.013219844 1.303694794 0.797500875 1.066457554 1.044150648
tr|Q80ZA3|Q80ZA3_RAT Alpha-2 antiplasmin OS=Rattus norvegicus OX=10116 GN=Serpinf1 PE=1 SV=1Vacuolar protein-sorting-associated protein 36 (ELL-associated protein of 45 kDa) (ESCRT-II complex subunit VPS36)Vps36 2 5.7 46.465 418 0 3.8564 3.917387704 3.941678701 3.519342497 3.560411276 4.310053336 4.103769197
tr|F1LQQ7|F1LQQ7_RAT Sodium channel protein OS=Rattus norvegicus OX=10116 GN=Scn7a PE=1 SV=3Elongin-B (EloB) (Elongin 18 kDa subunit) (RNA polymerase II transcription factor SIII subunit B) (SIII p18) (Transcription elongation factor B polypeptide 2)Elob 7 5.5 195.07 1704 0 26.242 13.06553439 8.682974923 12.12499503 10.33183348 13.04778304 14.53023679
tr|A0A0G2JU49|A0A0G2JU49_RAT Metaxin 1 OS=Rattus norvegicus OX=10116 GN=Mtx1 PE=1 SV=1;tr|B0BN02|B0BN02_RAT Metaxin 1 OS=Rattus norvegicus OX=10116 GN=Mtx1 PE=1 SV=1Proteasome subunit alpha type-6 (EC 3.4.25.1) (Macropain iota chain) (Multicatalytic endopeptidase complex iota chain) (Proteasome iota chain)Psma6 8 22.2 51.925 463 0 102.61 33.73116694 31.31502349 27.70933841 34.57283917 32.09185485 30.77634421
tr|G3V7Q6|G3V7Q6_RAT Proteasome subunit beta OS=Rattus norvegicus OX=10116 GN=Psmb5 PE=1 SV=1;sp|P28075|PSB5_RAT Proteasome subunit beta type-5 OS=Rattus norvegicus OX=10116 GN=Psmb5 PE=1 SV=3Glucosylceramidase (EC 3.2.1.45)Gba 6 29.7 28.559 263 0 13.203 7.510389727 6.535536723 8.619577875 5.333889329 6.736175582 8.268823154
sp|P11232|THIO_RAT Thioredoxin OS=Rattus norvegicus OX=10116 GN=Txn PE=1 SV=2;tr|R4GNK3|R4GNK3_RAT Thioredoxin OS=Rattus norvegicus OX=10116 GN=Txn1 PE=1 SV=1Mitochondrial fission 1 protein (FIS1 homolog) (rFis1) (Tetratricopeptide repeat protein 11) (TPR repeat protein 11)Fis1 4 31.4 11.673 105 0 23.121 28.68157912 26.86889896 22.80981643 27.86174821 26.46583659 28.30288308
tr|Q6IN10|Q6IN10_RAT Endothelin converting enzyme 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ece1 PE=1 SV=1;sp|P42893|ECE1_RAT Endothelin-converting enzyme 1 OS=Rattus norvegicus OX=10116 GN=Ece1 PE=1 SV=2RCG56113, isoform CRA_a (SET and MYND domain-containing 1)Smyd1 2 2.9 85.592 754 0.00047461 2.1536 2.644524764 1.995904687 1.840658112 2.134814441 2.173867287 2.988684262
tr|D3ZXL1|D3ZXL1_RAT RBR-type E3 ubiquitin transferase OS=Rattus norvegicus OX=10116 GN=Arih1 PE=1 SV=1;tr|Q5XI15|Q5XI15_RAT RBR-type E3 ubiquitin transferase OS=Rattus norvegicus OX=10116 GN=Arih1 PE=1 SV=1Dynactin subunit 2 Dctn2 4 9.2 64.016 555 0 3.7552 1.921036247 2.146772327 2.113615774 2.062286741 2.098897323 1.672499084



tr|F1LSK3|F1LSK3_RAT Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase OS=Rattus norvegicus OX=10116 GN=Hacd1 PE=3 SV=2Plasma membrane calcium-transporting ATPase 4 (PMCA4) (EC 7.2.2.10) (Plasma membrane calcium ATPase isoform 4) (Plasma membrane calcium pump isoform 4)Atp2b4 2 6.2 24.744 211 0 3.2416 2.22046305 2.888078458 3.173093557 3.49335245 2.129317073 4.169981375
tr|Q68FT7|Q68FT7_RAT Phenylalanyl-tRNA synthetase subunit beta OS=Rattus norvegicus OX=10116 GN=Farsb PE=1 SV=1Cytochrome C oxidase assembly factor 3 (RCG33185)Coa3 4 8.3 65.651 589 0 7.2023 6.431496347 6.437558369 6.577892256 6.371239438 7.242517225 6.492899622
tr|D3ZN51|D3ZN51_RAT Integrin subunit alpha 9 OS=Rattus norvegicus OX=10116 GN=Itga9 PE=1 SV=3Growth factor receptor-bound protein 10 (GRB10 adapter protein)Grb10 2 1.9 114.6 1036 0.0058923 1.2905 3.197208431 3.083321732 9.688583524 3.613320472 4.105619533 2.99191788
tr|D3ZJ77|D3ZJ77_RAT Calcium binding protein 39 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Cab39 PE=1 SV=1;tr|A0A0G2JZH0|A0A0G2JZH0_RAT Calcium-binding protein 39 OS=Rattus norvegicus OX=10116 GN=Cab39 PE=1 SV=1RCG20695, isoform CRA_b (SRA stem-loop-interacting RNA-binding protein)Slirp 4 22.4 23.671 196 0 3.9002 2.822267066 2.770266621 2.402278709 2.60092753 2.397468804 2.654184445
sp|P62944|AP2B1_RAT AP-2 complex subunit beta OS=Rattus norvegicus OX=10116 GN=Ap2b1 PE=1 SV=1Peptidyl-tRNA hydrolase 2 (Similar to A230072I16Rik protein, isoform CRA_a)Ptrh2 12 15.7 104.55 937 0 69.455 56.83128692 50.8441071 53.87432488 45.97327347 52.53065583 55.64902585
tr|F1LM33|F1LM33_RAT Leucine-rich PPR motif-containing protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lrpprc PE=1 SV=2;sp|Q5SGE0|LPPRC_RAT Leucine-rich PPR motif-containing protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lrpprc PE=1 SV=160S ribosomal protein L3 (L4)Rpl3 48 39.4 156.68 1392 0 323.31 179.7916411 194.1112908 205.6553278 214.5535172 186.4567121 202.5836009
tr|B5DEY8|B5DEY8_RAT Sorting nexin OS=Rattus norvegicus OX=10116 GN=Snx6 PE=1 SV=1Phosphatidylinositol 4-kinase alpha (PI4-kinase alpha) (PI4K-alpha) (PtdIns-4-kinase alpha) (EC 2.7.1.67)Pi4ka 2 4.7 46.636 406 0 2.8746 2.932030314 2.726461736 2.947775226 2.296884119 2.859914421 2.951010046
tr|F1LRI7|F1LRI7_RAT AP2-associated protein kinase 1 OS=Rattus norvegicus OX=10116 GN=Aak1 PE=1 SV=2;sp|P0C1X8|AAK1_RAT AP2-associated protein kinase 1 OS=Rattus norvegicus OX=10116 GN=Aak1 PE=1 SV=1Complement C1q subcomponent subunit BC1qb 3 4 103.86 963 0 2.3886 2.089807706 1.762040819 2.140681196 1.680507177 1.814914239 2.118276422
sp|Q9WVK3|PECR_RAT Peroxisomal trans-2-enoyl-CoA reductase OS=Rattus norvegicus OX=10116 GN=Pecr PE=2 SV=1;tr|A0A0G2JVG4|A0A0G2JVG4_RAT Peroxisomal trans-2-enoyl-CoA reductase OS=Rattus norvegicus OX=10116 GN=Pecr PE=1 SV=1;tr|A0A0G2JUF1|A0A0G2JUF1_RAT PerMitochondrial ribosomal protein L28 (Similar to 39S ribosomal protein L28, mitochondrial (L28mt) (MRP-L28))Mrpl28 5 27.4 32.433 303 0 168.3 18.02581249 20.30672734 20.06296401 20.37807014 17.528972 18.02767695
tr|A2IBE0|A2IBE0_RAT Carbonic anhydrase 14 OS=Rattus norvegicus OX=10116 GN=Car14 PE=1 SV=1Mitochondrial dicarboxylate carrier (Solute carrier family 25 (Mitochondrial carrier dicarboxylate transporter), member 10) (Solute carrier family 25 (Mitochondrial carrier; dicarboxylate transporter), member 10, isoform CRA_b) (Solute carrier family 25 member 10)Slc25a10 3 12.8 37.525 337 0 86.347 6.433091164 4.881795279 5.479046586 4.865562648 5.398229938 5.431964956
tr|F1LNC4|F1LNC4_RAT Vesicle transport through interaction with t-SNAREs homolog 1B OS=Rattus norvegicus OX=10116 GN=Vti1b PE=1 SV=2;sp|P58200|VTI1B_RAT Vesicle transport through interaction with t-SNAREs homolog 1B OS=Rattus norvegicus OX=10116 GN=Vti1b PAnnexin Anxa7 3 19.9 23.096 201 0 5.3651 1.988257764 2.035999712 4.015524454 3.901868736 4.075723134 2.051858935
tr|F1M779|F1M779_RAT Clathrin heavy chain OS=Rattus norvegicus OX=10116 GN=Cltc PE=1 SV=1;sp|P11442|CLH1_RAT Clathrin heavy chain 1 OS=Rattus norvegicus OX=10116 GN=Cltc PE=1 SV=360S ribosomal protein L21 Rpl21 38 29.6 191.56 1675 0 323.31 99.25340653 99.8190155 95.39383421 93.49606155 109.6746466 102.4286995
sp|D4A6D7|TTC19_RAT Tetratricopeptide repeat protein 19, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ttc19 PE=3 SV=1Phenylalanyl-tRNA synthetase subunit beta (Phenylalanyl-tRNA synthetase, beta subunit)Farsb 2 5.5 41.333 365 0 2.2356 0.426334328 0.442172507 0.343594749 0.343280419 0.602925985 0.447558394
tr|B2GUX5|B2GUX5_RAT 5-nucleotidase OS=Rattus norvegicus OX=10116 GN=Nt5c3a PE=1 SV=1Nebulette Nebl 7 28.6 33.81 297 0 21.371 11.01858738 10.6011628 11.44443316 10.69295284 11.57978479 11.61536114
sp|Q52KK3|S2551_RAT Solute carrier family 25 member 51 OS=Rattus norvegicus OX=10116 GN=Slc25a51 PE=2 SV=1Transmembrane protein 11, mitochondrialTmem11 3 12.1 33.774 298 0 20.725 7.661897297 8.122690936 8.353635235 7.829172082 7.456436757 13.06330342
sp|Q5XIM9|TCPB_RAT T-complex protein 1 subunit beta OS=Rattus norvegicus OX=10116 GN=Cct2 PE=1 SV=3Adenylate kinase isoenzyme 1 (AK 1) (EC 2.7.4.3) (EC 2.7.4.6) (ATP-AMP transphosphorylase 1) (ATP:AMP phosphotransferase) (Adenylate monophosphate kinase) (Myokinase)Ak1 9 25.8 57.458 535 0 75.18 17.26787594 17.53241792 15.40739729 17.93791018 16.60525831 17.33373226
sp|Q5M7U6|ARP2_RAT Actin-related protein 2 OS=Rattus norvegicus OX=10116 GN=Actr2 PE=2 SV=139S ribosomal protein L40, mitochondrial (L40mt) (MRP-L40)Mrpl40 6 20.3 44.733 394 0 16.936 15.7392443 13.34075173 12.57783043 12.40175928 13.83280885 13.13772796
tr|D4ADS4|D4ADS4_RAT Microsomal glutathione S-transferase 3 OS=Rattus norvegicus OX=10116 GN=Mgst3 PE=1 SV=1Vacuolar protein sorting-associated protein 4A (EC 3.6.4.6)Vps4a 5 34.2 16.732 152 0 78.495 22.39321755 26.6039769 23.56314608 29.98115432 23.15695283 24.63247002
sp|Q4AEF8|COPG1_RAT Coatomer subunit gamma-1 OS=Rattus norvegicus OX=10116 GN=Copg1 PE=2 SV=1;tr|A0A0G2K1F3|A0A0G2K1F3_RAT Coatomer subunit gamma OS=Rattus norvegicus OX=10116 GN=Copg1 PE=1 SV=1Mitochondrial ribosomal protein S5 (Mitochondrial ribosomal protein S5 (Predicted))Mrps5 2 3.5 97.613 874 0 4.3019 4.957487173 4.94077254 7.154275812 4.612518667 5.157750366 5.541805313
tr|Q5RK10|Q5RK10_RAT 60S ribosomal protein L13a OS=Rattus norvegicus OX=10116 GN=Rpl13a PE=1 SV=1;sp|P35427|RL13A_RAT 60S ribosomal protein L13a OS=Rattus norvegicus OX=10116 GN=Rpl13a PE=1 SV=2;tr|A0A1W2Q6L2|A0A1W2Q6L2_RAT Predicted gene 45713 OS=Rattus nMethylenetetrahydrofolate dehydrogenase (NADP+-dependent) 1-like (Mthfd1l protein)Mthfd1l 6 26.6 23.446 203 0 8.0516 18.29134945 18.35144086 15.6544936 12.98076558 18.69211857 16.54072594
tr|D3ZVB7|D3ZVB7_RAT Osteoglycin OS=Rattus norvegicus OX=10116 GN=Ogn PE=1 SV=1Myocardial zonula adherens proteinMyzap 2 5.7 34.069 298 0 2.6122 4.345875035 5.658963389 5.562284538 4.87641359 6.315598008 5.620336036
sp|P62994|GRB2_RAT Growth factor receptor-bound protein 2 OS=Rattus norvegicus OX=10116 GN=Grb2 PE=1 SV=1Serine/threonine-protein kinase mTOR (EC 2.7.11.1) (FK506-binding protein 12-rapamycin complex-associated protein 1) (FKBP12-rapamycin complex-associated protein) (Mammalian target of rapamycin) (mTOR) (Mechanistic target of rapamycin) (Rapamycin target protein 1) (RAPT1)Mtor 3 16.6 25.206 217 0 3.6222 4.176027075 4.29839601 4.605833352 4.63074825 3.271725874 9.625916166
sp|P17046|LAMP2_RAT Lysosome-associated membrane glycoprotein 2 OS=Rattus norvegicus OX=10116 GN=Lamp2 PE=1 SV=3Pcyox1l protein (Prenylcysteine oxidase 1-like)Pcyox1l 3 6.6 45.155 411 0 9.376 15.22411856 12.57499857 15.18909398 12.93519162 12.71938058 14.96754513
sp|P10960|SAP_RAT Prosaposin OS=Rattus norvegicus OX=10116 GN=Psap PE=1 SV=1;tr|F7EPE0|F7EPE0_RAT Prosaposin OS=Rattus norvegicus OX=10116 GN=Psap PE=1 SV=2Integrin beta Itgb3 6 12.8 61.123 554 0 16.126 15.39436523 15.16333937 19.78969225 15.36363256 19.40780043 19.90574175
tr|Q6P6T6|Q6P6T6_RAT Cathepsin D OS=Rattus norvegicus OX=10116 GN=Ctsd PE=1 SV=1;sp|P24268|CATD_RAT Cathepsin D OS=Rattus norvegicus OX=10116 GN=Ctsd PE=1 SV=1Ragulator complex protein LAMTOR3 (Late endosomal/lysosomal adaptor and MAPK and MTOR activator 3) (Mitogen-activated protein kinase kinase 1-interacting protein 1)Lamtor3 10 31 44.622 407 0 77.405 45.55194704 48.82270902 51.86300279 49.81884752 46.81566798 57.20937485
tr|D4A1H7|D4A1H7_RAT Mitochondrial E3 ubiquitin protein ligase 1 OS=Rattus norvegicus OX=10116 GN=Mul1 PE=1 SV=1Protein transport protein SEC23Sec23a 10 40.1 39.78 352 0 72.18 18.21200732 23.78210518 18.84580528 19.34115407 18.17138479 19.29546051
tr|A0A0G2K6R8|A0A0G2K6R8_RAT EH domain-binding protein 1-like 1 OS=Rattus norvegicus OX=10116 GN=Ehbp1l1 PE=1 SV=1Leucine-rich repeat-containing protein 4B (Netrin-G3 ligand) (NGL-3)Lrrc4b 7 7.1 182.51 1699 0 20.819 3.406567971 3.844604031 5.073588762 3.336447821 3.97255766 3.850058503
tr|A0A0G2JX56|A0A0G2JX56_RAT DnaJ (Hsp40) homolog, subfamily C, member 5, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Dnajc5 PE=1 SV=1;sp|P60905|DNJC5_RAT DnaJ homolog subfamily C member 5 OS=Rattus norvegicus OX=10116 GN=Dnajc5 PE=1 SV=1Prolyl 4-hydroxylase subunit alpha 2P4ha2 3 18 18.753 167 0 6.7007 2.986413557 2.355237923 3.296746414 2.132817867 6.028343982 3.149441271
sp|F1LMZ8|PSD11_RAT 26S proteasome non-ATPase regulatory subunit 11 OS=Rattus norvegicus OX=10116 GN=Psmd11 PE=1 SV=2;tr|A0A0G2JWX1|A0A0G2JWX1_RAT 26S proteasome non-ATPase regulatory subunit 11 OS=Rattus norvegicus OX=10116 GN=Psmd11 PE=1 SV=1;tr|D3Z950|DB-cell receptor-associated protein (BCR-associated protein)Bcap31 8 23.2 47.463 422 0 21.118 9.661797222 8.180241329 8.947818101 8.475454221 9.44582298 10.2531354
sp|Q07969|CD36_RAT Platelet glycoprotein 4 OS=Rattus norvegicus OX=10116 GN=Cd36 PE=1 SV=3;tr|Q6IMX5|Q6IMX5_RAT CD36 molecule (Thrombospondin receptor) OS=Rattus norvegicus OX=10116 GN=Cd36 PE=1 SV=1;tr|A0A0G2JYC5|A0A0G2JYC5_RAT Similar to fatty acid trans40S ribosomal protein S25 Rps25 10 29.4 52.73 472 0 323.31 216.7834104 187.9852656 266.1520432 183.8930939 223.6080582 208.9481824
sp|Q63083|NUCB1_RAT Nucleobindin-1 OS=Rattus norvegicus OX=10116 GN=Nucb1 PE=1 SV=1COP9 (Constitutive photomorphogenic) homolog, subunit 7a (Arabidopsis thaliana) (Predicted) (COP9 signalosome subunit 7A)Cops7a 13 32.9 53.506 459 0 27.406 28.88611434 29.28886918 31.06450844 25.1251405 31.13739431 28.91008468
sp|P54319|PLAP_RAT Phospholipase A-2-activating protein OS=Rattus norvegicus OX=10116 GN=Plaa PE=1 SV=3Vacuolar protein sorting-associated protein 29 (Vesicle protein sorting 29)Vps29 3 5 87.083 795 0 2.9496 3.163797025 2.067771334 2.032053051 2.181516898 2.670526946 3.522744504
tr|D3ZYX8|D3ZYX8_RAT Cytochrome c oxidase subunit 7A2-like OS=Rattus norvegicus OX=10116 GN=Cox7a2l PE=1 SV=1Mycophenolic acid acyl-glucuronide esterase, mitochondrial (EC 3.1.1.93) (Alpha/beta hydrolase domain-containing protein 10) (Abhydrolase domain-containing protein 10)Abhd10 6 43.3 13.273 120 0 53.729 75.39096425 87.34817838 82.85055539 80.36642104 80.45860297 76.86258643
tr|D4A040|D4A040_RAT Mitochondrial ribosomal protein S11 OS=Rattus norvegicus OX=10116 GN=Mrps11 PE=1 SV=1tRNA methyltransferase 10 homolog C (Mitochondrial ribonuclease P protein 1) (Mitochondrial RNase P protein 1) (RNA (guanine-9-)-methyltransferase domain-containing protein 1) (mRNA methyladenosine-N(1)-methyltransferase) (EC 2.1.1.-) (tRNA (adenine(9)-N(1))-methyltransferase) (EC 2.1.1.218) (tRNA (guanine(9)-N(1))-methyltransferase) (EC 2.1.1.221)Trmt10c 2 15.7 20.168 191 0 19.548 0.937353413 1.280615139 1.170199965 1.206885236 1.022103596 1.521904875
tr|A0A0G2K0Q7|A0A0G2K0Q7_RAT Myosin light chain kinase OS=Rattus norvegicus OX=10116 GN=Mylk PE=1 SV=1;tr|D3ZFU9|D3ZFU9_RAT Myosin light chain kinase OS=Rattus norvegicus OX=10116 GN=Mylk PE=1 SV=2Armadillo repeat-containing protein 1Armc1 2 1.1 214 1952 0 2.9409 1.910390847 1.933931 2.318203143 1.830597415 2.380459911 2.426548004
tr|D3ZKG9|D3ZKG9_RAT Clustered mitochondria protein homolog OS=Rattus norvegicus OX=10116 GN=Cluh PE=1 SV=3;tr|A0A0U1RRV5|A0A0U1RRV5_RAT Clustered mitochondria protein homolog OS=Rattus norvegicus OX=10116 GN=Cluh PE=1 SV=1Acid sphingomyelinase-like phosphodiesteraseSmpdl3b 2 1.9 145.35 1298 0 3.6353 1.088223057 0.904825345 1.004509324 0.829619665 1.164978292 1.343799249
tr|D4A0T0|D4A0T0_RAT NADH:ubiquinone oxidoreductase subunit B10 OS=Rattus norvegicus OX=10116 GN=Ndufb10 PE=1 SV=1HBS1-like protein Hbs1l 16 73.3 20.858 176 0 323.31 263.5713403 282.753164 249.0437647 275.9264484 235.6254949 253.1871562
sp|D3ZTX0|TMED7_RAT Transmembrane emp24 domain-containing protein 7 OS=Rattus norvegicus OX=10116 GN=Tmed7 PE=1 SV=1Ubiquitin domain-containing protein 1Ubtd1 5 28.8 25.479 226 0 11.569 15.96570825 16.57689116 14.98283139 13.99207342 13.63851496 36.59788314
tr|Q642B0|Q642B0_RAT Glypican 4 OS=Rattus norvegicus OX=10116 GN=Gpc4 PE=1 SV=1DnaJ homolog subfamily C member 5 (Cysteine string protein) (CSP)Dnajc5 12 32.5 62.561 557 0 152.99 25.56969337 22.35571156 25.18445386 24.34430667 24.32794965 21.77097473
tr|D3ZFQ8|D3ZFQ8_RAT Cytochrome c-1 OS=Rattus norvegicus OX=10116 GN=Cyc1 PE=1 SV=3Muscarinic acetylcholine receptor M2Chrm2 11 36.5 35.434 326 0 323.31 546.6632349 574.4575543 526.2837314 541.7658606 535.9174904 539.1416413
tr|D3ZPN5|D3ZPN5_RAT Mitochondrial poly(A) polymerase OS=Rattus norvegicus OX=10116 GN=Mtpap PE=1 SV=2Lysosome membrane protein 2 (85 kDa lysosomal membrane sialoglycoprotein) (LGP85) (CD36 antigen-like 2) (Lysosome membrane protein II) (LIMP II) (Scavenger receptor class B member 2) (CD antigen CD36)Scarb2 2 7.7 37.284 336 0 4.4247 3.796101908 4.126458267 4.199747318 4.878583779 3.927026163 4.004194294
tr|B2RYU0|B2RYU0_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 2 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Ndufb2 PE=1 SV=1Calpain small subunit 1 (CSS1) (Calcium-activated neutral proteinase small subunit) (CANP small subunit) (Calcium-dependent protease small subunit) (CDPS) (Calcium-dependent protease small subunit 1) (Calpain regulatory subunit)Capns1 2 31.4 11.842 105 0 29.62 31.00203716 36.35567688 33.49934942 43.02962977 30.25881959 35.88186773
sp|Q8K1Q0|NMT1_RAT Glycylpeptide N-tetradecanoyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Nmt1 PE=1 SV=1;tr|F1M110|F1M110_RAT Glycylpeptide N-tetradecanoyltransferase OS=Rattus norvegicus OX=10116 GN=Nmt2 PE=1 SV=3AP-1 complex subunit beta-1 (Adaptor protein complex AP-1 subunit beta-1) (Adaptor-related protein complex 1 subunit beta-1) (Beta-1-adaptin) (Beta-adaptin 1) (Clathrin assembly protein complex 1 beta large chain) (Golgi adaptor HA1/AP1 adaptin beta subunit)Ap1b1 2 5.2 56.86 496 0 6.1303 3.463901625 3.252881359 2.775121914 3.329112584 3.472365385 3.151956307
sp|Q6AXN3|TMED5_RAT Transmembrane emp24 domain-containing protein 5 OS=Rattus norvegicus OX=10116 GN=Tmed5 PE=2 SV=1;tr|Q6QI88|Q6QI88_RAT LRRG00120 OS=Rattus norvegicus OX=10116 GN=Tmed5 PE=1 SV=1Casein kinase I isoform gamma-2 (CKI-gamma 2) (EC 2.7.11.1)Csnk1g2 3 14.4 26.136 229 0 4.8996 5.961025472 6.058962398 6.01407292 6.016196598 5.778117008 7.170419582
tr|Q6AYJ9|Q6AYJ9_RAT NAD(P)(+)--arginine ADP-ribosyltransferase OS=Rattus norvegicus OX=10116 GN=Art3 PE=2 SV=1;tr|A0A0G2K8S9|A0A0G2K8S9_RAT NAD(P)(+)--arginine ADP-ribosyltransferase OS=Rattus norvegicus OX=10116 GN=Art3 PE=3 SV=1Cytochrome c oxidase subunit 7C, mitochondrial (Cytochrome c oxidase polypeptide VIIIA) (Cytochrome c oxidase polypeptide VIIc)Cox7c 7 25.1 41.712 374 0 146.5 75.9850334 46.09453504 64.1874548 60.03175467 53.62249588 53.80124414
sp|P10980|ACM2_RAT Muscarinic acetylcholine receptor M2 OS=Rattus norvegicus OX=10116 GN=Chrm2 PE=1 SV=2Proteasome 26S subunit, ATPase 6 (RCG61291)Psmc6 3 8.2 51.538 466 0 6.6972 2.855518991 2.454880958 3.440502022 2.561169676 2.679620161 2.88495185
sp|Q5HZE0|MCATL_RAT Mitochondrial basic amino acids transporter OS=Rattus norvegicus OX=10116 GN=Slc25a29 PE=2 SV=1Protein tyrosine phosphatase, receptor type, MPtprm 2 7.2 32.634 306 0.00091617 1.8679 2.482730628 2.086796257 2.665813207 2.178608845 2.436981769 2.237971615
tr|G3V8T4|G3V8T4_RAT DNA damage-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Ddb1 PE=1 SV=1;sp|Q9ESW0|DDB1_RAT DNA damage-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Ddb1 PE=1 SV=1Embigin Emb 2 1.7 126.94 1140 0.0017817 1.6813 2.754886068 2.588388356 2.429501184 2.566898974 2.317854104 2.627494265
tr|G3V803|G3V803_RAT Cadherin-2 OS=Rattus norvegicus OX=10116 GN=Cdh2 PE=1 SV=1;sp|Q9Z1Y3|CADH2_RAT Cadherin-2 OS=Rattus norvegicus OX=10116 GN=Cdh2 PE=1 SV=1Antigen-presenting glycoprotein CD1d (CD antigen CD1d)Cd1d 11 15.5 99.667 906 0 156.85 38.98010684 28.38518533 35.98706482 32.15524917 33.42509034 31.01398946
tr|C0KUC5|C0KUC5_RAT LIM and senescent cell antigen-like-containing domain protein OS=Rattus norvegicus OX=10116 GN=Lims1 PE=1 SV=1;tr|C0KUC6|C0KUC6_RAT LIM and senescent cell antigen-like-containing domain protein OS=Rattus norvegicus OX=10116 GN=Lims1 PEADP-ribosylation factor 6 Arf6 2 6.9 41.609 362 0 9.3661 10.33799943 10.35479004 12.69457297 8.937704375 11.79697526 10.44817903
tr|A0A140TAA4|A0A140TAA4_RAT Programmed cell death 6-interacting protein OS=Rattus norvegicus OX=10116 GN=Pdcd6ip PE=1 SV=1;sp|Q9QZA2|PDC6I_RAT Programmed cell death 6-interacting protein OS=Rattus norvegicus OX=10116 GN=Pdcd6ip PE=1 SV=2Aa2-277 (Mitochondrial ribosomal protein L49)Mrpl49 18 26.7 95.881 868 0 94.073 46.2137959 50.29238433 46.47714083 46.29446137 47.08977282 46.79969127
tr|A0A0G2JVV5|A0A0G2JVV5_RAT Ubiquitin-specific peptidase 14 OS=Rattus norvegicus OX=10116 GN=Usp14 PE=1 SV=1;tr|Q5U2N2|Q5U2N2_RAT Ubiquitin specific protease 14 OS=Rattus norvegicus OX=10116 GN=Usp14 PE=1 SV=1Eukaryotic translation initiation factor 2 subunit 3, X-linked (EC 3.6.5.3) (Eukaryotic translation initiation factor 2 subunit gamma, X-linked) (eIF-2-gamma) (eIF-2-gamma X) (PP42)Eif2s3 2 5 52.293 458 0.00090827 1.8081 1.227849244 1.276810154 1.629736282 1.052020584 1.244592993 1.492186386
tr|A0A0G2JW28|A0A0G2JW28_RAT Gamma-adducin OS=Rattus norvegicus OX=10116 GN=Add3 PE=1 SV=1;tr|D3ZCH7|D3ZCH7_RAT Adducin 3 (Gamma), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Add3 PE=1 SV=2;tr|G3V9D7|G3V9D7_RAT Adducin 3 (Gamma), isoform CRA_a OS=RattusSimilar to potassium channel tetramerisation domain-containing 12bLOC681355 8 16.7 74.963 670 0 76.347 11.80124359 9.870130127 13.60443184 11.69818416 13.29506617 12.63164108
tr|Q5RK08|Q5RK08_RAT Glioblastoma amplified sequence OS=Rattus norvegicus OX=10116 GN=Nipsnap2 PE=1 SV=1DnaJ (Hsp40) homolog, subfamily C, member 28 (DnaJ heat shock protein family (Hsp40) member C28) (Similar to J domain protein C21orf55)Dnajc28 10 36.7 32.941 281 0 323.31 161.2439249 175.9757828 177.8465227 187.2568861 167.0011559 175.9088188
sp|Q5FWT5|GATA_RAT Glutamyl-tRNA(Gln) amidotransferase subunit A, mitochondrial OS=Rattus norvegicus OX=10116 GN=Qrsl1 PE=2 SV=1Activator of Hsp90 ATPase activity 1 (LOC681996 protein) (RCG20659, isoform CRA_b)Ahsa1 3 7.6 56.837 525 0 8.1626 3.138718535 2.731931401 3.081322406 3.434236515 2.81516795 3.125676745
tr|D4A5E5|D4A5E5_RAT Sarcoglycan, beta OS=Rattus norvegicus OX=10116 GN=Sgcb PE=4 SV=2;tr|A0A0G2K1V7|A0A0G2K1V7_RAT RCG57156 OS=Rattus norvegicus OX=10116 GN=Sgcb PE=4 SV=1Copine 3 (Copine 3 protein) (Copine III (Predicted), isoform CRA_b)Cpne3 7 31.3 32.846 297 0 260.78 23.4402146 22.62206049 26.11787065 22.16109703 27.74608284 26.08349193
sp|Q5U367|PLOD3_RAT Multifunctional procollagen lysine hydroxylase and glycosyltransferase LH3 OS=Rattus norvegicus OX=10116 GN=Plod3 PE=1 SV=1Metalloreductase STEAP3 (EC 1.16.1.-) (Six-transmembrane epithelial antigen of prostate 3) (pHyde)Steap3 2 4.6 85.059 741 0 2.3591 3.492568452 3.222346357 3.055984564 3.491052051 3.485645405 3.126600636
sp|Q6IMY8|HNRPU_RAT Heterogeneous nuclear ribonucleoprotein U OS=Rattus norvegicus OX=10116 GN=Hnrnpu PE=1 SV=1;tr|A0A0G2JZ52|A0A0G2JZ52_RAT Heterogeneous nuclear ribonucleoprotein U OS=Rattus norvegicus OX=10116 GN=Hnrnpu PE=1 SV=1Cytochrome c oxidase assembly factor 7 (Similar to RIKEN cDNA 2010305A19 (Predicted), isoform CRA_a)Coa7 5 8.3 87.731 798 0 35.842 9.957236983 7.035892201 8.627954021 6.913786567 8.870137391 7.903886267
tr|F7FF30|F7FF30_RAT Lon protease homolog OS=Rattus norvegicus OX=10116 GN=Lonp2 PE=1 SV=2;sp|Q3MIB4|LONP2_RAT Lon protease homolog 2, peroxisomal OS=Rattus norvegicus OX=10116 GN=Lonp2 PE=1 SV=2Plexin B1 Plxnb1 2 3.1 89.774 806 0.0021988 1.603 1.321704196 1.659306234 1.169781158 1.415483756 1.468325347 1.568458709
sp|Q7TT47|SPG7_RAT Paraplegin OS=Rattus norvegicus OX=10116 GN=Spg7 PE=2 SV=2;tr|A0A2H2GPM9|A0A2H2GPM9_RAT Paraplegin OS=Rattus norvegicus OX=10116 GN=Spg7 PE=1 SV=1RCG41110 (Required for meiotic nuclear division 1 homolog)Rmnd1 17 28.3 86.102 781 0 193.5 46.72413719 60.72755467 48.14242338 49.51936151 50.50332669 46.34031221
sp|P52296|IMB1_RAT Importin subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Kpnb1 PE=1 SV=1;tr|F2Z3Q8|F2Z3Q8_RAT Importin subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Kpnb1 PE=1 SV=1IlvB (Bacterial acetolactate synthase)-like (Predicted), isoform CRA_c (IlvB acetolactate synthase-like)Ilvbl 6 9.4 97.123 875 0 20.163 11.04250963 11.48772422 10.30004219 12.0232784 10.43364712 11.4675386
tr|A0A0G2K6G2|A0A0G2K6G2_RAT Adipocyte plasma membrane-associated protein OS=Rattus norvegicus OX=10116 GN=Apmap PE=1 SV=1;sp|Q7TP48|APMAP_RAT Adipocyte plasma membrane-associated protein OS=Rattus norvegicus OX=10116 GN=Apmap PE=2 SV=2;tr|D3ZGQ3|D3ZGQ3_RADishevelled associated activator of morphogenesis 1 (Predicted) (Dishevelled-associated activator of morphogenesis 1)Daam1 4 12.3 46.446 415 0 8.355 7.516370289 8.505091891 9.427352467 7.178549566 9.13835454 7.618506647
tr|D3ZEV8|D3ZEV8_RAT Sushi domain containing 2 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Susd2 PE=1 SV=1;tr|A0A0G2K0Q8|A0A0G2K0Q8_RAT Sushi domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Susd2 PE=1 SV=1;tr|A0A0G2K518|A0A0G2K518_RAT Synapsin-2 (Synapsin II) Syn2 10 15 89.67 820 0 109.46 32.2790865 26.25439394 29.46099997 26.1946094 31.15374901 26.1686952
tr|D4A9Z6|D4A9Z6_RAT Mitochondrial ribosomal protein S35 OS=Rattus norvegicus OX=10116 GN=Mrps35 PE=1 SV=139S ribosomal protein L22, mitochondrial (L22mt) (MRP-L22)Mrpl22 5 26.9 36.206 320 0 33.133 12.29284579 13.79211803 13.66987048 13.63095405 12.31770904 12.64755254
sp|P28494|MA2A1_RAT Alpha-mannosidase 2 OS=Rattus norvegicus OX=10116 GN=Man2a1 PE=1 SV=2;tr|Q7TP82|Q7TP82_RAT Alpha-mannosidase OS=Rattus norvegicus OX=10116 GN=Man2a1 PE=1 SV=1Prostaglandin F2 receptor negative regulator (CD9 partner 1) (CD9P-1) (Glu-Trp-Ile EWI motif-containing protein F) (EWI-F) (Prostaglandin F2-alpha receptor regulatory protein) (Prostaglandin F2-alpha receptor-associated protein) (CD antigen CD315)Ptgfrn 2 2 131.24 1148 0.0022075 1.621 2.18860659 2.691455877 1.950019169 2.475013192 2.212464389 2.61517572
tr|A0A0G2K8R3|A0A0G2K8R3_RAT LIM domain 7 OS=Rattus norvegicus OX=10116 GN=Lmo7 PE=1 SV=1;tr|A0A0G2K174|A0A0G2K174_RAT LIM domain 7 OS=Rattus norvegicus OX=10116 GN=Lmo7 PE=1 SV=1Serine/threonine-protein phosphatase 5 (PP5) (EC 3.1.3.16) (Protein phosphatase T) (PPT)Ppp5c 11 9.8 195.68 1729 0 53.235 17.00233899 13.57238017 18.73691538 17.40187362 17.39159249 17.58472261
sp|P47942|DPYL2_RAT Dihydropyrimidinase-related protein 2 OS=Rattus norvegicus OX=10116 GN=Dpysl2 PE=1 SV=1V-type proton ATPase subunitAtp6v0d1 15 42.3 62.277 572 0 266.58 52.14651338 57.5646612 54.99986951 53.4126797 57.02034923 58.23078751



tr|G3V8V3|G3V8V3_RAT Alpha-1,4 glucan phosphorylase OS=Rattus norvegicus OX=10116 GN=Pygm PE=1 SV=1;sp|P09812|PYGM_RAT Glycogen phosphorylase, muscle form OS=Rattus norvegicus OX=10116 GN=Pygm PE=1 SV=5Serum paraoxonase/arylesterase 2 (PON 2) (EC 3.1.1.2) (EC 3.1.1.81) (Aromatic esterase 2) (A-esterase 2) (Serum aryldialkylphosphatase 2)Pon2 34 42.5 97.287 842 0 323.31 287.0789359 246.9577711 299.557161 238.2563162 307.174055 365.3013114
sp|Q498T4|RM02_RAT 39S ribosomal protein L2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl2 PE=2 SV=1ETHE1, persulfide dioxygenase (Ethylmalonic encephalopathy 1) (Ethylmalonic encephalopathy 1 (Predicted))Ethe1 2 6.2 32.999 304 0.0017849 1.6886 3.758583849 3.681465315 4.484012777 4.590382744 3.906222979 4.039764092
tr|A0A0G2JWD2|A0A0G2JWD2_RAT Fragile X mental retardation syndrome-related protein 1 OS=Rattus norvegicus OX=10116 GN=Fxr1 PE=1 SV=1;sp|Q5XI81|FXR1_RAT Fragile X mental retardation syndrome-related protein 1 OS=Rattus norvegicus OX=10116 GN=Fxr1 PE=1 SV=1ER membrane protein complex subunit 7Emc7 2 5.5 63.389 563 0 4.1041 1.547251124 1.120235037 2.026242099 1.683588845 1.989844155 1.573540108
tr|Q6PCT9|Q6PCT9_RAT Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 6 OS=Rattus norvegicus OX=10116 GN=Psmd6 PE=1 SV=1Steroid 5 alpha-reductase 2-like 2 (Predicted), isoform CRA_b (Trans-2,3-enoyl-CoA reductase-like)Tecrl 7 20.1 45.598 389 0 18.219 6.066682067 5.465384796 6.672647409 4.551753389 6.339541295 6.083308009
tr|Q4KLG6|Q4KLG6_RAT Tafazzin family protein OS=Rattus norvegicus OX=10116 GN=Taz PE=2 SV=11-acylglycerol-3-phosphate O-acyltransferase 5 (Agpat5 protein)Agpat5 4 16.4 30.359 262 0 6.0291 10.47236272 10.60306529 11.92239699 10.69208477 10.45392695 14.60466133
sp|D3Z8L7|RRAS_RAT Ras-related protein R-Ras OS=Rattus norvegicus OX=10116 GN=Rras PE=1 SV=1Tropomyosin alpha-3 chain (Gamma-tropomyosin) (Tropomyosin-3) (Tropomyosin-5)Tpm3 5 23.4 23.909 218 0 16.129 18.34796543 18.06559139 21.29582802 17.65665375 20.81234243 16.01410816
tr|Q8R3Z7|Q8R3Z7_RAT EH-domain-containing 4 OS=Rattus norvegicus OX=10116 GN=Ehd4 PE=1 SV=1Ufm1-specific protease 2 (UfSP2) (EC 3.4.22.-)Ufsp2 16 35.3 61.467 541 0 321.89 158.3373718 169.8545138 146.9856593 157.1346695 157.1229146 146.9910351
tr|G3V6H9|G3V6H9_RAT Nucleosome assembly protein 1-like 1 OS=Rattus norvegicus OX=10116 GN=Nap1l1 PE=1 SV=1;sp|Q9Z2G8|NP1L1_RAT Nucleosome assembly protein 1-like 1 OS=Rattus norvegicus OX=10116 GN=Nap1l1 PE=1 SV=1Transthyretin (Prealbumin) (TBPA)Ttr 2 9 45.373 391 0 13.621 5.135707919 4.964553694 5.166563984 4.810873897 5.384884499 5.499716952
tr|D3ZZ21|D3ZZ21_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 6 (Predicted) OS=Rattus norvegicus OX=10116 GN=Ndufb6 PE=1 SV=1Glycylpeptide N-tetradecanoyltransferase 1 (EC 2.3.1.97) (Myristoyl-CoA:protein N-myristoyltransferase 1) (NMT 1) (Type I N-myristoyltransferase) (Peptide N-myristoyltransferase 1)Nmt1 8 55.5 15.638 128 0 171.6 87.15273613 98.23519065 84.81894973 93.74346304 77.4100861 87.5694549
tr|Q6TXF3|Q6TXF3_RAT Acyl-CoA-binding protein OS=Rattus norvegicus OX=10116 GN=Dbi PE=1 SV=1;sp|P11030|ACBP_RAT Acyl-CoA-binding protein OS=Rattus norvegicus OX=10116 GN=Dbi PE=1 SV=3Complement component C9C9 3 7 66.449 600 0 29.032 21.94228318 11.57095826 19.95093306 11.42821271 19.72900682 15.03170421
sp|P62890|RL30_RAT 60S ribosomal protein L30 OS=Rattus norvegicus OX=10116 GN=Rpl30 PE=3 SV=2;tr|A0A0G2K5E6|A0A0G2K5E6_RAT 60S ribosomal protein L30-like OS=Rattus norvegicus OX=10116 GN=LOC108351936 PE=4 SV=1Lactadherin (MFGM) (Milk fat globule-EGF factor 8) (MFG-E8) (O-acetyl GD3 ganglioside synthase) (AGS) (SED1)Mfge8 3 34.8 12.784 115 0 38.194 20.79959714 19.05155804 10.70523826 14.97039441 15.26482675 14.2048219
tr|D3ZDQ9|D3ZDQ9_RAT Sarcoglycan, alpha OS=Rattus norvegicus OX=10116 GN=Sgca PE=1 SV=1Calcium uptake protein 1, mitochondrial (Calcium-binding atopy-related autoantigen 1 homolog)Micu1 13 44.4 43.156 387 0 105.29 29.91158136 27.96235641 35.21331832 27.99456375 35.85801614 35.22744504
sp|P62268|RS23_RAT 40S ribosomal protein S23 OS=Rattus norvegicus OX=10116 GN=Rps23 PE=1 SV=3;tr|F1LTW8|F1LTW8_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=2;tr|D4A9Q3|D4A9Q3_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PEMetalloreductase STEAP4 (EC 1.16.1.9) (Six-transmembrane epithelial antigen of prostate 4)Steap4 2 15.4 15.807 143 0 2.2508 2.338957918 0.941923945 2.05608212 1.081752167 1.50463279 1.860716182
tr|D3ZC84|D3ZC84_RAT Ubiquitin specific peptidase 9, X chromosome (Predicted) OS=Rattus norvegicus OX=10116 GN=Usp9x PE=1 SV=1;tr|A0A0G2K2C7|A0A0G2K2C7_RAT Ubiquitin-specific peptidase 9, X-linked OS=Rattus norvegicus OX=10116 GN=Usp9x PE=1 SV=1Peroxiredoxin-like 2A (Peroxiredoxin-like 2 activated in M-CSF stimulated monocytes) (Protein PAMM) (Redox-regulatory protein FAM213A) (Sperm head protein 1)Prxl2a 4 2.3 289.44 2547 0 9.0791 3.203188993 2.916901216 3.3016674 2.502748202 3.207550014 3.22201803
tr|G3V9X2|G3V9X2_RAT G-protein signalling modulator 1 (AGS3-like, C. elegans), isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Gpsm1 PE=1 SV=1;sp|Q9R080|GPSM1_RAT G-protein-signaling modulator 1 OS=Rattus norvegicus OX=10116 GN=Gpsm1 PE=1 SV=2C-type mannose receptor 2 (Endocytic receptor 180) (Macrophage mannose receptor 2) (CD antigen CD280)Mrc2 2 5.5 74.439 673 0 7.7696 1.50347341 1.345252315 1.102929041 1.850346131 1.121540198 1.423561826
tr|A0A140UHX9|A0A140UHX9_RAT CCZ1 homolog B, vacuolar protein-trafficking and biogenesis-associated OS=Rattus norvegicus OX=10116 GN=Ccz1b PE=1 SV=1Mitochondrial ribosomal protein S17 (RCG21895, isoform CRA_a)Mrps17 2 5.4 55.596 480 0.00047348 2.1328 2.807355532 3.070194535 3.935898715 2.874588301 3.790431673 4.027240238
tr|A0A0G2K5A4|A0A0G2K5A4_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|D3ZLD5|D3ZLD5_RAT Golgin A3 OS=Rattus norvegicus OX=10116 GN=Golga3 PE=1 SV=1Collagen type VI alpha 6 chainCol6a6 2 2.1 162.36 1446 0 2.717 0.850515654 0.678476322 0.608788771 0.690293562 0.789474283 0.806659371
sp|P18614|ITA1_RAT Integrin alpha-1 OS=Rattus norvegicus OX=10116 GN=Itga1 PE=1 SV=14F2 cell-surface antigen heavy chain (4F2hc) (Solute carrier family 3 member 2) (CD antigen CD98)Slc3a2 7 8.1 130.81 1180 0 12.652 9.209268032 7.16240794 8.225375498 7.26839537 8.52014672 7.533303379
tr|A0A0G2JW85|A0A0G2JW85_RAT Ras GTPase-activating protein 3 OS=Rattus norvegicus OX=10116 GN=Rasa3 PE=1 SV=1;sp|Q9QYJ2|RASA3_RAT Ras GTPase-activating protein 3 OS=Rattus norvegicus OX=10116 GN=Rasa3 PE=1 SV=2Tafazzin family protein Taz 3 5.5 95.991 834 0 20.379 4.48821241 4.065863887 4.980351786 4.138766514 4.68863203 4.124248778
sp|P62815|VATB2_RAT V-type proton ATPase subunit B, brain isoform OS=Rattus norvegicus OX=10116 GN=Atp6v1b2 PE=1 SV=1Dynactin subunit 4 (Dynactin subunit p62)Dctn4 2 5.1 56.55 511 0 3.6972 2.593091931 2.082848586 2.46996844 1.801950927 2.232940479 5.176355153
tr|Q3KRE3|Q3KRE3_RAT Guanine nucleotide-binding protein subunit gamma OS=Rattus norvegicus OX=10116 GN=Gng10 PE=1 SV=1Calcineurin B homologous protein 1 (Calcineurin B-like protein) (Calcium-binding protein CHP) (Calcium-binding protein p22) (EF-hand calcium-binding domain-containing protein p22)Chp1 2 48.5 7.2293 68 0 10.596 3.015120255 2.68945826 3.026353947 3.032143988 2.602556795 2.799389291
tr|D4A978|D4A978_RAT Phosphoinositide phospholipase C OS=Rattus norvegicus OX=10116 GN=Plcd3 PE=1 SV=1Tubulin alpha-8 chain (Alpha-tubulin 8)Tuba8 5 10.4 89.47 788 0 26.523 4.826712217 4.253164256 4.256391006 4.295193703 4.288792221 4.381141763
sp|Q6PDU7|ATP5L_RAT ATP synthase subunit g, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5mg PE=1 SV=2Ephrin B3 (Ephrin B3 (Predicted))Efnb3 8 65 11.433 103 0 134.46 177.5788332 191.0197408 178.2705651 194.106001 170.1085497 164.0265559
tr|A0A0G2K2L1|A0A0G2K2L1_RAT Podocalyxin OS=Rattus norvegicus OX=10116 GN=Podxl PE=1 SV=1;sp|Q9WTQ2|PODXL_RAT Podocalyxin OS=Rattus norvegicus OX=10116 GN=Podxl PE=1 SV=2Cytoplasmic dynein 1 light intermediate chain 1 (Dynein light chain A) (DLC-A) (Dynein light intermediate chain 1, cytosolic)Dync1li1 4 11.6 49.749 466 0 69.988 16.58210483 7.043026548 15.05193459 12.08360964 18.99108256 14.037495
tr|F1LQN3|F1LQN3_RAT Reticulon OS=Rattus norvegicus OX=10116 GN=Rtn4 PE=1 SV=1;sp|Q9JK11|RTN4_RAT Reticulon-4 OS=Rattus norvegicus OX=10116 GN=Rtn4 PE=1 SV=1Ataxin-10 (Neuronal beta-catenin-like protein) (Spinocerebellar ataxia type 10 protein homolog)Atxn10 7 8.3 126.4 1163 0 46.315 14.60572845 15.05394606 15.43776082 12.50592833 14.63549773 15.98741798
sp|Q9WUH4|FHL1_RAT Four and a half LIM domains protein 1 OS=Rattus norvegicus OX=10116 GN=Fhl1 PE=2 SV=1;tr|Q6P792|Q6P792_RAT Four and a half LIM domains 1 OS=Rattus norvegicus OX=10116 GN=Fhl1 PE=1 SV=1;tr|A0A0G2K338|A0A0G2K338_RAT Four and a half LIM domUbiquitin thioesterase OTUB1 (EC 3.4.19.12) (Deubiquitinating enzyme OTUB1) (OTU domain-containing ubiquitin aldehyde-binding protein 1) (Otubain-1) (Ubiquitin-specific-processing protease OTUB1)Otub1 7 31.1 31.904 280 0 40.666 19.83672666 21.63133761 19.23163151 19.5520964 22.73761821 20.51243008
sp|P62744|AP2S1_RAT AP-2 complex subunit sigma OS=Rattus norvegicus OX=10116 GN=Ap2s1 PE=1 SV=1Protein transport protein Sec61 subunit alpha isoform 1 (Sec61 alpha-1)Sec61a1 2 14.1 17.018 142 0 2.7344 5.006129077 4.446505037 4.471134452 4.303614034 4.686276953 4.550727062
tr|M0RBJ0|M0RBJ0_RAT Guanine nucleotide-binding protein subunit gamma OS=Rattus norvegicus OX=10116 GN=Gng2 PE=1 SV=260S ribosomal protein L38 Rpl38 2 68.2 4.8827 44 0 9.0938 4.789632733 4.061297906 4.199119107 3.734113164 4.149253884 4.583627842
tr|G3V996|G3V996_RAT LETM1 domain-containing 1 OS=Rattus norvegicus OX=10116 GN=Letmd1 PE=1 SV=1;tr|B0K026|B0K026_RAT LETM1 domain-containing 1 OS=Rattus norvegicus OX=10116 GN=Letmd1 PE=1 SV=1Protein disulfide isomerase Creld1 (EC 5.3.4.1) (Cysteine-rich with EGF-like domain protein 1)Creld1 2 5.3 41.967 360 0.0017873 1.6932 1.872354473 1.316334432 1.828565051 1.41092636 2.193754608 1.923951379
tr|G3V8Z9|G3V8Z9_RAT COP9 (Constitutive photomorphogenic) homolog, subunit 7a (Arabidopsis thaliana) (Predicted) OS=Rattus norvegicus OX=10116 GN=Cops7a PE=1 SV=1;tr|F1MAA2|F1MAA2_RAT COP9 signalosome subunit 7A OS=Rattus norvegicus OX=10116 GN=Cops7a PE=1FAST kinase domain-containing protein 2, mitochondrialFastkd2 2 9.5 30.219 275 0 6.8004 4.559181745 3.752095342 4.202626618 4.122186274 4.136628053 3.78600207
tr|D3ZEA3|D3ZEA3_RAT Growth factor receptor-bound protein 10 OS=Rattus norvegicus OX=10116 GN=Grb10 PE=4 SV=2;sp|P0CE43|GRB10_RAT Growth factor receptor-bound protein 10 OS=Rattus norvegicus OX=10116 GN=Grb10 PE=3 SV=1;tr|A0A0G2JYJ1|A0A0G2JYJ1_RAT Growth fS-phase kinase-associated protein 1 (Cyclin-A/CDK2-associated protein p19) (S-phase kinase-associated protein 1A) (p19A) (p19skp1)Skp1 2 6.9 50.162 434 0 7.3511 1.180124359 1.234194327 1.494461522 1.073548854 1.449942659 1.116008826
sp|Q6AY94|TIDC1_RAT Complex I assembly factor TIMMDC1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Timmdc1 PE=2 SV=1Dedicator of cytokinesis protein 9 (Cdc42 guanine nucleotide exchange factor zizimin-1) (Protein TRG) (Fragment)Dock9 3 16.1 32.05 285 0 28.75 8.247992371 9.36692091 9.761874803 8.990222937 8.48089543 9.017174747
sp|P07150|ANXA1_RAT Annexin A1 OS=Rattus norvegicus OX=10116 GN=Anxa1 PE=1 SV=2Calpain-1 catalytic subunit (EC 3.4.22.52) (Calcium-activated neutral proteinase 1) (CANP 1) (Calpain mu-type) (Calpain-1 large subunit) (Micromolar-calpain) (muCANP)Capn1 13 40.8 38.829 346 0 52.714 39.84409869 44.15494412 37.05711749 39.578596 42.45746639 43.19857003
tr|M0R8T0|M0R8T0_RAT Similar to hepatic multiple inositol polyphosphate phosphatase OS=Rattus norvegicus OX=10116 GN=RGD1564801 PE=3 SV=1;tr|G3V7H2|G3V7H2_RAT Multiple inositol polyphosphate phosphatase 1 OS=Rattus norvegicus OX=10116 GN=Minpp1 PE=3 SV=1;sWiskott-Aldrich syndrome protein family member (WASP family protein member)Wasf2 3 8.3 54.619 481 0 10.18 2.725501573 3.391097426 3.287846759 2.765992068 2.981135489 3.225918903
tr|D3ZTR1|D3ZTR1_RAT Mitochondrial ribosomal protein S17 OS=Rattus norvegicus OX=10116 GN=Mrps17 PE=1 SV=1OX-2 membrane glycoprotein (MRC OX-2 antigen) (CD antigen CD200)Cd200 2 14.2 13.999 127 0 6.073 11.84470234 13.24705398 12.92125242 14.04328987 10.17262604 11.62306023
sp|P08753|GNAI3_RAT Guanine nucleotide-binding protein G(k) subunit alpha OS=Rattus norvegicus OX=10116 GN=Gnai3 PE=1 SV=3NAD-dependent protein deacetylase sirtuin-2 (EC 2.3.1.286) (Regulatory protein SIR2 homolog 2) (SIR2-like protein 2)Sirt2 4 16.4 40.522 354 0 19.292 14.83976778 13.84205846 13.79551267 13.54675074 14.86053846 12.89392343
sp|Q920J3|CORO6_RAT Coronin-6 OS=Rattus norvegicus OX=10116 GN=Coro6 PE=2 SV=2Glucan (1,4-alpha-), branching enzyme 1Gbe1 2 5.7 52.948 472 0 2.9195 1.230002246 0.615836762 0.996342582 1.098549426 1.034271496 1.043894012
sp|P70566|TMOD2_RAT Tropomodulin-2 OS=Rattus norvegicus OX=10116 GN=Tmod2 PE=1 SV=1IST1 homolog Ist1 4 14.5 39.491 351 0 9.8027 5.283228448 3.564890099 5.378532832 4.279915575 5.946766718 5.315452054
sp|P62982|RS27A_RAT Ubiquitin-40S ribosomal protein S27a OS=Rattus norvegicus OX=10116 GN=Rps27a PE=1 SV=2;sp|P62986|RL40_RAT Ubiquitin-60S ribosomal protein L40 OS=Rattus norvegicus OX=10116 GN=Uba52 PE=1 SV=2;tr|F1LU69|F1LU69_RAT Uncharacterized protein BCL2-like 13 Bcl2l13 7 50.6 17.951 156 0 121.04 33.91656436 31.6408253 33.34857879 27.58483216 36.87854968 42.61035952
sp|Q5U204|LTOR3_RAT Ragulator complex protein LAMTOR3 OS=Rattus norvegicus OX=10116 GN=Lamtor3 PE=2 SV=128S ribosomal protein L42, mitochondrial (L42mt) (MRP-L42) (28S ribosomal protein S32, mitochondrial) (MRP-S32) (S32mt)Mrpl42 2 31.5 13.58 124 0 6.9495 2.327236016 1.695120652 1.928031786 1.734284449 2.087318193 1.750875825
tr|F1LQ81|F1LQ81_RAT N-ethylmaleimide sensitive fusion protein, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Nsf PE=1 SV=3;tr|A0A0G2K6U1|A0A0G2K6U1_RAT Vesicle-fusing ATPase OS=Rattus norvegicus OX=10116 GN=Nsf PE=1 SV=1;sp|Q9QUL6|NSF_RAT Vesicle-fusing E3 UFM1-protein ligase 1 (EC 2.3.2.-) (E3 UFM1-protein transferase 1) (Multiple alpha-helix protein located at ER) (Regulator of C53/LZAP and DDRGK1)Ufl1 12 19.1 82.629 744 0 36.097 23.23209105 21.03395503 24.20601529 20.27954358 23.45526263 22.48545033
tr|G3V7V6|G3V7V6_RAT All-trans-13,14-dihydroretinol saturase, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Retsat PE=1 SV=1;sp|Q8VHE9|RETST_RAT All-trans-retinol 13,14-reductase OS=Rattus norvegicus OX=10116 GN=Retsat PE=2 SV=1LUC7-like 2 (S. cerevisiae) (LUC7-like 2 (S. cerevisiae) (Predicted)) (LUC7-like 2 pre-mRNA-splicing factor)Luc7l2 7 14.3 67.477 609 0 37.624 11.61106172 16.2953223 25.87182135 13.99554572 13.86813501 18.02408404
tr|A0A140TAJ5|A0A140TAJ5_RAT Phosphatidylinositol 4-kinase alpha OS=Rattus norvegicus OX=10116 GN=Pi4ka PE=1 SV=1;sp|O08662|PI4KA_RAT Phosphatidylinositol 4-kinase alpha OS=Rattus norvegicus OX=10116 GN=Pi4ka PE=1 SV=2Immunoglobulin heavy constant muIghm 5 2.7 231.7 2044 0 7.3225 8.015547862 7.645640988 7.405560195 6.897293134 8.372300194 6.855783419
tr|D4A9D8|D4A9D8_RAT Oxysterol-binding protein OS=Rattus norvegicus OX=10116 GN=Osbp PE=1 SV=2Lactoylglutathione lyase (EC 4.4.1.5) (Aldoketomutase) (Glyoxalase I) (Glx I) (Ketone-aldehyde mutase) (Methylglyoxalase) (S-D-lactoylglutathione methylglyoxal lyase)Glo1 3 6.2 77.806 682 0 4.216 2.386403709 1.941255595 1.99074818 1.898828142 2.217370801 1.902239944
tr|D4A899|D4A899_RAT Vacuolar protein sorting 13 homolog A OS=Rattus norvegicus OX=10116 GN=Vps13a PE=1 SV=2Insulin-degrading enzyme (EC 3.4.24.56) (Insulin protease) (Insulinase) (Insulysin)Ide 2 1.1 266.49 2335 0 2.4709 0.588128465 0.524136633 0.624127588 0.638903498 0.50219409 0.715707449
sp|A6ZIQ8|TM38A_RAT Trimeric intracellular cation channel type A OS=Rattus norvegicus OX=10116 GN=Tmem38a PE=2 SV=1;tr|G3V9T4|G3V9T4_RAT Transmembrane protein 38a (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tmem38a PE=4 SV=1;tr|B1WBL7|B1WBLMitochondrial ribosomal protein L35 (Mitochondrial ribosomal protein L35 (Predicted), isoform CRA_a)Mrpl35 4 17.2 33.276 297 0 30.978 14.14881352 17.13337016 19.01961031 15.3237011 29.28407922 14.60158169
sp|Q9WV97|TIM9_RAT Mitochondrial import inner membrane translocase subunit Tim9 OS=Rattus norvegicus OX=10116 GN=Timm9 PE=1 SV=326S proteasome regulatory subunit 6A (26S proteasome AAA-ATPase subunit RPT5) (Proteasome 26S subunit ATPase 3) (Spermatogenic cell/sperm-associated Tat-binding protein homolog SATA) (Tat-binding protein 1) (TBP-1)Psmc3 3 38.2 10.376 89 0 26.814 24.24200861 31.93856535 27.4276905 28.69596868 24.4411242 26.0634743
sp|P56499|UCP3_RAT Mitochondrial uncoupling protein 3 OS=Rattus norvegicus OX=10116 GN=Ucp3 PE=2 SV=1LYR motif-containing protein 1Lyrm1 3 13 34.014 308 0 11.649 2.940881545 2.677757932 2.921338015 2.920292472 2.369142456 4.309540222
tr|Q5XI38|Q5XI38_RAT Lymphocyte cytosolic protein 1 OS=Rattus norvegicus OX=10116 GN=Lcp1 PE=1 SV=1;tr|A0A0G2K014|A0A0G2K014_RAT Lymphocyte cytosolic protein 1 OS=Rattus norvegicus OX=10116 GN=Lcp1 PE=1 SV=1Transforming growth factor, beta-inducedTgfbi 5 11.8 70.121 627 0 8.1697 6.85252791 7.148139248 4.791836147 7.09651644 6.311084109 6.76288106
sp|Q9QUR2|DCTN4_RAT Dynactin subunit 4 OS=Rattus norvegicus OX=10116 GN=Dctn4 PE=1 SV=1Taxilin beta Txlnb 2 6.6 53.088 467 0 6.0264 0.230116077 0.166701133 0.307975188 0.147616223 0.249886797 0.221081949
sp|Q99J82|ILK_RAT Integrin-linked protein kinase OS=Rattus norvegicus OX=10116 GN=Ilk PE=2 SV=1Leucyl-tRNA synthetase 2, mitochondrialLars2 8 19.5 51.373 452 0 17.728 22.84375322 22.40898135 25.53834603 20.11026888 26.48938736 29.27758793
tr|M0RC65|M0RC65_RAT Cofilin 2 OS=Rattus norvegicus OX=10116 GN=Cfl2 PE=1 SV=1Coxsackievirus and adenovirus receptor homolog (CAR) (rCAR)Cxadr 5 32.5 18.709 166 0 88.458 14.22297249 10.49462323 10.66073998 9.756299482 12.03967907 11.19961026
tr|D3ZT71|D3ZT71_RAT BCL2-like 13 OS=Rattus norvegicus OX=10116 GN=Bcl2l13 PE=1 SV=3Vesicle transport through interaction with t-SNAREs homolog 1B (Vesicle transport v-SNARE protein Vti1-like 1) (Vti1-rp1)Vti1b 2 5.8 46.734 434 0 5.7086 3.641803409 2.86648517 2.936676832 2.994252496 3.106347104 2.888493432
sp|Q5I0K8|RT07_RAT 28S ribosomal protein S7, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps7 PE=2 SV=240S ribosomal protein S9 Rps9 7 36 28.197 242 0 51.261 32.14910895 36.15686643 29.14375343 33.373593 30.34059312 29.84013481
sp|Q6MG61|CLIC1_RAT Chloride intracellular channel protein 1 OS=Rattus norvegicus OX=10116 GN=Clic1 PE=1 SV=1Mitochondrial 2-oxodicarboxylate carrier (Solute carrier family 25 member 21)Slc25a21 7 48.5 26.98 241 0 143.94 12.38574385 13.24087088 11.40988155 13.17130813 10.59065228 11.75959077
sp|Q6AYH5|DCTN2_RAT Dynactin subunit 2 OS=Rattus norvegicus OX=10116 GN=Dctn2 PE=1 SV=1;tr|A0A0G2JUC7|A0A0G2JUC7_RAT Dynactin subunit 2 OS=Rattus norvegicus OX=10116 GN=Dctn2 PE=1 SV=1DnaJ heat shock protein family (Hsp40) member C13Dnajc13 4 15.9 44.147 402 0 7.3861 5.951855277 5.660390258 9.676542814 6.435911056 6.109921247 6.441572352
tr|D3ZZ20|D3ZZ20_RAT AFG3(ATPase family gene 3)-like 1 (S. cerevisiae) OS=Rattus norvegicus OX=10116 GN=Afg3l1 PE=1 SV=2Mitochondrial ribosomal protein L58Mrpl58 5 6.7 87.202 789 0 4.6124 8.635931491 7.839219581 7.472569364 8.09784142 7.529705832 7.674453371
tr|Q0D2L2|Q0D2L2_RAT Mitochondrial ribosomal protein S22 OS=Rattus norvegicus OX=10116 GN=Mrps22 PE=1 SV=1Dimethylaniline monooxygenase [N-oxide-forming] 1 (EC 1.14.13.8) (Dimethylaniline oxidase 1) (Hepatic flavin-containing monooxygenase 1) (FMO 1)Fmo1 8 24.5 41.235 359 0 64.273 17.5055036 18.34668463 20.54406891 19.38585995 18.2093277 20.69515516
tr|Q4V8H5|Q4V8H5_RAT Aspartyl aminopeptidase OS=Rattus norvegicus OX=10116 GN=Dnpep PE=1 SV=1Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase (EC 4.2.1.134)Hacd3 8 18.5 52.555 475 0 13.357 24.69214558 23.28507906 24.50075093 22.12811016 22.2737988 36.53115769
tr|A0A0A0MY48|A0A0A0MY48_RAT Dynamin-2 OS=Rattus norvegicus OX=10116 GN=Dnm2 PE=1 SV=2;tr|A0A0A0MY49|A0A0A0MY49_RAT Dynamin-2 OS=Rattus norvegicus OX=10116 GN=Dnm2 PE=1 SV=2;sp|P39052|DYN2_RAT Dynamin-2 OS=Rattus norvegicus OX=10116 GN=Dnm2 PE=1 SV=1Mitochondrial import inner membrane translocase subunit TIM16 (Mitochondria-associated granulocyte macrophage CSF-signaling molecule) (Presequence translocated-associated motor subunit PAM16)Magmas-ps1 9 12.9 97.253 860 0 40.361 20.25895434 20.85987698 22.23186235 18.51301013 20.75215711 30.77993711
tr|D3ZYU4|D3ZYU4_RAT Cytochrome c oxidase assembly factor COX20 OS=Rattus norvegicus OX=10116 GN=Cox20 PE=1 SV=1Ubiquitin-specific peptidase 24Usp24 4 35.9 13.078 117 0 66.264 21.42516392 23.77401958 19.13687636 18.74999472 21.99118951 20.89943769
tr|G3V6N2|G3V6N2_RAT Transmembrane emp24 protein transport domain containing 4 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tmed4 PE=1 SV=3;tr|A0A0G2K8M5|A0A0G2K8M5_RAT Transmembrane emp24 protein transport domain containing 4 (Predicted), iPlexin D1 (Plexin D1 (Predicted))Plxnd1 2 8.4 26.117 227 0 23.023 10.37507891 9.937668604 10.0539929 11.2046833 9.516475302 10.5220903
sp|P62804|H4_RAT Histone H4 OS=Rattus norvegicus OX=10116 GN=Hist1h4b PE=1 SV=2ERO1-like protein alpha (ERO1-L) (ERO1-L-alpha) (EC 1.8.4.-) (Endoplasmic reticulum oxidoreductase alpha) (Endoplasmic reticulum oxidoreductin-1-like protein) (Global ischemia-induced protein 11) (Oxidoreductin-1-L-alpha)Ero1a 6 51.5 11.367 103 0 51.151 68.04683414 55.72875612 67.70543617 42.32084621 60.8323037 72.19180488
sp|P62278|RS13_RAT 40S ribosomal protein S13 OS=Rattus norvegicus OX=10116 GN=Rps13 PE=1 SV=2;tr|M0RCY2|M0RCY2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1Mitochondrial ribosomal protein L53 (Mitochondrial ribosomal protein L53 (Predicted))Mrpl53 4 27.2 17.222 151 0 4.4431 29.97497532 20.8356202 25.62996013 17.79033736 24.33710828 27.88661892
tr|B1WC67|B1WC67_RAT RCG29001 OS=Rattus norvegicus OX=10116 GN=Slc25a24 PE=1 SV=1Epoxide hydrolase 1 (EC 3.3.2.9) (Epoxide hydratase) (Microsomal epoxide hydrolase) (mEH)Ephx1 6 18.9 52.89 475 0 19.284 8.568151789 10.21448124 8.114915071 9.297955668 8.846586617 9.93490633
tr|D3ZRH1|D3ZRH1_RAT OXA1L, mitochondrial inner membrane protein OS=Rattus norvegicus OX=10116 GN=Oxa1l PE=1 SV=1Leucine-rich repeat-containing protein 57Lrrc57 3 6.7 48.023 433 0 4.6764 24.82730628 29.65319646 19.55934823 22.95495198 19.75713691 25.75910359
sp|P27615|SCRB2_RAT Lysosome membrane protein 2 OS=Rattus norvegicus OX=10116 GN=Scarb2 PE=1 SV=2Proteasome subunit beta type-1 (EC 3.4.25.1) (Macropain subunit C5) (Multicatalytic endopeptidase complex subunit C5) (Proteasome component C5) (Proteasome gamma chain)Psmb1 4 8.6 54.09 478 0 6.6928 22.01444863 18.9312254 23.78930202 18.97526029 20.7698202 22.22111489



tr|D3ZFD0|D3ZFD0_RAT Myosin XVIIIa OS=Rattus norvegicus OX=10116 GN=Myo18a PE=1 SV=2;tr|A0A0G2JY08|A0A0G2JY08_RAT Myosin XVIIIa OS=Rattus norvegicus OX=10116 GN=Myo18a PE=1 SV=1Prostaglandin reductase 2 (PRG-2) (EC 1.3.1.48) (15-oxoprostaglandin 13-reductase) (Zinc-binding alcohol dehydrogenase domain-containing protein 1)Ptgr2 6 3.9 232.66 2044 0 13.272 7.576175909 6.137915829 7.253219038 6.703712319 7.405410079 7.715001914
tr|D3ZUX5|D3ZUX5_RAT MICOS complex subunit OS=Rattus norvegicus OX=10116 GN=Chchd3 PE=1 SV=1Elongation factor Ts, mitochondrial (EF-Ts) (EF-TsMt) (2A3-2)Tsfm 12 47.1 26.434 227 0 323.31 117.5858225 123.1625962 114.92596 125.9751028 111.8858026 107.9207173
sp|B1PRL5|CAVN4_RAT Caveolae-associated protein 4 OS=Rattus norvegicus OX=10116 GN=Cavin4 PE=1 SV=1Carboxypeptidase D (EC 3.4.17.22) (Metallocarboxypeptidase D) (gp180)Cpd 4 15.2 41.093 362 0 87.56 13.74851457 10.20163941 12.80293936 11.70903511 14.78007331 12.49870345
sp|Q6AYT3|RTCB_RAT tRNA-splicing ligase RtcB homolog OS=Rattus norvegicus OX=10116 GN=Rtcb PE=2 SV=1BCL2-interacting protein 3 (BCL2/adenovirus E1B 19 kDa-interacting protein 3) (RCG47375, isoform CRA_b) (RDCR-0202-2 protein)Bnip3 6 16 55.249 505 0 12.123 8.248789779 7.043502171 7.090931206 6.135556966 6.96906657 8.150770434
tr|F1M6D0|F1M6D0_RAT Mitochondrial ribosomal protein S6 OS=Rattus norvegicus OX=10116 GN=Mrps6 PE=1 SV=2Acid phosphatase 6, lysophosphatidicAcp6 3 25.6 14.341 125 0 9.6575 5.521254815 5.65610965 6.103069472 6.291810539 5.103321911 6.745943061
sp|Q704E8|ABCB7_RAT ATP-binding cassette sub-family B member 7, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb7 PE=1 SV=1;tr|F1LNV4|F1LNV4_RAT ATP-binding cassette sub-family B member 7, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb7 PE=1 SV=2;tTricarboxylate transport protein, mitochondrial (Citrate transport protein) (CTP) (Solute carrier family 25 member 1) (Tricarboxylate carrier protein)Slc25a1 11 17.4 82.557 752 0 112.64 46.30549785 58.2590709 53.47645794 61.03438176 47.46920196 58.0562748
tr|F7FDM3|F7FDM3_RAT Mitochondrial translational initiation factor 2 OS=Rattus norvegicus OX=10116 GN=Mtif2 PE=1 SV=2Serine/threonine-protein kinase PAK 2 (EC 2.7.11.1) (Gamma-PAK) (p21-activated kinase 2) (PAK-2) [Cleaved into: PAK-2p27; PAK-2p34]Pak2 5 9.5 79.21 727 0 26.17 13.24255903 12.79949267 13.17724839 14.13356971 12.14565756 14.06161882
tr|D3ZGM1|D3ZGM1_RAT Pentatricopeptide repeat domain 3 OS=Rattus norvegicus OX=10116 GN=Ptcd3 PE=1 SV=1;tr|A0A0G2JU15|A0A0G2JU15_RAT Pentatricopeptide repeat domain 3 OS=Rattus norvegicus OX=10116 GN=Ptcd3 PE=1 SV=1Ankyrin 2 Ank2 9 19.1 77.89 687 0 55.061 16.60841931 16.32243281 16.63921428 18.09676798 15.19286605 17.86650932
tr|Q6P136|Q6P136_RAT Hyou1 protein OS=Rattus norvegicus OX=10116 GN=Hyou1 PE=1 SV=1;sp|Q63617|HYOU1_RAT Hypoxia up-regulated protein 1 OS=Rattus norvegicus OX=10116 GN=Hyou1 PE=1 SV=1Peroxisomal membrane protein PEX14 (PTS1 receptor-docking protein) (Peroxin-14) (Peroxisomal membrane anchor protein PEX14)Pex14 11 14.9 111.22 998 0 78.46 21.66119677 20.89174373 20.34147087 21.43582003 19.72377331 23.75836662
tr|A0A0G2KAK2|A0A0G2KAK2_RAT Erythrocyte membrane protein band 4.1 OS=Rattus norvegicus OX=10116 GN=Epb41 PE=1 SV=1;tr|D3ZIP3|D3ZIP3_RAT Erythrocyte membrane protein band 4.1 OS=Rattus norvegicus OX=10116 GN=Epb41 PE=1 SV=1;tr|A0A0G2K161|A0A0G2K161_RAT EryMIA SH3 domain ER export factor 2Mia2 9 19.7 72.372 638 0 132.04 37.91038365 25.08531241 32.14607831 29.26586018 37.71394797 35.20126813
sp|D3ZUI5|COBL_RAT Protein cordon-bleu OS=Rattus norvegicus OX=10116 GN=Cobl PE=1 SV=1;tr|A0A0G2K2Q1|A0A0G2K2Q1_RAT Protein cordon-bleu OS=Rattus norvegicus OX=10116 GN=Cobl PE=1 SV=1Mitochondrial pyruvate carrier 1 (Apoptosis-regulating basic protein) (Brain protein 44-like protein)Mpc1 2 2.1 122.27 1133 0.0013569 1.7804 0.49216038 0.550153215 0.640042266 0.480696756 0.680224859 0.636252836
tr|D3ZIQ3|D3ZIQ3_RAT Fat storage-inducing transmembrane protein 1 OS=Rattus norvegicus OX=10116 GN=Fitm1 PE=4 SV=1Immunity-related GTPase family M protein (EC 3.6.5.-)Irgm 2 7.9 32.262 292 0 2.2106 1.149264659 0.957571944 1.392534294 1.223725899 1.242237915 1.241350019
tr|A0A0G2K1I6|A0A0G2K1I6_RAT Secretory carrier-associated membrane protein OS=Rattus norvegicus OX=10116 GN=Scamp1 PE=1 SV=1;tr|A0A0G2JY82|A0A0G2JY82_RAT Secretory carrier-associated membrane protein OS=Rattus norvegicus OX=10116 GN=Scamp1 PE=1 SV=1;sp|P56Mitochondrial import receptor subunit TOM34 (Translocase of outer membrane 34 kDa subunit)Tomm34 4 15.8 33.955 304 0 33.142 2.638703684 2.827959701 2.936833885 2.506697945 2.966416255 3.338530933
sp|P0C2C0|RM22_RAT 39S ribosomal protein L22, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl22 PE=1 SV=1;tr|A0A0H2UHT3|A0A0H2UHT3_RAT 39S ribosomal protein L22, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl22 PE=1 SV=1Vesicle transport protein SEC20Bnip1 6 31.1 24.039 206 0 6.2378 9.410214915 12.4560928 12.19095718 12.68258167 11.8996828 11.15803517
sp|Q9NQR8|NDUF4_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 4 OS=Rattus norvegicus OX=10116 GN=Ndufaf4 PE=1 SV=1Cytochrome c oxidase assembly factor COX18Cox18 9 58.6 20.158 174 0 65.717 30.70460388 29.88720301 30.92368449 31.45775058 29.99452757 30.87335275
tr|F1LN92|F1LN92_RAT AFG3-like matrix AAA peptidase subunit 2 OS=Rattus norvegicus OX=10116 GN=Afg3l2 PE=1 SV=1Transmembrane emp24 domain-containing protein 5 (p24 family protein gamma-2) (p24gamma2)Tmed5 27 37.2 89.35 802 0 323.31 134.2755774 143.0626658 134.1020995 143.1803574 136.7842044 137.0078811
sp|Q4V7C6|GUAA_RAT GMP synthase [glutamine-hydrolyzing] OS=Rattus norvegicus OX=10116 GN=Gmps PE=1 SV=1;tr|A0A0G2K2C2|A0A0G2K2C2_RAT GMP synthase [glutamine-hydrolyzing] OS=Rattus norvegicus OX=10116 GN=Gmps PE=1 SV=1;tr|A0A096MJK6|A0A096MJK6_RAT GMP synthCoiled-coil domain containing 58 (Predicted), isoform CRA_c (Coiled-coil domain-containing 58)Ccdc58 2 3.2 76.757 693 0.0026362 1.5957 3.486627761 3.437946299 3.596507744 3.14659973 4.35630444 3.596399136
sp|Q5EB94|MYZAP_RAT Myocardial zonula adherens protein OS=Rattus norvegicus OX=10116 GN=Myzap PE=1 SV=1;tr|H8Y6S5|H8Y6S5_RAT DNA-directed RNA polymerase II subunit GRINL1A OS=Rattus norvegicus OX=10116 GN=Polr2m PE=2 SV=1Isoleucyl-tRNA synthetase Iars 5 12.4 53.955 466 0 7.062 3.915673277 4.094924457 4.270316349 3.77078935 3.822552312 4.358044491
tr|Q6AXM6|Q6AXM6_RAT Intercellular adhesion molecule 2 OS=Rattus norvegicus OX=10116 GN=Icam2 PE=1 SV=1Polypeptide N-acetylgalactosaminyltransferase (EC 2.4.1.-) (Protein-UDP acetylgalactosaminyltransferase)Galnt2 5 23.1 31.091 277 0 22.463 17.25750963 12.10841233 19.23529607 13.5198404 16.80609408 14.64572315
sp|P70580|PGRC1_RAT Membrane-associated progesterone receptor component 1 OS=Rattus norvegicus OX=10116 GN=Pgrmc1 PE=1 SV=3;tr|A0A0H2UHK2|A0A0H2UHK2_RAT Membrane-associated progesterone receptor component 1 OS=Rattus norvegicus OX=10116 GN=Pgrmc1 PE=1 SV=1Sideroflexin-1 (Tricarboxylate carrier protein) (TCC)Sfxn1 3 21.5 21.598 195 0 10.444 6.328630681 5.639462843 6.026637139 5.375990986 6.321354864 5.784583299
tr|M0R6W5|M0R6W5_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=2Guanine nucleotide exchange factor DBS (DBL's big sister) (MCF2-transforming sequence-like protein) (OST oncogene)Mcf2l 2 4.1 49.66 434 0.0075251 1.2431 1.023951951 1.107631025 1.330184356 1.002062844 1.277171563 1.410678681
tr|A0A0G2K6B2|A0A0G2K6B2_RAT RCG60109 OS=Rattus norvegicus OX=10116 GN=Triobp PE=1 SV=1;tr|A0A0G2K1P8|A0A0G2K1P8_RAT TRIO and F-actin-binding protein OS=Rattus norvegicus OX=10116 GN=Triobp PE=1 SV=128S ribosomal protein S15, mitochondrial (MRP-S15) (S15mt)Mrps15 2 3.8 66.962 580 0 2.6224 2.956431006 2.840706399 3.738954579 2.744116568 3.22050294 3.084358293
tr|Q6P9V1|Q6P9V1_RAT Tetraspanin OS=Rattus norvegicus OX=10116 GN=Cd81 PE=1 SV=1;sp|Q62745|CD81_RAT CD81 antigen OS=Rattus norvegicus OX=10116 GN=Cd81 PE=1 SV=1ATP-binding cassette subfamily A member 9Abca9 2 15.3 25.904 236 0 236.25 21.70744645 16.69769942 20.21425815 16.21000608 21.4554094 17.73562478
sp|P97584|PTGR1_RAT Prostaglandin reductase 1 OS=Rattus norvegicus OX=10116 GN=Ptgr1 PE=2 SV=3GPRIN family member 3 (RCG52360)Gprin3 2 7.6 35.718 329 0 3.6875 3.38424054 3.246936071 3.796540583 3.518353022 3.687462455 3.496670251
tr|B0BMW0|B0BMW0_RAT RAB14, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab14 PE=1 SV=1;sp|P61107|RAB14_RAT Ras-related protein Rab-14 OS=Rattus norvegicus OX=10116 GN=Rab14 PE=1 SV=3Nucleoside-triphosphatase, cancer-related (Similar to RIKEN cDNA 2310079N02 (Predicted), isoform CRA_a)Ntpcr 8 57.2 23.897 215 0 156.6 23.72768028 25.22038936 26.33983852 24.87860708 26.25453381 25.4619187
sp|P12368|KAP2_RAT cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Rattus norvegicus OX=10116 GN=Prkar2a PE=1 SV=4;tr|A0A0G2K405|A0A0G2K405_RAT cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Rattus norvegicus OX=10116 GSerine/threonine-protein kinase MRCK alpha (EC 2.7.11.1) (CDC42-binding protein kinase alpha) (Myotonic dystrophy kinase-related CDC42-binding kinase alpha) (MRCK alpha) (Myotonic dystrophy protein kinase-like alpha)Cdc42bpa 3 12 45.48 401 0 20.289 6.29952528 5.410212519 5.543438209 5.563495274 6.547115201 5.752247119
sp|P61149|FGF1_RAT Fibroblast growth factor 1 OS=Rattus norvegicus OX=10116 GN=Fgf1 PE=1 SV=1Ras suppressor protein 1 Rsu1 2 15.5 17.417 155 0.00046041 1.9122 1.382386965 0.866204751 1.072199055 1.006142799 0.871444061 2.073519043
tr|G3V8V4|G3V8V4_RAT Ceramide synthase 2 OS=Rattus norvegicus OX=10116 GN=Cers2 PE=1 SV=1;tr|Q3T1K1|Q3T1K1_RAT Ceramide synthase 2 OS=Rattus norvegicus OX=10116 GN=Cers2 PE=1 SV=1OXA1L, mitochondrial inner membrane protein (RCG23545, isoform CRA_c)Oxa1l 2 6.6 44.951 380 0.00091366 1.8543 2.129957212 1.975928518 2.292341792 1.994446648 2.246874687 1.968708758
tr|D3Z9L0|D3Z9L0_RAT Acylglycerol kinase OS=Rattus norvegicus OX=10116 GN=Agk PE=1 SV=2Galectin-3 (Gal-3) (35 kDa lectin) (Carbohydrate-binding protein 35) (CBP 35) (Galactose-specific lectin 3) (IgE-binding protein) (Laminin-binding protein) (Lectin L-29) (Mac-2 antigen)Lgals3 11 32.4 54.258 490 0 133.41 69.58981913 79.33868574 73.86190357 79.32907093 66.9757848 69.5125214
sp|P26772|CH10_RAT 10 kDa heat shock protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspe1 PE=1 SV=3;tr|A0A0G2JTG1|A0A0G2JTG1_RAT 10 kDa heat shock protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspe1 PE=1 SV=1LYR motif-containing protein 9Lyrm9 9 72.5 10.902 102 0 40.608 136.7993746 162.0210017 177.5638277 162.7250751 136.80383 155.8193255
tr|D3ZEH2|D3ZEH2_RAT FAD-dependent oxidoreductase domain containing 1 OS=Rattus norvegicus OX=10116 GN=Foxred1 PE=1 SV=1Translocase of inner mitochondrial membrane 29Timm29 4 11.7 54.229 487 0 27.827 8.032293436 8.649205684 7.557377844 16.31591128 5.556412637 7.578471376
sp|A1L1I3|NUMBL_RAT Numb-like protein OS=Rattus norvegicus OX=10116 GN=Numbl PE=1 SV=1;tr|A0A0G2K9C5|A0A0G2K9C5_RAT Numb-like protein OS=Rattus norvegicus OX=10116 GN=Numbl PE=1 SV=128S ribosomal protein S10, mitochondrial (MRP-S10) (S10mt) (Liver regeneration-related protein LRRG099)Mrps10 2 2 65.512 614 0 2.3391 2.388756064 2.047509791 2.449551584 1.879687079 2.1985956 2.489680546
tr|G3V8C3|G3V8C3_RAT Vimentin OS=Rattus norvegicus OX=10116 GN=Vim PE=1 SV=1;sp|P31000|VIME_RAT Vimentin OS=Rattus norvegicus OX=10116 GN=Vim PE=1 SV=2Proteasome subunit alpha type-3 (EC 3.4.25.1) (Macropain subunit C8) (Multicatalytic endopeptidase complex subunit C8) (Proteasome component C8) (Proteasome subunit K)Psma3 14 31.3 53.7 466 0 97.314 85.23496926 55.17227712 87.30038302 66.66819114 99.58706505 81.96964977
tr|F1LST1|F1LST1_RAT Fibronectin OS=Rattus norvegicus OX=10116 GN=Fn1 PE=1 SV=3;tr|A0A096P6L8|A0A096P6L8_RAT Fibronectin OS=Rattus norvegicus OX=10116 GN=Fn1 PE=1 SV=2;sp|P04937|FINC_RAT Fibronectin OS=Rattus norvegicus OX=10116 GN=Fn1 PE=1 SV=2Retinoid-inducible serine carboxypeptidase (EC 3.4.16.-) (Serine carboxypeptidase 1)Scpep1 17 10.5 262.75 2387 0 194.25 34.3443739 33.44676613 37.29636116 30.83143418 34.95785322 36.33662734
tr|A0A0G2JT25|A0A0G2JT25_RAT L-xylulose reductase OS=Rattus norvegicus OX=10116 GN=Dcxr PE=1 SV=1;sp|Q920P0|DCXR_RAT L-xylulose reductase OS=Rattus norvegicus OX=10116 GN=Dcxr PE=1 SV=1Protein S100-A8 (Calgranulin-A) (Migration inhibitory factor-related protein 8) (MRP-8) (p8) (S100 calcium-binding protein A8)S100a8 2 12 22.865 217 0.00047192 2.112 1.192843021 1.092030588 1.39462833 1.136267302 1.27017175 1.46108206
tr|D4A3B0|D4A3B0_RAT Talin 2 OS=Rattus norvegicus OX=10116 GN=Tln2 PE=1 SV=3;tr|D3ZA84|D3ZA84_RAT Talin 2 OS=Rattus norvegicus OX=10116 GN=Tln2 PE=1 SV=3;tr|D3ZT58|D3ZT58_RAT Talin 2 OS=Rattus norvegicus OX=10116 GN=Tln2 PE=1 SV=2;tr|D3ZE09|D3ZE09_RAT TaliDehydrogenase/reductase SDR family member 7B (EC 1.1.-.-) (Short-chain dehydrogenase/reductase family 32C member 1)Dhrs7b 41 24.1 253.64 2375 0 323.31 91.79763927 84.93201314 115.7426342 80.40548443 94.13113572 101.5304723
sp|P20411|FCERG_RAT High affinity immunoglobulin epsilon receptor subunit gamma OS=Rattus norvegicus OX=10116 GN=Fcer1g PE=1 SV=1CAAX prenyl protease (EC 3.4.24.84)Zmpste24 2 15.1 9.7644 86 0 2.2655 2.814532206 1.787629341 2.18104375 2.211291884 2.209258867 2.915542903
sp|P97710|SHPS1_RAT Tyrosine-protein phosphatase non-receptor type substrate 1 OS=Rattus norvegicus OX=10116 GN=Sirpa PE=1 SV=1;tr|Q499T3|Q499T3_RAT Sirpa protein OS=Rattus norvegicus OX=10116 GN=Sirpa PE=1 SV=1AFG3(ATPase family gene 3)-like 1 (S. cerevisiae)Afg3l1 3 8.8 55.69 509 0 4.2228 3.052239609 3.05402335 4.004111955 2.356607707 3.692892217 3.321695588
tr|F1LNG8|F1LNG8_RAT Protein Mpv17 OS=Rattus norvegicus OX=10116 GN=Mpv17 PE=1 SV=2;sp|Q5BK62|MPV17_RAT Protein Mpv17 OS=Rattus norvegicus OX=10116 GN=Mpv17 PE=2 SV=1Transmembrane protein 43 (Protein LUMA)Tmem43 2 11.2 18.75 169 0 2.7016 3.19804571 4.018539391 3.978250603 3.077544331 3.589203392 3.987204968
tr|A0A140UHX6|A0A140UHX6_RAT Spectrin beta chain OS=Rattus norvegicus OX=10116 GN=Sptb PE=1 SV=126S proteasome regulatory subunit 6B (26S proteasome AAA-ATPase subunit RPT3) (Proteasome 26S subunit ATPase 4) (S6 ATPase) (Tat-binding protein 7) (TBP-7)Psmc4 94 50.5 268.02 2329 0 323.31 364.2162242 237.6022651 343.8303284 271.4775619 387.3775246 362.8222043
tr|D3ZM69|D3ZM69_RAT Erythrocyte membrane protein band 4.1-like 2 OS=Rattus norvegicus OX=10116 GN=Epb41l2 PE=1 SV=2;tr|D3ZDT1|D3ZDT1_RAT Erythrocyte membrane protein band 4.1-like 2 OS=Rattus norvegicus OX=10116 GN=Epb41l2 PE=1 SV=3;tr|A0A0G2K162|A0A0G2K1Mitochondrial ribosomal protein L4 (Mitochondrial ribosomal protein L4 (Predicted), isoform CRA_b)Mrpl4 15 21.7 110.71 996 0 126.61 32.00437935 24.60731122 30.95143047 26.34435241 29.12053218 28.41118362
tr|Q6P3V8|Q6P3V8_RAT Eukaryotic translation initiation factor 4A1 OS=Rattus norvegicus OX=10116 GN=Eif4a1 PE=1 SV=140S ribosomal protein S18 Rps18 2 3 46.153 406 0 22.482 18.48073391 18.29769546 17.912912 15.50816712 18.73987431 18.76730291
sp|P02651|APOA4_RAT Apolipoprotein A-IV OS=Rattus norvegicus OX=10116 GN=Apoa4 PE=1 SV=2;tr|A0A0G2JVX7|A0A0G2JVX7_RAT Apolipoprotein A-IV OS=Rattus norvegicus OX=10116 GN=Apoa4 PE=1 SV=1Transmembrane 9 superfamily member 4Tm9sf4 2 7.4 44.456 391 0 2.5747 6.795114515 6.435180253 5.664892328 6.650325681 6.681877964 6.118210552
sp|P23928|CRYAB_RAT Alpha-crystallin B chain OS=Rattus norvegicus OX=10116 GN=Cryab PE=1 SV=1Succinate dehydrogenase [ubiquinone] cytochrome b small subunit, mitochondrial (CybS) (CII-4) (QPs3) (Succinate dehydrogenase complex subunit D) (Succinate-ubiquinone oxidoreductase cytochrome b small subunit) (Succinate-ubiquinone reductase membrane anchor subunit)Sdhd 10 57.7 20.089 175 0 314.78 87.39594565 68.61814155 80.6675223 61.67241718 89.42752278 71.61180673
tr|D4AC65|D4AC65_RAT Cytochrome c oxidase assembly factor 7 OS=Rattus norvegicus OX=10116 GN=Coa7 PE=1 SV=1Antigen peptide transporter 1 (APT1) (ATP-binding cassette sub-family B member 2) (Peptide transporter TAP1)Tap1 2 10 25.711 231 0 6.3504 7.337352134 5.907714259 6.661130208 6.232781411 6.864396463 6.129502552
sp|Q32PX9|AFG1L_RAT AFG1-like ATPase OS=Rattus norvegicus OX=10116 GN=Afg1l PE=2 SV=1Arginine-hydroxylase NDUFAF5, mitochondrial (EC 1.-.-.-) (NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 5) (Putative methyltransferase NDUFAF5) (EC 2.1.1.-)Ndufaf5 8 19 54.502 480 0 43.983 45.48416734 47.63840755 44.31347758 51.32929873 42.90754785 47.00910653
tr|Q6AXW2|Q6AXW2_RAT RCG25684, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Tmod3 PE=1 SV=1Mitochondrial fission factor Mff 6 27.3 39.471 352 0 55.805 14.13007442 11.43825942 13.48925983 11.51892659 12.8397512 13.32712559
tr|D3ZNY3|D3ZNY3_RAT Metabolism of cobalamin-associated A OS=Rattus norvegicus OX=10116 GN=Mmaa PE=1 SV=1Lysocardiolipin acyltransferase 1 (Similar to lysocardiolipin acyltransferase isoform 1 (Predicted))Lclat1 3 8.7 46.329 415 0 9.2043 3.388546544 3.772689822 3.719322986 3.729642576 3.575923372 3.764444617
sp|P25113|PGAM1_RAT Phosphoglycerate mutase 1 OS=Rattus norvegicus OX=10116 GN=Pgam1 PE=1 SV=4Canopy 2 homolog (Zebrafish) (Canopy FGF-signaling regulator 2) (RCG42492)Cnpy2 5 26.4 28.832 254 0 23.724 6.716968505 6.337677522 6.033966267 5.447607207 6.982150334 5.955503107
tr|G3V9N0|G3V9N0_RAT Polyadenylate-binding protein OS=Rattus norvegicus OX=10116 GN=Pabpc4 PE=1 SV=2;tr|D3ZSR2|D3ZSR2_RAT Polyadenylate-binding protein OS=Rattus norvegicus OX=10116 PE=3 SV=3Syntaxin-5 Stx5 2 4.2 70.833 644 0 65.746 5.593818967 6.043266836 6.070611906 5.349948724 6.430277194 6.503678348
tr|Q6P7Q2|Q6P7Q2_RAT Glypican-1 OS=Rattus norvegicus OX=10116 GN=Gpc1 PE=2 SV=1;sp|P35053|GPC1_RAT Glypican-1 OS=Rattus norvegicus OX=10116 GN=Gpc1 PE=1 SV=140S ribosomal protein S13 Rps13 17 42.8 61.628 558 0 196.8 72.22525344 78.00694112 79.83514278 78.58252608 77.69138702 68.20880875
sp|Q5XIE8|ITM2B_RAT Integral membrane protein 2B OS=Rattus norvegicus OX=10116 GN=Itm2b PE=2 SV=1Mitochondrial poly(A) polymerase (PAP associated domain containing 1 (Predicted))Mtpap 4 26.7 30.314 266 0 22.842 5.620930848 5.59570552 5.148084112 5.605596931 5.548431541 5.44223041
sp|E9PT87|MYLK3_RAT Myosin light chain kinase 3 OS=Rattus norvegicus OX=10116 GN=Mylk3 PE=1 SV=1AarF domain containing kinase 1 (Predicted) (AarF domain-containing kinase 1)Adck1 8 15.8 85.54 786 0 72.864 17.23877054 16.43039925 17.42971307 16.78944642 16.98599582 17.96711077
tr|A0A0G2K876|A0A0G2K876_RAT Phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Pde2a PE=1 SV=1;sp|Q01062|PDE2A_RAT cGMP-dependent 3,5-cyclic phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Pde2a PE=1 SV=2;tr|F8WFW5|F8WFW5_RAT Phosphodiesterase OS=RatMitochondrial ribosomal protein L48 (Mitochondrial ribosomal protein L48 (Predicted), isoform CRA_c)Mrpl48 2 2.5 103.27 916 0 2.6356 1.235504363 0.892031084 1.199673529 1.055883519 1.003197558 1.107077881
sp|Q5FVM7|DJC16_RAT DnaJ homolog subfamily C member 16 OS=Rattus norvegicus OX=10116 GN=Dnajc16 PE=2 SV=160S ribosomal protein L28 Rpl28 3 5.7 88.868 771 0 3.8462 1.035514371 1.108867645 1.306783498 1.124418073 1.010393628 1.583600253
sp|O35115|FHL2_RAT Four and a half LIM domains protein 2 OS=Rattus norvegicus OX=10116 GN=Fhl2 PE=1 SV=1Dephospho-CoA kinase domain-containing proteinDcakd 5 26.2 32.086 279 0 19.395 9.004732813 7.746473081 9.162980355 8.343940797 9.019946482 9.262005824
sp|P19234|NDUV2_RAT NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufv2 PE=1 SV=2N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 (DDAH-2) (Dimethylarginine dimethylaminohydrolase 2) (EC 3.5.3.18) (DDAHII) (Dimethylargininase-2)Ddah2 11 52.8 27.378 248 0 323.31 308.6288942 339.8422021 288.1865426 335.9061185 298.3490566 327.5911664
tr|A0A0G2K0W9|A0A0G2K0W9_RAT Proteasome subunit alpha type OS=Rattus norvegicus OX=10116 GN=Psma7 PE=1 SV=1;sp|P48004|PSA7_RAT Proteasome subunit alpha type-7 OS=Rattus norvegicus OX=10116 GN=Psma7 PE=1 SV=1;tr|F1M6I7|F1M6I7_RAT Proteasome subunit alpha tySodium/nucleoside cotransporter 2 (Concentrative nucleoside transporter 2) (CNT 2) (rCNT2) (Na(+)/nucleoside cotransporter 2) (Sodium-coupled nucleoside transporter 2) (Sodium/purine nucleoside cotransporter) (SPNT) (Solute carrier family 28 member 2)Slc28a2 6 28.6 27.855 248 0 43.256 33.35279672 27.72359363 31.73093557 27.27145694 33.63377636 36.09128299
tr|Q6AYS3|Q6AYS3_RAT Carboxypeptidase OS=Rattus norvegicus OX=10116 GN=Ctsa PE=1 SV=1Coatomer subunit gamma-1 (Gamma-1-coat protein) (Gamma-1-COP)Copg1 2 4.4 51.215 456 0 2.4235 0.728352708 1.06877262 0.964879683 1.015648224 0.496411067 0.986048179
sp|Q68FU7|COQ6_RAT Ubiquinone biosynthesis monooxygenase COQ6, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq6 PE=2 SV=1Nidogen-2 (NID-2) Nid2 8 21.8 51.495 476 0 22.786 31.61604153 27.2489218 22.51089272 26.76189668 29.88069883 28.54412125
tr|E9PU34|E9PU34_RAT RCG41110 OS=Rattus norvegicus OX=10116 GN=Rmnd1 PE=1 SV=2Protein FAM98A Fam98a 4 10.9 51.698 450 0 6.2984 8.325739677 9.787847334 8.54419256 9.107413117 9.038917939 9.153192012
tr|D4A0T8|D4A0T8_RAT Dehydrogenase/reductase 7 OS=Rattus norvegicus OX=10116 GN=Dhrs7 PE=1 SV=3Antigen peptide transporter 2 (APT2) (ATP-binding cassette sub-family B member 3)Tap2 2 9.1 38.493 340 0 47.572 2.781639115 2.240993259 2.502164252 2.327440373 2.528829788 2.441432912
sp|P00173|CYB5_RAT Cytochrome b5 OS=Rattus norvegicus OX=10116 GN=Cyb5a PE=1 SV=2Tyrosine-protein phosphatase non-receptor type substrate 1 (SHP substrate 1) (SHPS-1) (Brain Ig-like molecule with tyrosine-based activation motifs) (Bit) (CD172 antigen-like family member A) (Inhibitory receptor SHPS-1) (Macrophage fusion receptor) (Macrophage membrane protein MFP150) (Signal-regulatory protein alpha-1) (Sirp-alpha-1) (CD antigen CD172a)Sirpa 5 47.8 15.355 134 0 109.5 17.19531179 15.55287467 15.69480381 14.33235898 16.67329388 16.26253214
sp|Q6Q7Y5|GNA13_RAT Guanine nucleotide-binding protein subunit alpha-13 OS=Rattus norvegicus OX=10116 GN=Gna13 PE=1 SV=1Transmembrane emp24 domain-containing protein 2 (COPI-coated vesicle membrane protein p24) (Membrane protein p24A) (RNP21.4) (p24 family protein beta-1) (p24beta1)Tmed2 10 25.5 44.011 377 0 23.488 18.6146985 14.17309212 18.5662514 13.93478045 18.08306938 16.83072502
sp|Q6AY04|MAIP1_RAT m-AAA protease-interacting protein 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Maip1 PE=2 SV=1Oxysterol-binding protein Osbp 5 17.2 33.09 291 0 11.435 17.14627118 20.78710665 17.19779853 18.0555344 17.61728741 21.79099237
tr|F1LRT9|F1LRT9_RAT Cytoplasmic dynein 1 heavy chain 1 OS=Rattus norvegicus OX=10116 GN=Dync1h1 PE=1 SV=3;tr|M0R9X8|M0R9X8_RAT Cytoplasmic dynein 1 heavy chain 1 OS=Rattus norvegicus OX=10116 GN=Dync1h1 PE=1 SV=2;sp|P38650|DYHC1_RAT Cytoplasmic dynein 1 hRaftlin lipid raft linker 1 (Similar to RIKEN cDNA 2310015N21 (Predicted))Rftn1 68 18.2 531.8 4643 0 323.31 196.8202946 203.3003287 229.0195404 186.818508 221.5997006 202.4706809
tr|F7FL53|F7FL53_RAT Solute carrier family 43 member 1 OS=Rattus norvegicus OX=10116 GN=Slc43a1 PE=1 SV=2Late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 (RCG62440, isoform CRA_b)Lamtor2 2 5.3 67.146 606 0 7.6154 2.838773417 0.758713935 2.155758259 1.435579702 1.757803612 1.705348537



tr|E9PT53|E9PT53_RAT Wolfram syndrome 1 homolog (Human) OS=Rattus norvegicus OX=10116 GN=Wfs1 PE=1 SV=2CD59 glycoprotein (MAC-inhibitory protein) (MAC-IP) (Membrane attack complex inhibition factor) (MACIF) (Protectin) (CD antigen CD59)Cd59 4 6.1 100.56 890 0 10.796 4.479839623 4.060061286 4.805970894 3.790841892 3.857943892 5.07565105
tr|F1MAN8|F1MAN8_RAT Laminin subunit alpha 5 OS=Rattus norvegicus OX=10116 GN=Lama5 PE=1 SV=2Oxygen-dependent coproporphyrinogen-III oxidase, mitochondrial (COX) (Coprogen oxidase) (Coproporphyrinogenase) (EC 1.3.3.3)Cpox 6 2.1 403.77 3713 0 8.983 7.866831221 8.957885062 10.64712875 9.188144129 9.317602099 10.12019777
tr|F1LQC7|F1LQC7_RAT Nitric oxide synthase OS=Rattus norvegicus OX=10116 GN=Nos3 PE=1 SV=1;sp|Q62600|NOS3_RAT Nitric oxide synthase, endothelial OS=Rattus norvegicus OX=10116 GN=Nos3 PE=1 SV=4Fragile X mental retardation syndrome-related protein 1Fxr1 5 6.2 133.19 1202 0 50.438 5.862944256 5.456823581 6.772637654 4.95584249 6.481107615 5.901609474
tr|A0A0G2JYU2|A0A0G2JYU2_RAT Mitochondrial ribosomal protein L11 OS=Rattus norvegicus OX=10116 GN=mrpl11 PE=1 SV=1;sp|Q5XIE3|RM11_RAT 39S ribosomal protein L11, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl11 PE=2 SV=1Transmembrane protein 182Tmem182 4 26.6 20.75 192 0 20.054 10.4994746 11.1514587 11.94647841 12.78154227 10.77251659 11.01842499
sp|P10111|PPIA_RAT Peptidyl-prolyl cis-trans isomerase A OS=Rattus norvegicus OX=10116 GN=Ppia PE=1 SV=2;tr|A0A0G2K1P0|A0A0G2K1P0_RAT Peptidyl-prolyl cis-trans isomerase OS=Rattus norvegicus OX=10116 GN=Ppia PE=1 SV=1;tr|A0A0G2K2E4|A0A0G2K2E4_RAT Peptidyl-Mitochondrial ribosomal protein L43 (Mitochondrial ribosomal protein L43 (Predicted), isoform CRA_b)Mrpl43 5 42.1 17.874 164 0 131.72 38.4067703 35.86435824 28.68672996 28.85960089 37.31554738 31.92453523
tr|A0A0G2JVL8|A0A0G2JVL8_RAT Isoleucyl-tRNA synthetase OS=Rattus norvegicus OX=10116 GN=Iars PE=1 SV=1;tr|F1LS86|F1LS86_RAT Isoleucine-tRNA synthetase (Predicted) OS=Rattus norvegicus OX=10116 GN=Iars PE=1 SV=2Phosphatase domain-containing, paladin 1Pald1 2 2.2 143.58 1254 0 4.8819 2.473241469 1.967842925 2.427878306 2.37010628 2.050487399 2.785376947
tr|Q7TP91|Q7TP91_RAT Ab1-205 OS=Rattus norvegicus OX=10116 GN=Surf4 PE=1 SV=1;sp|Q9QXU2|SURF1_RAT Surfeit locus protein 1 OS=Rattus norvegicus OX=10116 GN=Surf1 PE=2 SV=1Intercellular adhesion molecule 1 (ICAM-1) (CD antigen CD54)Icam1 7 14.9 83.262 733 0 73.348 19.8602502 20.17926035 19.34523299 19.78864694 19.50004096 20.61970407
tr|M0R7G4|M0R7G4_RAT MICOS complex subunit OS=Rattus norvegicus OX=10116 GN=Apoo PE=1 SV=2;tr|M0R7V3|M0R7V3_RAT MICOS complex subunit OS=Rattus norvegicus OX=10116 GN=Apoo PE=1 SV=2Coagulation factor XIII A chain (Coagulation factor XIIIa) (EC 2.3.2.13) (Protein-glutamine gamma-glutamyltransferase A chain) (Transglutaminase A chain)F13a1 5 31.1 22.369 196 0 115.86 60.41962411 68.07593124 58.77960545 69.91479316 61.93788171 60.54564738
sp|P63004|LIS1_RAT Platelet-activating factor acetylhydrolase IB subunit alpha OS=Rattus norvegicus OX=10116 GN=Pafah1b1 PE=1 SV=2Type 2 phosphatidylinositol 4,5-bisphosphate 4-phosphatase (Type 2 PtdIns-4,5-P2 4-Ptase) (EC 3.1.3.78) (PtdIns-4,5-P2 4-Ptase II) (Transmembrane protein 55A)Pip4p2 4 15.4 46.67 410 0 12.019 5.725790034 5.733636212 5.431407255 5.523563805 6.228460143 5.479186044
sp|P39069|KAD1_RAT Adenylate kinase isoenzyme 1 OS=Rattus norvegicus OX=10116 GN=Ak1 PE=1 SV=3;tr|A0A0G2K7Q6|A0A0G2K7Q6_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1C-type lectin domain family 2 member D11 (C-type lectin-related protein B) (Clr-b) (Lectin-like transmembrane protein) (Osteoclast inhibitory lectin)Clec2d11 4 25.8 21.584 194 0 7.144 26.03179146 30.97780673 24.25051357 21.53304447 27.73038232 28.32392726
sp|Q8VIF7|SBP1_RAT Methanethiol oxidase OS=Rattus norvegicus OX=10116 GN=Selenbp1 PE=1 SV=1;tr|F1LRJ9|F1LRJ9_RAT Methanethiol oxidase OS=Rattus norvegicus OX=10116 GN=Selenbp1 PE=1 SV=2Fermitin family member 3 (Fermt3 protein)Fermt3 6 16.9 52.531 472 0 13.888 12.44674558 11.33742732 9.9566202 10.14519726 12.32425093 9.976481418
sp|P20788|UCRI_RAT Cytochrome b-c1 complex subunit Rieske, mitochondrial OS=Rattus norvegicus OX=10116 GN=Uqcrfs1 PE=1 SV=2Dipeptidyl peptidase 2 (EC 3.4.14.2) (Dipeptidyl aminopeptidase II) (Dipeptidyl peptidase 7) (Dipeptidyl peptidase II) (DPP II) (Quiescent cell proline dipeptidase)Dpp7 18 53.6 29.445 274 0 323.31 237.009671 249.0600251 220.5282223 236.5418672 231.1377641 227.6672376
sp|Q63355|MYO1C_RAT Unconventional myosin-Ic OS=Rattus norvegicus OX=10116 GN=Myo1c PE=1 SV=260S ribosomal protein L35aRpl35a 25 29.5 119.81 1044 0 323.31 111.1507378 84.57529583 112.3660003 84.57224638 109.8643612 99.20534694
sp|P62749|HPCL1_RAT Hippocalcin-like protein 1 OS=Rattus norvegicus OX=10116 GN=Hpcal1 PE=1 SV=2;sp|P84076|HPCA_RAT Neuron-specific calcium-binding protein hippocalcin OS=Rattus norvegicus OX=10116 GN=Hpca PE=1 SV=2ATPase Get3 (EC 3.6.-.-) (Arsenical pump-driving ATPase) (Arsenite-stimulated ATPase)Get3 3 14.5 22.338 193 0 2.8925 6.748466132 6.69724857 7.504503421 5.066956142 8.149876216 6.531908347
tr|G3V8L9|G3V8L9_RAT Caveolae-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Cavin1 PE=1 SV=1;sp|P85125|CAVN1_RAT Caveolae-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Cavin1 PE=1 SV=1Kynurenine--oxoglutarate transaminase 1, mitochondrial (Kynurenine--oxoglutarate transaminase I) (EC 2.6.1.7) (Cysteine-S-conjugate beta-lyase) (EC 4.4.1.13) (Glutamine transaminase K) (GTK) (Glutamine--phenylpyruvate transaminase) (EC 2.6.1.64) (Kynurenine aminotransferase 1) (Kynurenine aminotransferase I) (KATI)Kyat1 19 45.2 43.908 392 0 323.31 165.1871088 146.2873903 149.9277806 154.5868682 166.7591063 149.5420004
tr|B5DF57|B5DF57_RAT Erythrocyte membrane protein band 4.2 OS=Rattus norvegicus OX=10116 GN=Epb42 PE=1 SV=1COP9 signalosome complex subunit 8 (SGN8) (Signalosome subunit 8) (COP9 homolog) (JAB1-containing signalosome subunit 8)Cops8 12 20.6 76.5 689 0 149 55.65909677 38.45745526 52.57602223 44.04614607 57.08707643 53.65752778
tr|A0A0G2JVH4|A0A0G2JVH4_RAT MICOS complex subunit MIC60 OS=Rattus norvegicus OX=10116 GN=Immt PE=1 SV=1;tr|A0A140TAG5|A0A140TAG5_RAT MICOS complex subunit MIC60 OS=Rattus norvegicus OX=10116 GN=Immt PE=1 SV=1;sp|Q3KR86|MIC60_RAT MICOS complex subunit Mic6Golgi autoantigen, golgin subfamily b, macrogolgin 1, isoform CRA_c (Golgin B1)Golgb1 38 46.1 86.229 776 0 323.31 436.8999874 506.586141 466.8392693 503.5271389 479.6573078 456.899957
sp|Q5XHZ0|TRAP1_RAT Heat shock protein 75 kDa, mitochondrial OS=Rattus norvegicus OX=10116 GN=Trap1 PE=1 SV=1Mitochondrial calcium uniporter regulator 1Mcur1 13 24.1 80.46 706 0 83.562 37.5874333 31.06056515 43.53240195 34.93829892 35.19270677 37.31030564
tr|G3V6R5|G3V6R5_RAT Sulfite oxidase OS=Rattus norvegicus OX=10116 GN=Suox PE=1 SV=1;sp|Q07116|SUOX_RAT Sulfite oxidase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Suox PE=1 SV=2Calcium binding protein 39 (Predicted), isoform CRA_a (Calcium-binding protein 39)Cab39 7 22.3 60.805 546 0 58.578 2.563348603 2.311100101 3.444637744 2.73170309 3.095487581 2.949572883
sp|P97829|CD47_RAT Leukocyte surface antigen CD47 OS=Rattus norvegicus OX=10116 GN=Cd47 PE=1 SV=1;tr|A0A0G2JTH4|A0A0G2JTH4_RAT Leukocyte surface antigen CD47 OS=Rattus norvegicus OX=10116 GN=Cd47 PE=1 SV=1Adenylosuccinate lyase (ASL) (EC 4.3.2.2) (Adenylosuccinase)Adsl 3 10.9 32.995 303 0 71.852 24.77746826 16.94549904 22.77997641 18.52993761 26.84264897 23.18914719
sp|P14669|ANXA3_RAT Annexin A3 OS=Rattus norvegicus OX=10116 GN=Anxa3 PE=1 SV=4Alpha-2 antiplasmin (Serine (Or cysteine) peptidase inhibitor, clade F, member 1) (Serine (Or cysteine) peptidase inhibitor, clade F, member 1, isoform CRA_c) (Serpin family F member 1)Serpinf1 16 48.5 36.363 324 0 85.283 26.89538461 29.05153326 25.56609202 27.96895553 26.35266203 25.72214796
tr|A0A0G2JZ56|A0A0G2JZ56_RAT Ankyrin 2 OS=Rattus norvegicus OX=10116 GN=Ank2 PE=1 SV=1;tr|A0A0G2KAS9|A0A0G2KAS9_RAT Ankyrin 2 OS=Rattus norvegicus OX=10116 GN=Ank2 PE=1 SV=1;tr|F1M9N9|F1M9N9_RAT Ankyrin 2 OS=Rattus norvegicus OX=10116 GN=Ank2 PE=1 SV=3;tr|Sialic acid binding Ig-like lectin 1, sialoadhesin (Predicted) (Sialic acid-binding Ig-like lectin 1)Siglec1 3 2.3 202.65 1848 0 4.971 1.529867623 1.433195023 1.822701748 1.328025159 1.650843846 1.620761196
tr|D3ZLA3|D3ZLA3_RAT Copine 3 OS=Rattus norvegicus OX=10116 GN=Cpne3 PE=1 SV=1DnaJ homolog subfamily C member 16Dnajc16 3 6.9 59.685 533 0 6.4178 10.07246248 8.884163485 9.35301417 8.533615273 9.144242234 9.983153964
tr|M0RBJ7|M0RBJ7_RAT Complement C3 OS=Rattus norvegicus OX=10116 GN=C3 PE=1 SV=1;tr|M0RBF1|M0RBF1_RAT Complement C3 OS=Rattus norvegicus OX=10116 GN=C3 PE=1 SV=1;sp|P01026|CO3_RAT Complement C3 OS=Rattus norvegicus OX=10116 GN=C3 PE=1 SV=3V-type proton ATPase subunit E 1 (V-ATPase subunit E 1) (Vacuolar proton pump subunit E 1)Atp6v1e1 20 16.3 186.23 1662 0 117.47 35.43164007 31.49338215 30.83521144 30.45165119 32.1716658 38.60426611
sp|B2GV06|SCOT1_RAT Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Oxct1 PE=1 SV=1FYVE and coiled-coil domain autophagy adaptor 1 (FYVE and coiled-coil domain containing 1 (Predicted))Fyco1 18 46.2 56.203 520 0 323.31 255.1905794 258.0873511 270.7641587 272.4888698 255.4997315 264.0788028
sp|Q63258|ITA7_RAT Integrin alpha-7 OS=Rattus norvegicus OX=10116 GN=Itga7 PE=1 SV=2;tr|D4A051|D4A051_RAT Integrin alpha-7 OS=Rattus norvegicus OX=10116 GN=Itga7 PE=3 SV=2PDZ and LIM domain protein 5 (Enigma homolog) (Enigma-like PDZ and LIM domains protein)Pdlim5 13 13.7 124.19 1135 0 168.7 37.13131578 31.82346456 39.01661217 27.87910972 37.14349589 38.30656795
sp|Q64428|ECHA_RAT Trifunctional enzyme subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hadha PE=1 SV=2alpha-1,2-Mannosidase (EC 3.2.1.-)Man1c1 38 60.2 82.664 763 0 323.31 1292.519054 1401.470963 1235.429203 1384.753887 1162.754053 1288.673761
tr|G3V6T1|G3V6T1_RAT Coatomer subunit alpha OS=Rattus norvegicus OX=10116 GN=Copa PE=1 SV=1SEC24 homolog C, COPII coat complex componentSec24c 6 6.5 138.36 1224 0 18.14 10.287364 9.80877475 9.835166082 9.721576466 10.00711643 10.52722302
sp|Q66HG5|TM9S2_RAT Transmembrane 9 superfamily member 2 OS=Rattus norvegicus OX=10116 GN=Tm9sf2 PE=2 SV=1C4b-binding protein alpha chain (C4bp)C4bpa 8 16 75.585 663 0 21.833 18.14103799 17.04728238 17.93961097 14.43739611 19.88208685 21.37934766
sp|Q5EB77|RAB18_RAT Ras-related protein Rab-18 OS=Rattus norvegicus OX=10116 GN=Rab18 PE=2 SV=16-phosphogluconate dehydrogenase, decarboxylating (EC 1.1.1.44)Pgd 8 45.6 22.976 206 0 65.794 64.27110602 50.86313202 56.9996744 54.14186304 60.88529294 62.38829636
tr|D4A305|D4A305_RAT Coiled-coil domain containing 58 (Predicted), isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Ccdc58 PE=1 SV=1Elastin microfibril interfacer 1 (Elastin microfibril interfacer 1 (Predicted), isoform CRA_b)Emilin1 3 27.1 16.69 144 0 4.8912 10.34836574 9.020191685 9.23836567 8.87433487 10.56840988 8.246752428
sp|P04642|LDHA_RAT L-lactate dehydrogenase A chain OS=Rattus norvegicus OX=10116 GN=Ldha PE=1 SV=1Ly6-C antigen (RCG59507) (Rat Ly6-C antigen)LOC100911104 13 39.5 36.45 332 0 323.31 86.3393797 78.06877212 85.53092215 127.4291291 83.33703092 62.27537637
sp|Q9EQP5|PRELP_RAT Prolargin OS=Rattus norvegicus OX=10116 GN=Prelp PE=2 SV=1Golgin subfamily A member 4Golga4 3 8.5 43.179 377 0 3.0467 5.317517003 6.377629861 6.539676089 4.435431284 7.903247276 7.203269035
tr|A0A0G2JSM7|A0A0G2JSM7_RAT Adducin 1 (Alpha), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Add1 PE=1 SV=1;sp|Q63028|ADDA_RAT Alpha-adducin OS=Rattus norvegicus OX=10116 GN=Add1 PE=1 SV=2;tr|D3ZZ99|D3ZZ99_RAT Alpha-adducin OS=Rattus norvegicus OX=10116 Endonuclease/exonuclease/phosphatase family domain-containing protein 1Eepd1 5 9.7 80.338 735 0 11.317 13.7026636 11.22232654 15.43776082 11.57708765 14.95539574 12.03778457
sp|Q9JJK4|PEX3_RAT Peroxisomal biogenesis factor 3 OS=Rattus norvegicus OX=10116 GN=Pex3 PE=1 SV=139S ribosomal protein L23, mitochondrial (L23mt) (MRP-L23) (L23 mitochondrial-related protein)Mrpl23 2 5.6 42.209 372 0 3.1709 2.873540417 3.41097847 4.59196036 3.954821336 4.129170307 3.421219164
tr|B5DFE0|B5DFE0_RAT Membrane palmitoylated protein 6 OS=Rattus norvegicus OX=10116 GN=Mpp6 PE=1 SV=1;tr|A0A0G2K4N7|A0A0G2K4N7_RAT Membrane palmitoylated protein 6 OS=Rattus norvegicus OX=10116 GN=Mpp6 PE=1 SV=1S-formylglutathione hydrolase (FGH) (EC 3.1.2.12) (Esterase D)Esd 3 7 60.933 540 0 8.7055 5.960626768 4.417444467 5.692638312 4.962353055 5.253981446 5.28619551
tr|G3V940|G3V940_RAT Coronin OS=Rattus norvegicus OX=10116 GN=Coro1b PE=1 SV=1;sp|O89046|COR1B_RAT Coronin-1B OS=Rattus norvegicus OX=10116 GN=Coro1b PE=1 SV=1Coronin-1B (Coronin-2) Coro1b 2 4.3 53.938 484 0 3.7591 5.314726075 5.506764004 6.019308011 4.451056642 5.664419104 6.116157462
tr|Q5RJN0|Q5RJN0_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 7 OS=Rattus norvegicus OX=10116 GN=Ndufs7 PE=1 SV=1Peptidyl-prolyl cis-trans isomerase FKBP4 (PPIase FKBP4) (EC 5.2.1.8) (52 kDa FK506-binding protein) (52 kDa FKBP) (FKBP-52) (59 kDa immunophilin) (p59) (FK506-binding protein 4) (FKBP-4) (FKBP59) (HSP-binding immunophilin) (HBI) (Immunophilin FKBP52) (Rotamase) [Cleaved into: Peptidyl-prolyl cis-trans isomerase FKBP4, N-terminally processed]Fkbp4 7 34.4 23.945 218 0 152.37 189.7273481 222.0208531 215.2093695 182.4824714 241.3954346 177.6128842
tr|F1M7L9|F1M7L9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=3RBR-type E3 ubiquitin transferase (EC 2.3.2.31)Arih1 5 9 88.596 792 0 11.284 8.010364708 7.871086327 10.29637763 9.495008785 10.11047816 7.727320459
tr|D3ZAC0|D3ZAC0_RAT Integrin subunit alpha 2b OS=Rattus norvegicus OX=10116 GN=Itga2b PE=1 SV=2A-kinase anchor protein 12 (AKAP-12)Akap12 4 6.3 112.64 1034 0 12.851 2.785466675 3.967267223 4.370463646 3.188918406 4.558056071 4.049259637
tr|D4ABM3|D4ABM3_RAT Dishevelled associated activator of morphogenesis 1 (Predicted) OS=Rattus norvegicus OX=10116 GN=Daam1 PE=1 SV=1Aminopeptidase B (AP-B) (EC 3.4.11.6) (Arginine aminopeptidase) (Arginyl aminopeptidase) (Cytosol aminopeptidase IV)Rnpep 4 4.9 112.64 968 0 6.2583 6.087015978 4.693448539 6.082652616 4.799154879 5.884030072 5.564389312
tr|A0A0H2UHV7|A0A0H2UHV7_RAT Alanine--tRNA ligase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aars2 PE=1 SV=1;sp|D3ZX08|SYAM_RAT Alanine--tRNA ligase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aars2 PE=3 SV=1Peptidyl-prolyl cis-trans isomerase FKBP1A (PPIase FKBP1A) (EC 5.2.1.8) (12 kDa FK506-binding protein) (12 kDa FKBP) (FKBP-12) (FK506-binding protein 1A) (FKBP-1A) (Immunophilin FKBP12) (Rotamase)Fkbp1a 2 3 99.264 907 0 2.8185 0.354432025 0.438091661 0.368466668 0.422487959 0.215993308 0.437472585
tr|M0R589|M0R589_RAT Presenilins-associated rhomboid-like protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Parl PE=1 SV=2;sp|Q3B8P0|PARL_RAT Presenilins-associated rhomboid-like protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Parl PE=2 SV=1;V-type proton ATPase subunit B, brain isoform (V-ATPase subunit B 2) (Endomembrane proton pump 58 kDa subunit) (Vacuolar proton pump subunit B 2)Atp6v1b2 3 10.1 42.13 377 0 18.421 3.712693003 4.428241111 3.546146165 3.706899 3.859056012 3.807970142
tr|D4A8Y1|D4A8Y1_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1Arginine--tRNA ligase, cytoplasmic (EC 6.1.1.19) (Arginyl-tRNA synthetase) (ArgRS)Rars1 3 6.9 70.994 655 0 7.7408 2.9123742 2.892026129 3.901033006 2.923374139 3.570820705 3.642491024
sp|Q01177|PLMN_RAT Plasminogen OS=Rattus norvegicus OX=10116 GN=Plg PE=2 SV=2Prostaglandin reductase 1 (PRG-1) (EC 1.3.1.-) (15-oxoprostaglandin 13-reductase) (EC 1.3.1.48) (Dithiolethione-inducible gene 1 protein) (D3T-inducible gene 1 protein) (DIG-1) (NADP-dependent leukotriene B4 12-hydroxydehydrogenase) (EC 1.3.1.74)Ptgr1 15 26.6 90.535 812 0 153.94 49.28381771 47.7382884 43.7182477 39.00219393 55.16637996 40.591658
tr|A0A0H2UHA6|A0A0H2UHA6_RAT Transmembrane protein 33 OS=Rattus norvegicus OX=10116 GN=Tmem33 PE=1 SV=1;sp|Q9Z142|TMM33_RAT Transmembrane protein 33 OS=Rattus norvegicus OX=10116 GN=Tmem33 PE=2 SV=1Adenosylhomocysteinase (AdoHcyase) (EC 3.3.1.1) (S-adenosyl-L-homocysteine hydrolase)Ahcy 2 8.1 27.884 246 0 2.3736 3.08126527 2.757519923 2.769572717 2.981448384 2.860568609 2.889263341
tr|D4A678|D4A678_RAT Spectrin, alpha, erythrocytic 1 OS=Rattus norvegicus OX=10116 GN=Spta1 PE=1 SV=3;tr|Q6XDA1|Q6XDA1_RAT Erythroid spectrin alpha OS=Rattus norvegicus OX=10116 GN=Spta1 PE=1 SV=1Cyclin Y Ccny 92 48.8 280.07 2416 0 323.31 376.4564411 222.8198999 323.3715915 246.6896687 377.4207807 362.4629134
sp|Q5XIC0|ECI2_RAT Enoyl-CoA delta isomerase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Eci2 PE=1 SV=1Cd300 molecule-like family member GCd300lg 11 29.2 43.021 391 0 170.38 123.1118618 132.4515149 120.4437462 137.5725903 121.0640627 123.9502237
sp|Q5XIB4|UFSP2_RAT Ufm1-specific protease 2 OS=Rattus norvegicus OX=10116 GN=Ufsp2 PE=2 SV=1Ribonuclease inhibitor (Ribonuclease/angiogenin inhibitor 1)Rnh1 3 9.1 52.306 461 0 6.1371 5.724593922 4.431713159 6.46690832 4.37206178 5.927729842 5.544371677
sp|P31044|PEBP1_RAT Phosphatidylethanolamine-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Pebp1 PE=1 SV=3Calcium/calmodulin-dependent protein kinase type II subunit gamma (CaM kinase II subunit gamma) (CaMK-II subunit gamma) (EC 2.7.11.17)Camk2g 8 74.9 20.801 187 0 214.98 26.17971069 22.23633017 21.74552237 20.79214211 24.5353273 23.01155484
sp|P62716|PP2AB_RAT Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform OS=Rattus norvegicus OX=10116 GN=Ppp2cb PE=2 SV=1;tr|A0A0G2JYA4|A0A0G2JYA4_RAT Serine/threonine-protein phosphatase OS=Rattus norvegicus OX=10116 GN=LOC100362453 PE=A-kinase anchor protein 1, mitochondrial (A-kinase anchor protein 121 kDa) (AKAP 121) (Dual specificity A-kinase-anchoring protein 1) (D-AKAP-1) (Protein kinase A-anchoring protein 1) (PRKA1) (Spermatid A-kinase anchor protein 84) (S-AKAP84)Akap1 4 19.1 35.575 309 0 29.738 6.595363745 5.144339218 5.464911839 5.431547812 5.622289386 5.667043851
tr|D4AE31|D4AE31_RAT Family with sequence similarity 126, member A OS=Rattus norvegicus OX=10116 GN=Fam126a PE=1 SV=1;tr|A0A0G2K3C7|A0A0G2K3C7_RAT Family with sequence similarity 126, member A OS=Rattus norvegicus OX=10116 GN=Fam126a PE=4 SV=1Signal peptidase complex subunit 3Spcs3 3 8.4 57.154 521 0 12.961 7.157137867 2.926033179 2.570220439 3.781900715 3.689359601 3.57997441
sp|P05943|S10AA_RAT Protein S100-A10 OS=Rattus norvegicus OX=10116 GN=S100a10 PE=1 SV=2Ectonucleoside triphosphate diphosphohydrolase 2 (NTPDase 2) (EC 3.6.1.-) (CD39 antigen-like 1) (Ecto-ATP diphosphohydrolase 2) (Ecto-ATPDase 2) (Ecto-ATPase 2)Entpd2 2 17.9 11.075 95 0 25.375 13.93032365 12.88700731 14.09548341 11.56016017 15.45519551 12.59725181
sp|P46462|TERA_RAT Transitional endoplasmic reticulum ATPase OS=Rattus norvegicus OX=10116 GN=Vcp PE=1 SV=3Adaptor protein, phosphotyrosine-interacting with PH domain and leucine zipper 1Appl1 36 58.8 89.348 806 0 323.31 149.3665288 250.7294621 173.5066319 189.8654527 200.1684961 148.1561641
tr|A0A0G2JWK0|A0A0G2JWK0_RAT Integrin beta OS=Rattus norvegicus OX=10116 GN=Itgb3 PE=1 SV=1;tr|M0RCF3|M0RCF3_RAT Integrin beta OS=Rattus norvegicus OX=10116 GN=Itgb3 PE=1 SV=2ADP-ribose pyrophosphatase, mitochondrial (EC 3.6.1.13) (ADP-ribose diphosphatase) (ADP-ribose phosphohydrolase) (Adenosine diphosphoribose pyrophosphatase) (ADPR-PPase) (Nucleoside diphosphate-linked moiety X motif 9) (Nudix motif 9)Nudt9 5 11.1 62.389 567 0 6.9634 7.40832147 5.767881074 9.09335364 6.185905339 8.603228618 8.755918944
tr|F1LNF0|F1LNF0_RAT Myosin heavy chain 14 OS=Rattus norvegicus OX=10116 GN=Myh14 PE=1 SV=1Clustered mitochondria protein homologCluh 22 15.8 228.91 2000 0 171.69 61.64364579 48.24720509 68.99850373 54.41964717 64.40744205 67.37730698
tr|Q6IMZ5|Q6IMZ5_RAT Tropomodulin-1 OS=Rattus norvegicus OX=10116 GN=Tmod1 PE=1 SV=1;sp|P70567|TMOD1_RAT Tropomodulin-1 OS=Rattus norvegicus OX=10116 GN=Tmod1 PE=2 SV=1Growth factor receptor-bound protein 2 (Adapter protein GRB2) (Protein Ash) (SH2/SH3 adapter GRB2)Grb2 8 24 40.454 359 0 72.103 16.60483097 10.05229377 16.58215179 13.87922362 15.73060873 16.0151347
tr|D3ZA93|D3ZA93_RAT Acyl-CoA thioesterase 13 OS=Rattus norvegicus OX=10116 GN=Acot13 PE=1 SV=1Peptidyl-prolyl cis-trans isomerase D (PPIase D) (EC 5.2.1.8) (40 kDa peptidyl-prolyl cis-trans isomerase) (Cyclophilin-40) (CYP-40) (Rotamase D)Ppid 2 15.7 15.27 140 0 18.348 21.13570472 23.90671842 25.52368778 25.3473678 22.72060932 24.00576406
sp|P61203|CSN2_RAT COP9 signalosome complex subunit 2 OS=Rattus norvegicus OX=10116 GN=Cops2 PE=1 SV=1Non-lysosomal glucosylceramidase (NLGase) (EC 3.2.1.45) (Beta-glucocerebrosidase 2) (Beta-glucosidase 2) (Bile acid beta-glucosidase GBA2) (Bile acid glucosyl transferase GBA2) (Cholesterol glucosyltransferase GBA2) (EC 2.4.1.-) (Cholesteryl-beta-glucosidase GBA2) (EC 3.2.1.104) (Glucosylceramidase 2)Gba2 3 7 51.596 443 0 3.4129 0.180234203 0.093174561 0.251179682 0.132707028 0.146963372 0.1949769
sp|Q9ES71|GNPAT_RAT Dihydroxyacetone phosphate acyltransferase OS=Rattus norvegicus OX=10116 GN=Gnpat PE=1 SV=1Amyloid-beta A4 protein (ABPP) (APP) (Alzheimer disease amyloid A4 protein homolog) (Amyloid precursor protein) (Amyloid-beta precursor protein) (Amyloidogenic glycoprotein) (AG) [Cleaved into: N-APP; Soluble APP-alpha (S-APP-alpha); Soluble APP-beta (S-APP-beta); C99 (Beta-secretase C-terminal fragment) (Beta-CTF); Amyloid-beta protein 42 (Abeta42) (Beta-APP42); Amyloid-beta protein 40 (Abeta40) (Beta-APP40); C83 (Alpha-secretase C-terminal fragment) (Alpha-CTF); P3(42); P3(40); C80; Gamma-secretase C-terminal fragment 59 (Gamma-CTF(59)); Gamma-secretase C-terminal fragment 57 (Gamma-CTF(57)); Gamma-secretase C-terminal fragment 50 (Gamma-CTF(50)); C31]App 7 14.5 77.075 678 0 29.176 11.64176194 13.46298686 10.45238335 13.17608254 10.98905287 12.45353546
tr|G3V6D9|G3V6D9_RAT Na(+)/H(+) exchange regulatory cofactor NHE-RF OS=Rattus norvegicus OX=10116 GN=Slc9a3r2 PE=1 SV=1;sp|Q920G2|NHRF2_RAT Na(+)/H(+) exchange regulatory cofactor NHE-RF2 OS=Rattus norvegicus OX=10116 GN=Slc9a3r2 PE=1 SV=1Methionine aminopeptidase 2 (MAP 2) (MetAP 2) (EC 3.4.11.18) (Initiation factor 2-associated 67 kDa glycoprotein) (p67) (p67eIF2) (Peptidase M)Metap2 12 39.5 37.35 337 0 110.53 29.97856366 19.74406524 30.73836225 22.81866415 27.5544057 26.26159756
sp|Q4V885|COL12_RAT Collectin-12 OS=Rattus norvegicus OX=10116 GN=Colec12 PE=2 SV=1EH domain-containing protein 3Ehd3 3 5 81.545 742 0 8.6606 5.156839238 4.626385685 5.552861374 4.702364471 5.213487198 5.827698206
tr|D4A465|D4A465_RAT Late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 OS=Rattus norvegicus OX=10116 GN=Lamtor2 PE=1 SV=1;tr|A0A1B0GWT7|A0A1B0GWT7_RAT Late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 OS=Rattus norvegicus OX=10116 GN=LaHeat shock protein beta-7 (HspB7) (Cardiovascular heat shock protein) (cvHsp) (Fragment)Hspb7 3 29.6 13.48 125 0 4.1809 12.36899828 8.707707323 11.23241196 9.842238947 10.38131206 10.950673
tr|D3ZH76|D3ZH76_RAT PPARGC1 and ESRR-induced regulator, muscle 1 OS=Rattus norvegicus OX=10116 GN=Perm1 PE=1 SV=1Adhesion G protein-coupled receptor L2 (Calcium-independent alpha-latrotoxin receptor 2) (CIRL-2) (Latrophilin-2)Adgrl2 7 16 83.366 788 0 22.442 3.773854217 3.975257691 4.11446768 4.28929079 4.149188465 3.640745897
sp|P49242|RS3A_RAT 40S ribosomal protein S3a OS=Rattus norvegicus OX=10116 GN=Rps3a PE=1 SV=2;tr|M0R6L4|M0R6L4_RAT 40S ribosomal protein S3a OS=Rattus norvegicus OX=10116 GN=LOC100365839 PE=3 SV=1FAM20B, glycosaminoglycan xylosylkinase (Similar to RIKEN cDNA C530043G21)Fam20b 10 41.7 29.945 264 0 22.518 19.45596421 13.59378321 15.52623387 12.19342118 14.11607232 19.58956577
tr|B2RYV0|B2RYV0_RAT DnaJ (Hsp40) homolog, subfamily C, member 30 OS=Rattus norvegicus OX=10116 GN=Dnajc30 PE=1 SV=1Latexin (Endogenous carboxypeptidase inhibitor) (ECI) (Tissue carboxypeptidase inhibitor) (TCI)Lxn 3 16.4 24.923 219 0 7.9444 1.637158905 1.716428566 2.034461193 1.862716205 1.420896704 1.915636361
tr|D4ADS9|D4ADS9_RAT EFR3 homolog A OS=Rattus norvegicus OX=10116 GN=Efr3a PE=1 SV=1Transmembrane protein 109 (Mitsugumin-23) (Mg23)Tmem109 6 10.6 92.523 819 0 14.184 11.93042373 8.649205684 11.60043888 9.272347444 11.53268324 10.19410904



sp|Q63377|AT1B3_RAT Sodium/potassium-transporting ATPase subunit beta-3 OS=Rattus norvegicus OX=10116 GN=Atp1b3 PE=2 SV=1Ras-related protein Rab-4BRab4b 5 25.8 31.829 279 0 32.657 18.59436459 17.92480696 22.02559975 19.51259896 20.53365827 19.79076866
sp|Q63357|MYO1D_RAT Unconventional myosin-Id OS=Rattus norvegicus OX=10116 GN=Myo1d PE=1 SV=3Cathepsin L1 (EC 3.4.22.15) (Cathepsin L) (Cyclic protein 2) (CP-2) (Major excreted protein) (MEP) [Cleaved into: Procathepsin L; Cathepsin L1 heavy chain; Cathepsin L1 light chain]Ctsl 11 12.9 116.09 1006 0 18.199 28.48142964 26.83465409 29.63637553 23.88900112 31.19169192 27.67874348
tr|D4A601|D4A601_RAT Translational activator of cytochrome c oxidase 1 OS=Rattus norvegicus OX=10116 GN=Taco1 PE=1 SV=3;sp|B2RYT9|TACO1_RAT Translational activator of cytochrome c oxidase 1 OS=Rattus norvegicus OX=10116 GN=Taco1 PE=2 SV=1Reticulon Rtn2 3 13.6 32.812 295 0 33.687 5.527235377 6.183100022 11.88051626 7.148600964 7.194107301 7.234578669
sp|Q5XI31|PIGS_RAT GPI transamidase component PIG-S OS=Rattus norvegicus OX=10116 GN=Pigs PE=2 SV=3ATP-dependent 6-phosphofructokinase, platelet type (ATP-PFK) (PFK-P) (EC 2.7.1.11) (6-phosphofructokinase type C) (Phosphofructo-1-kinase isozyme C) (PFK-C) (Phosphohexokinase)Pfkp 3 7.9 61.724 555 0 10.076 4.046448232 3.824532737 4.497624014 3.895618593 3.774338644 5.166089699
sp|A2VD12|PBIP1_RAT Pre-B-cell leukemia transcription factor-interacting protein 1 OS=Rattus norvegicus OX=10116 GN=Pbxip1 PE=1 SV=1Inorganic pyrophosphatase 1Ppa1 17 33.5 80.275 722 0 258.31 65.94566337 63.20555091 65.97785603 62.60125787 65.48423577 65.77076344
sp|Q6IMY1|MTUS1_RAT Microtubule-associated tumor suppressor 1 homolog OS=Rattus norvegicus OX=10116 GN=Mtus1 PE=1 SV=1;tr|D2XRB8|D2XRB8_RAT ATIP4 OS=Rattus norvegicus OX=10116 GN=Mtus1 PE=1 SV=1;tr|B1A2U8|B1A2U8_RAT Growth factor inhibitor OS=Rattus norvegCOP9 signalosome complex subunit 2 (SGN2) (Signalosome subunit 2) (Alien homolog) (JAB1-containing signalosome subunit 2) (Thyroid receptor-interacting protein 15) (TR-interacting protein 15) (TRIP-15)Cops2 6 16.6 50.744 440 0 10.378 10.25945471 7.072039555 13.80074776 8.227184655 9.412459384 11.44290151
tr|M0R757|M0R757_RAT Elongation factor 1-alpha OS=Rattus norvegicus OX=10116 GN=LOC100360413 PE=3 SV=1;sp|P62630|EF1A1_RAT Elongation factor 1-alpha 1 OS=Rattus norvegicus OX=10116 GN=Eef1a1 PE=2 SV=1;tr|F1M6C2|F1M6C2_RAT Uncharacterized protein OS=Rattus Family with sequence similarity 173, member AFam173a 3 10.2 50.107 462 0 22 13.95105627 12.9093616 12.59510623 11.11527153 12.85021821 14.48250243
tr|A0A0G2JW01|A0A0G2JW01_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|E9PT39|E9PT39_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus OX=10116 PE=1 SV=3;tr|A0A0G2K5D0|A0A0G2K5D0_RAT Uncharacterized protein (Fragment) OS=Solute carrier family 25 member 40Slc25a40 2 5.4 48.639 427 0.0017802 1.6717 2.019556038 1.791101389 2.959187725 1.894704784 2.402571472 2.103186205
tr|G3V667|G3V667_RAT Integrin subunit alpha 6 OS=Rattus norvegicus OX=10116 GN=Itga6 PE=1 SV=1ATPase inhibitor, mitochondrial (ATP synthase F1 subunit epsilon) (Inhibitor of F(1)F(o)-ATPase) (IF(1)) (IF1)Atp5if1 7 8.4 119.48 1073 0 56.203 8.673010975 7.709850104 9.592781353 7.015351389 13.78701567 7.351091572
tr|G3V6H5|G3V6H5_RAT Mitochondrial 2-oxoglutarate/malate carrier protein OS=Rattus norvegicus OX=10116 GN=Slc25a11 PE=1 SV=1;sp|P97700|M2OM_RAT Mitochondrial 2-oxoglutarate/malate carrier protein OS=Rattus norvegicus OX=10116 GN=Slc25a11 PE=1 SV=3Protein NDRG1 (N-myc downstream-regulated gene 1 protein) (Protein Ndr1)Ndrg1 15 54.1 34.136 314 0 312.57 291.8992688 358.7957818 328.0569982 342.6988086 309.7057632 305.5717676
sp|P21913|SDHB_RAT Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sdhb PE=2 SV=2Inositol monophosphatase 1 (IMP 1) (IMPase 1) (EC 3.1.3.25) (D-galactose 1-phosphate phosphatase) (EC 3.1.3.94) (Inositol-1(or 4)-monophosphatase 1) (Lithium-sensitive myo-inositol monophosphatase A1)Impa1 17 53.5 31.83 282 0 323.31 377.8319703 414.8241804 380.2456237 399.9223393 387.2532288 372.7078365
tr|Q6AYF2|Q6AYF2_RAT LIM and cysteine-rich domains 1 OS=Rattus norvegicus OX=10116 GN=Lmcd1 PE=1 SV=1Eukaryotic translation initiation factor 3 subunit A (eIF3a) (Eukaryotic translation initiation factor 3 subunit 10) (eIF-3-theta)Eif3a 5 21.6 41.085 365 0 23.778 4.891302287 5.140534233 5.570137175 4.902021815 5.196543725 5.803061116
sp|Q5U2V8|EMC3_RAT ER membrane protein complex subunit 3 OS=Rattus norvegicus OX=10116 GN=Emc3 PE=2 SV=3Inactive phospholipid phosphatase 7 (Phosphatidic acid phosphatase type 2 domain-containing protein 3)Plpp7 4 20.3 29.98 261 0 30.653 3.186363679 3.112287177 3.52295471 2.916255921 3.465234734 3.256715265
tr|Q6MGC4|Q6MGC4_RAT H2-K region expressed gene 2, rat orthologue OS=Rattus norvegicus OX=10116 GN=Pfdn6 PE=1 SV=1Transaldolase (EC 2.2.1.2)Taldo1 2 17.3 14.497 127 0 2.7168 0.451731781 0.484422106 0.397688948 0.355012458 0.449832869 0.599399856
tr|B2RZ72|B2RZ72_RAT Actin-related protein 2/3 complex subunit 4 OS=Rattus norvegicus OX=10116 GN=Arpc4 PE=1 SV=1Rho-associated protein kinase 1 (EC 2.7.11.1) (Liver regeneration-related protein LRRG199) (Rho-associated, coiled-coil-containing protein kinase 1) (Rho-associated, coiled-coil-containing protein kinase I) (ROCK-I) (p150 RhoA-binding kinase ROK beta) (p160 ROCK-1) (p160ROCK)Rock1 2 16.1 19.667 168 0 19.019 3.270171288 3.500680983 3.325015907 2.992820172 3.072983508 3.785129507
tr|Q5XI77|Q5XI77_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa11 PE=1 SV=1Serine/threonine-protein kinase MRCK beta (EC 2.7.11.1) (CDC42-binding protein kinase beta) (DMPK-like beta) (Myotonic dystrophy kinase-related CDC42-binding kinase beta) (MRCK beta) (Myotonic dystrophy protein kinase-like beta)Cdc42bpb 15 31.4 54.16 503 0 207.5 112.5581634 109.7642941 97.91191314 91.80765488 116.6090412 121.0040384
tr|A0A0G2K791|A0A0G2K791_RAT Mitochondrial ribosomal protein L33 OS=Rattus norvegicus OX=10116 GN=Mrpl33 PE=1 SV=1;tr|D4ABL7|D4ABL7_RAT Brain and reproductive organ-expressed protein, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Mrpl33 PE=1 SV=2Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase (EC 4.2.1.134)Hacd1 2 20.3 7.579 64 0 7.7241 3.746582854 3.582012529 4.566674869 4.408086909 3.439721396 3.676674986
tr|D4A8G5|D4A8G5_RAT Transforming growth factor, beta-induced OS=Rattus norvegicus OX=10116 GN=Tgfbi PE=1 SV=2Major prion protein (PrP) (CD antigen CD230)Prnp 3 5 74.752 685 0 5.4985 1.735598955 1.688176555 1.824167574 1.467264454 1.907023933 2.037795263
sp|O35112|CD166_RAT CD166 antigen OS=Rattus norvegicus OX=10116 GN=Alcam PE=1 SV=1Ubiquitin-like protein 3 (Membrane-anchored ubiquitin-fold protein) (MUB)Ubl3 5 9.1 65.021 583 0 7.7599 11.82995029 9.177622924 10.77905305 10.15431206 10.52588765 11.94026276
sp|P62074|TIM10_RAT Mitochondrial import inner membrane translocase subunit Tim10 OS=Rattus norvegicus OX=10116 GN=Timm10 PE=3 SV=1Sorting nexin-5 Snx5 5 24.4 10.333 90 0 19.967 12.60064538 16.07891379 13.57511533 14.35883528 14.47849257 14.38241425
tr|F1LPC8|F1LPC8_RAT Netrin-1 OS=Rattus norvegicus OX=10116 GN=Ntn1 PE=4 SV=2;sp|Q924Z9|NET1_RAT Netrin-1 OS=Rattus norvegicus OX=10116 GN=Ntn1 PE=1 SV=1AP-3 complex subunit mu-1 (AP-3 adaptor complex mu3A subunit) (Adaptor-related protein complex 3 subunit mu-1) (Clathrin assembly protein assembly protein complex 3 mu-1 medium chain) (Clathrin coat assembly protein AP47 homolog 1) (Clathrin coat-associated protein AP47 homolog 1) (Golgi adaptor AP-1 47 kDa protein homolog 1) (HA1 47 kDa subunit homolog 1) (Mu-adaptin 3A) (Mu3A-adaptin) (P47A)Ap3m1 3 7.3 65.018 575 0 9.1928 1.737193772 1.906630235 2.113929879 2.046357557 1.852006708 1.735580299
tr|F1LXN6|F1LXN6_RAT Sodium/nucleoside cotransporter OS=Rattus norvegicus OX=10116 GN=Slc28a2 PE=1 SV=2;tr|F1LN73|F1LN73_RAT Sodium/nucleoside cotransporter OS=Rattus norvegicus OX=10116 GN=Slc28a2 PE=1 SV=3;sp|Q62773|S28A2_RAT Sodium/nucleoside cotransporKN motif and ankyrin repeat domain-containing protein 2Kank2 2 3.3 72.504 659 0 4.3262 5.133315695 4.869904702 5.656516182 4.680228549 5.5385533 5.146072064
tr|D4A5L9|D4A5L9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P62898|CYC_RAT Cytochrome c, somatic OS=Rattus norvegicus OX=10116 GN=Cycs PE=1 SV=2TAP-binding protein (Tap-binding protein (Tapasin)) (Tapasin)Tapbp 12 64.8 11.635 105 0 232.84 382.524718 340.3463626 215.2878959 402.57865 278.6776183 311.3050237
sp|Q9ER24|ATX10_RAT Ataxin-10 OS=Rattus norvegicus OX=10116 GN=Atxn10 PE=1 SV=160S ribosomal protein L26 Rpl26 3 8.8 53.726 475 0 5.9768 2.733475656 3.103773524 3.376110399 3.348210243 2.967920888 3.08723262
sp|Q8VHK0|ACOT8_RAT Acyl-coenzyme A thioesterase 8 OS=Rattus norvegicus OX=10116 GN=Acot8 PE=1 SV=1;tr|F7F557|F7F557_RAT Acyl-coenzyme A thioesterase 8 OS=Rattus norvegicus OX=10116 GN=Acot8 PE=1 SV=1Peroxisomal biogenesis factor 3 (Peroxin-3) (Peroxisomal assembly protein PEX3)Pex3 2 7.8 36.003 320 0 9.8418 3.982097385 5.63756035 5.139603264 5.167218851 4.974904773 5.068927177
tr|G3V8Z7|G3V8Z7_RAT Similar to RIKEN cDNA 1810030N24 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Smim8 PE=1 SV=1;tr|B2RZD3|B2RZD3_RAT RGD1305158 protein OS=Rattus norvegicus OX=10116 GN=Smim8 PE=1 SV=1;tr|A0A0G2K5Y6|A0A0G2K5Y6_RAT Small inGolgi membrane protein 1 Golm1 2 21.6 11.034 97 0 2.5592 2.051930813 2.494262549 2.649636775 2.43768595 2.739347541 2.220161052
sp|Q498E0|TXD12_RAT Thioredoxin domain-containing protein 12 OS=Rattus norvegicus OX=10116 GN=Txndc12 PE=2 SV=2Platelet factor 4 (PF-4) (C-X-C motif chemokine 4)Pf4 4 31.2 19.018 170 0 7.8286 3.302785286 3.025771339 3.571588709 3.239179972 3.201662321 3.640745897
sp|P22734|COMT_RAT Catechol O-methyltransferase OS=Rattus norvegicus OX=10116 GN=Comt PE=1 SV=2Cytoplasmic dynein 1 light intermediate chain 2 (Dynein light intermediate chain 2, cytosolic) (LIC-2) (LIC53/55)Dync1li2 3 15.2 29.597 264 0 2.3342 5.776824163 5.281318665 4.476369544 4.510953845 5.548039028 5.06379445
tr|G3V885|G3V885_RAT Myosin-6 OS=Rattus norvegicus OX=10116 GN=Myh6 PE=1 SV=2Perilipin-5 (Lipid storage droplet protein 5)Plin5 3 2.8 223.38 1938 0 323.31 3587.340424 1564.229181 3108.597232 2337.466644 3481.131507 3042.988514
sp|Q6P4Z9|CSN8_RAT COP9 signalosome complex subunit 8 OS=Rattus norvegicus OX=10116 GN=Cops8 PE=2 SV=1Prolargin (Proline-arginine-rich end leucine-rich repeat protein)Prelp 2 12.9 23.235 209 0 3.9512 3.17874843 2.497306536 2.839775292 2.639296463 3.067030395 3.009112516
sp|P21775|THIKA_RAT 3-ketoacyl-CoA thiolase A, peroxisomal OS=Rattus norvegicus OX=10116 GN=Acaa1a PE=1 SV=2;tr|F1LPD6|F1LPD6_RAT 3-ketoacyl-CoA thiolase A, peroxisomal OS=Rattus norvegicus OX=10116 GN=Acaa1a PE=1 SV=2;sp|P07871|THIKB_RAT 3-ketoacyl-CoA thAcylamino-acid-releasing enzyme (AARE) (EC 3.4.19.1) (Acyl-peptide hydrolase) (APH) (Acylaminoacyl-peptidase)Apeh 10 33.5 43.833 424 0 46.636 12.23702721 15.87249338 12.86523694 14.12054858 12.64741988 13.17160396
tr|F1MA89|F1MA89_RAT Cyclin Y OS=Rattus norvegicus OX=10116 GN=Ccny PE=1 SV=2Serine/threonine-protein kinase TNNI3K (EC 2.7.11.1) (Cardiac ankyrin repeat kinase) (TNNI3-interacting kinase)Tnni3k 2 8.5 39.367 341 0 3.6796 1.288492142 1.536072295 1.657063459 1.276765306 1.675310483 1.397846864
sp|Q5BJT2|UBL3_RAT Ubiquitin-like protein 3 OS=Rattus norvegicus OX=10116 GN=Ubl3 PE=3 SV=1Sialidase-3 (EC 3.2.1.18) (Ganglioside sialidase) (Membrane sialidase) (N-acetyl-alpha-neuraminidase 3)Neu3 2 14.5 13.18 117 0 3.2274 1.516391424 2.173835281 1.339293415 1.636495754 1.517978229 2.136394948
tr|G3V6W2|G3V6W2_RAT Prolactin regulatory element-binding protein OS=Rattus norvegicus OX=10116 GN=Preb PE=1 SV=1;sp|Q9WTV0|PREB_RAT Prolactin regulatory element-binding protein OS=Rattus norvegicus OX=10116 GN=Preb PE=1 SV=2Acyl-coenzyme A thioesterase THEM4 (Acyl-CoA thioesterase THEM4) (EC 3.1.2.2) (Thioesterase superfamily member 4)Them4 4 13.7 45.371 417 0 11.697 9.46962183 9.101523232 9.56451186 9.650394283 7.906518217 10.00471142
sp|P57093|PAHX_RAT Phytanoyl-CoA dioxygenase, peroxisomal OS=Rattus norvegicus OX=10116 GN=Phyh PE=1 SV=2Ubiquinone biosynthesis protein COQ4 homolog, mitochondrial (Coenzyme Q biosynthesis protein 4 homolog)Coq4 10 30.2 38.588 338 0 33.542 36.48940213 51.01533141 43.34655621 52.78332503 47.58237651 35.85004482
sp|P27605|HPRT_RAT Hypoxanthine-guanine phosphoribosyltransferase OS=Rattus norvegicus OX=10116 GN=Hprt1 PE=1 SV=1GTPase KRas (K-Ras 2) (Ki-Ras) (c-K-ras) (c-Ki-ras) [Cleaved into: GTPase KRas, N-terminally processed]Kras 5 26.1 24.477 218 0 8.8055 10.1613735 9.135768093 8.508593939 8.542730065 9.933193166 9.867154334
sp|Q63750|RM23_RAT 39S ribosomal protein L23, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl23 PE=2 SV=1Casein kinase I isoform alpha (CKI-alpha) (EC 2.7.11.1) (CK1)Csnk1a1 2 19.2 17.05 146 0 3.7725 0.775240314 1.248463019 1.443209978 1.299639093 1.108979785 1.233702255
tr|A0A0G2K0I3|A0A0G2K0I3_RAT Nicotinamide phosphoribosyltransferase OS=Rattus norvegicus OX=10116 GN=Nampt PE=1 SV=1;sp|Q80Z29|NAMPT_RAT Nicotinamide phosphoribosyltransferase OS=Rattus norvegicus OX=10116 GN=Nampt PE=1 SV=1Tescalcin Tesc 5 13.4 54.091 478 0 8.5319 8.541039908 8.256341021 9.633091556 8.233695221 9.137046164 8.655317495
sp|P61621|S61A1_RAT Protein transport protein Sec61 subunit alpha isoform 1 OS=Rattus norvegicus OX=10116 GN=Sec61a1 PE=2 SV=2Echinoderm microtubule-associated protein-like 1 (EMAP-1)Eml1 3 6.7 52.264 476 0 5.9529 8.980013157 9.855385811 10.54399745 8.09219893 9.330031674 11.13750426
tr|D4AD15|D4AD15_RAT Eukaryotic translation initiation factor 4 gamma, 1 OS=Rattus norvegicus OX=10116 GN=Eif4g1 PE=1 SV=2;tr|D3ZU13|D3ZU13_RAT Eukaryotic translation initiation factor 4 gamma, 1 OS=Rattus norvegicus OX=10116 GN=Eif4g1 PE=1 SV=1Cell cycle control protein 50A (P4-ATPase flippase complex beta subunit TMEM30A) (Transmembrane protein 30A)Tmem30a 5 4.1 175.09 1592 0 11.628 5.025665579 4.555327597 5.698920422 4.481005243 5.076565615 5.381150959
tr|A0A0G2K0Z7|A0A0G2K0Z7_RAT Glycerol-3-phosphate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gpd2 PE=1 SV=1;sp|P35571|GPDM_RAT Glycerol-3-phosphate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gpd2 PE=1 SV=1;tr|A0A0G2K1FPhospholipase A-2-activating protein (PLA2P) (PLAP)Plaa 18 35 69.061 614 0 149.16 50.65137288 49.85956733 47.61891425 52.48383901 47.39854964 49.64938129
sp|A4F267|TM40L_RAT Mitochondrial import receptor subunit TOM40B OS=Rattus norvegicus OX=10116 GN=Tomm40l PE=1 SV=1Magnesium transporter MRS2 homolog, mitochondrial (MRS2-like protein)Mrs2 5 16.9 34.048 308 0 7.7545 6.339794397 5.157181041 5.02642059 5.119040666 5.462340378 5.578247675
sp|Q6P0K8|PLAK_RAT Junction plakoglobin OS=Rattus norvegicus OX=10116 GN=Jup PE=1 SV=1Cytochrome c oxidase assembly factor 6Coa6 16 29.5 81.8 745 0 218.57 41.66458175 33.7387987 48.92506953 33.17263354 45.59887798 51.0064743
tr|A0A0G2K7E5|A0A0G2K7E5_RAT Voltage-dependent calcium channel subunit alpha-2/delta-1 OS=Rattus norvegicus OX=10116 GN=Cacna2d1 PE=1 SV=1;tr|Q9ERS3|Q9ERS3_RAT Voltage-dependent calcium channel subunit alpha-2/delta-1 OS=Rattus norvegicus OX=10116 GN=CacnaMyosin light chain kinase Mylk 19 23.7 122.73 1084 0 208.65 48.64190406 43.41392337 43.05862619 40.71968112 47.36387766 44.93086538
tr|D3ZN27|D3ZN27_RAT DnaJ heat shock protein family (Hsp40) member C13 OS=Rattus norvegicus OX=10116 GN=Dnajc13 PE=1 SV=2Coronin-6 Coro6 2 1.6 254.51 2243 0 5.3393 2.81206024 2.50810318 3.019757732 3.076242218 2.347161734 3.154625325
sp|P13383|NUCL_RAT Nucleolin OS=Rattus norvegicus OX=10116 GN=Ncl PE=1 SV=3;tr|Q5U328|Q5U328_RAT Nucleolin OS=Rattus norvegicus OX=10116 GN=Ncl PE=1 SV=1Hippocalcin-like protein 1 (Neural visinin-like protein 3) (NVL-3) (NVP-3) (Visinin-like protein 3) (VILIP-3)Hpcal1 3 4.3 77.146 713 0 17.109 26.85033104 21.59281214 23.10507558 21.29128547 23.55731599 25.19039744
sp|P97536|CAND1_RAT Cullin-associated NEDD8-dissociated protein 1 OS=Rattus norvegicus OX=10116 GN=Cand1 PE=1 SV=1Vacuolar protein sorting-associated protein 26A (Vesicle protein sorting 26A)Vps26a 10 10.9 136.36 1230 0 19.949 13.75050809 12.81328574 12.44904718 12.22336978 13.41739936 13.84809737
sp|B2RZ78|VPS29_RAT Vacuolar protein sorting-associated protein 29 OS=Rattus norvegicus OX=10116 GN=Vps29 PE=1 SV=2;tr|A0A0G2JTS3|A0A0G2JTS3_RAT Vacuolar protein sorting-associated protein 29 OS=Rattus norvegicus OX=10116 GN=Vps29 PE=1 SV=1Sorting nexin Snx6 3 19.8 20.468 182 0 6.762 1.912025534 1.964656251 2.416361105 1.714709348 2.003778363 2.382714516
tr|F1M9D6|F1M9D6_RAT Signal transducer and activator of transcription OS=Rattus norvegicus OX=10116 GN=Stat1 PE=1 SV=2;tr|A0A0G2JX93|A0A0G2JX93_RAT Signal transducer and activator of transcription OS=Rattus norvegicus OX=10116 GN=Stat1 PE=1 SV=1Receptor-type tyrosine-protein phosphatase C (EC 3.1.3.48) (Leukocyte common antigen) (L-CA) (T200) (CD antigen CD45)Ptprc 7 12.8 87.249 749 0 23.998 7.854870097 6.773823885 6.453820592 6.352575817 6.971683323 8.30218588
tr|M0R8A4|M0R8A4_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=2;sp|Q3B8Q0|MARE2_RAT Microtubule-associated protein RP/EB family member 2 OS=Rattus norvegicus OX=10116 GN=Mapre2 PE=1 SV=1;tr|M0R7M8|M0R7M8_RAT Uncharacterized protein OS=Alanine--tRNA ligase, mitochondrial (EC 6.1.1.7) (Alanyl-tRNA synthetase) (AlaRS)Aars2 2 15.8 28.137 247 0 26.87 3.64004911 3.254308228 3.534524262 3.19634045 3.849570284 3.552103702
sp|O54922|EXOC7_RAT Exocyst complex component 7 OS=Rattus norvegicus OX=10116 GN=Exoc7 PE=1 SV=1Asparaginyl-tRNA synthetase 2, mitochondrialNars2 2 3.4 75.045 653 0 2.5415 1.300333655 1.491363725 1.281236252 1.134965189 1.581434481 1.241709309
tr|Q2IBC6|Q2IBC6_RAT Caveolin OS=Rattus norvegicus OX=10116 GN=Cav1 PE=1 SV=1;sp|P41350|CAV1_RAT Caveolin-1 OS=Rattus norvegicus OX=10116 GN=Cav1 PE=1 SV=3Phospholipid scramblase 3 (PL scramblase 3) (Ca(2+)-dependent phospholipid scramblase 3)Plscr3 3 24.2 20.551 178 0 228.14 45.5001155 39.84960402 54.92657823 38.10330185 53.22605785 44.34111505
sp|P11517|HBB2_RAT Hemoglobin subunit beta-2 OS=Rattus norvegicus OX=10116 PE=1 SV=2Alpha-1,6-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase (EC 2.4.1.143) (Beta-1,2-N-acetylglucosaminyltransferase II) (GlcNAc-T II) (GNT-II) (Mannoside acetylglucosaminyltransferase 2) (N-glycosyl-oligosaccharide-glycoprotein N-acetylglucosaminyltransferase II)Mgat2 2 17.7 15.982 147 0 45.174 11.05128112 11.18380107 10.32621765 9.008886558 10.26486657 12.47303982
sp|P04157|PTPRC_RAT Receptor-type tyrosine-protein phosphatase C OS=Rattus norvegicus OX=10116 GN=Ptprc PE=1 SV=2Tryptophan--tRNA ligase, cytoplasmic (EC 6.1.1.2) (Tryptophanyl-tRNA synthetase) (TrpRS) [Cleaved into: T1-TrpRS; T2-TrpRS]Wars1 3 2.4 143.27 1273 0 2.8733 3.292299367 2.599232562 3.462803511 2.632178244 3.307771642 3.718404056
tr|F1LUA1|F1LUA1_RAT Early endosome antigen 1 OS=Rattus norvegicus OX=10116 GN=Eea1 PE=1 SV=1;tr|A0A0G2K051|A0A0G2K051_RAT Early endosome antigen 1 OS=Rattus norvegicus OX=10116 GN=Eea1 PE=1 SV=1Aminoacylase-1A (ACY-1A) (EC 3.5.1.14) (ACY IA) (N-acyl-L-amino-acid amidohydrolase)Acy1a 5 5.1 161.1 1411 0 14.362 2.196500932 2.058924745 2.37364276 1.687842415 2.224697708 3.023176187
tr|G3V6S0|G3V6S0_RAT Spectrin beta chain OS=Rattus norvegicus OX=10116 GN=Sptbn1 PE=1 SV=3;tr|A0A0G2K8W9|A0A0G2K8W9_RAT Spectrin beta chain OS=Rattus norvegicus OX=10116 GN=Sptbn1 PE=1 SV=1;tr|A0A0G2JZY6|A0A0G2JZY6_RAT Spectrin beta chain OS=Rattus norvegiUV excision repair protein RAD23 homolog BRad23b 91 49.2 273.31 2356 0 323.31 458.4300105 282.7484078 451.0816444 354.365742 473.8546587 413.4052286
tr|G3V9D1|G3V9D1_RAT Phosphoinositide phospholipase C OS=Rattus norvegicus OX=10116 GN=Plcd1 PE=1 SV=1;sp|P10688|PLCD1_RAT 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase delta-1 OS=Rattus norvegicus OX=10116 GN=Plcd1 PE=1 SV=1Phosphoenolpyruvate carboxykinase 2 (mitochondrial)Pck2 7 12 85.909 756 0 20.675 7.698578078 8.456578337 7.983514278 8.142113266 8.210715716 7.570772286
tr|A1L1M0|A1L1M0_RAT Protein kinase, cAMP-dependent, catalytic, alpha OS=Rattus norvegicus OX=10116 GN=Prkaca PE=1 SV=1Threonine synthase-like 1 Thnsl1 2 4.8 40.605 351 0 11.243 10.53894631 8.490823199 10.27543726 8.104786023 11.07736828 9.34874891
tr|D3ZUC9|D3ZUC9_RAT Oxidative stress-responsive kinase 1 OS=Rattus norvegicus OX=10116 GN=Oxsr1 PE=1 SV=1AP-2 complex subunit sigma (Adaptor protein complex AP-2 subunit sigma) (Adaptor-related protein complex 2 subunit sigma) (Clathrin assembly protein 2 sigma small chain) (Clathrin coat assembly protein AP17) (Clathrin coat-associated protein AP17) (Plasma membrane adaptor AP-2 17 kDa protein) (Sigma-adaptin 3b) (Sigma2-adaptin)Ap2s1 2 5.3 58.204 527 0 7.7489 0.94373268 0.88432599 1.255217848 0.846113098 1.166548344 0.964952671
tr|Q8R490|Q8R490_RAT Cadherin 13 OS=Rattus norvegicus OX=10116 GN=Cdh13 PE=1 SV=1;tr|F1M7X3|F1M7X3_RAT Cadherin 13 OS=Rattus norvegicus OX=10116 GN=Cdh13 PE=1 SV=3Golgi brefeldin A-resistant guanine nucleotide exchange factor 1Gbf1 13 21.8 78.085 714 0 323.31 41.59281501 31.66698457 37.38274017 36.37756794 41.81832455 34.95541051
tr|F1LPQ9|F1LPQ9_RAT A-kinase anchor protein 2 OS=Rattus norvegicus OX=10116 GN=Akap2 PE=1 SV=2;sp|Q5U301|AKAP2_RAT A-kinase anchor protein 2 OS=Rattus norvegicus OX=10116 GN=Akap2 PE=1 SV=1DnaJ homolog subfamily A member 2 (RDJ2)Dnaja2 5 8.5 95.941 870 0 8.5066 9.659404997 8.803307561 10.89841313 9.272347444 9.924034532 9.705473434
tr|B0BMY7|B0BMY7_RAT Protein tyrosine kinase 9-like (A6-related protein) (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Twf2 PE=1 SV=1H2-K region expressed gene 2, rat orthologue (MHC class II region expressed gene KE2, isoform CRA_a) (Prefoldin subunit 6)Pfdn6 5 24.1 39.472 349 0 10.692 6.356141266 4.865148471 6.405134242 5.793101218 5.75751008 5.709645485
tr|F1M9C0|F1M9C0_RAT Mitogen-activated protein kinase-activated protein kinase 2 OS=Rattus norvegicus OX=10116 GN=Mapkapk2 PE=1 SV=3;sp|Q66H84|MAPK3_RAT MAP kinase-activated protein kinase 3 OS=Rattus norvegicus OX=10116 GN=Mapkapk3 PE=2 SV=1Protein Mpv17 Mpv17 2 5.1 42.504 370 0.0030688 1.5722 1.73603753 1.517094934 1.646697978 1.510755032 1.782335668 1.534377401
sp|Q9JJ31|CUL5_RAT Cullin-5 OS=Rattus norvegicus OX=10116 GN=Cul5 PE=1 SV=3;tr|A0A0H2UHG3|A0A0H2UHG3_RAT Cullin-5 OS=Rattus norvegicus OX=10116 GN=Cul5 PE=1 SV=1Casein kinase II subunit alpha (CK II alpha) (EC 2.7.11.1)Csnk2a1 4 6.2 90.889 780 0 9.6395 1.344629684 1.374312886 1.850709487 1.324249031 1.615452266 1.504556258
sp|P08010|GSTM2_RAT Glutathione S-transferase Mu 2 OS=Rattus norvegicus OX=10116 GN=Gstm2 PE=1 SV=2Guanine nucleotide-binding protein subunit alpha-12 (G alpha-12) (G-protein subunit alpha-12)Gna12 5 25.2 25.702 218 0 58.432 39.22969562 35.22226708 30.6493657 33.39225662 37.94225965 35.65140829
tr|G3V9N7|G3V9N7_RAT Protein kinase C and casein kinase substrate in neurons 3 OS=Rattus norvegicus OX=10116 GN=Pacsin3 PE=1 SV=3Eukaryotic translation initiation factor 3 subunit B (eIF3b) (Eukaryotic translation initiation factor 3 subunit 9) (eIF-3-eta)Eif3b 8 25.7 48.598 424 0 114.21 15.77592508 13.53337908 16.49420225 14.66787013 14.91156514 15.586552
tr|B2RYT4|B2RYT4_RAT Mitochondrial ribosomal protein S14 OS=Rattus norvegicus OX=10116 GN=Mrps14 PE=1 SV=1Drebrin (Developmentally-regulated brain protein)Dbn1 2 21.9 14.924 128 0 21.443 2.880358258 3.61335609 4.182052709 3.568223954 3.544391503 3.302653171



tr|Q5M860|Q5M860_RAT Rho GDP dissociation inhibitor beta OS=Rattus norvegicus OX=10116 GN=Arhgdib PE=1 SV=1Estradiol 17-beta-dehydrogenase 11 (EC 1.1.1.62) (17-beta-hydroxysteroid dehydrogenase 11) (17-beta-HSD 11) (17bHSD11) (17betaHSD11) (17-beta-hydroxysteroid dehydrogenase XI) (17-beta-HSD XI) (17betaHSDXI) (Dehydrogenase/reductase SDR family member 8)Hsd17b11 2 16.5 22.884 200 0 19.759 0.711766616 0.696597561 0.521121931 0.561297557 0.558918746 0.753176356
sp|Q5U2Z3|NP1L4_RAT Nucleosome assembly protein 1-like 4 OS=Rattus norvegicus OX=10116 GN=Nap1l4 PE=1 SV=1;tr|A0A0H2UHZ2|A0A0H2UHZ2_RAT Nucleosome assembly protein 1-like 4 OS=Rattus norvegicus OX=10116 GN=Nap1l4 PE=1 SV=1Translation factor GUF1, mitochondrial (EC 3.6.5.n1) (Elongation factor 4 homolog) (EF-4) (GTPase GUF1) (Ribosomal back-translocase)Guf1 4 16.6 43.916 386 0 22.368 4.989383503 4.236469886 4.798694117 4.510519807 4.951942768 4.38175769
tr|A0A0G2K9I3|A0A0G2K9I3_RAT Golgin subfamily A member 4 OS=Rattus norvegicus OX=10116 GN=Golga4 PE=1 SV=1;sp|Q5U4E6|GOGA4_RAT Golgin subfamily A member 4 OS=Rattus norvegicus OX=10116 GN=Golga4 PE=1 SV=2;tr|A0A0G2JUE4|A0A0G2JUE4_RAT Golgin subfamily A memPeroxiredoxin-4 (EC 1.11.1.24) (Antioxidant enzyme AOE372) (Peroxiredoxin IV) (Prx-IV) (Thioredoxin peroxidase AO372) (Thioredoxin-dependent peroxide reductase A0372) (Thioredoxin-dependent peroxiredoxin 4)Prdx4 2 1.2 254.96 2213 0 3.7793 0.486498781 0.483946482 0.592874093 0.444237589 0.560671971 0.594985711
sp|Q9QVC8|FKBP4_RAT Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Rattus norvegicus OX=10116 GN=Fkbp4 PE=1 SV=3cGMP-dependent 3',5'-cyclic phosphodiesterase (EC 3.1.4.17) (Cyclic GMP-stimulated phosphodiesterase) (CGS-PDE) (cGSPDE)Pde2a 2 5 51.45 458 0 3.7575 5.063941176 3.859300784 4.690589481 4.096144012 4.954428683 4.844524354
tr|M0R6L8|M0R6L8_RAT DnaJ heat shock protein family (Hsp40) member C19 OS=Rattus norvegicus OX=10116 GN=Dnajc19 PE=1 SV=1Cystatin-C (Cystatin-3) Cst3 2 12.4 19.364 178 0 10.96 8.275104252 9.709369526 9.759257257 8.176836282 10.90924192 7.977797535
tr|B0BN63|B0BN63_RAT Activator of Hsp90 ATPase activity 1 OS=Rattus norvegicus OX=10116 GN=Ahsa1 PE=1 SV=1RCG60109 (TRIO and F-actin-binding protein)Triobp 3 10.4 38.104 338 0 6.422 2.791487107 2.513430159 2.195283198 2.224920668 2.718348101 2.704536497
tr|M0RBX6|M0RBX6_RAT Histone H3 OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|D3ZK97|D3ZK97_RAT Histone H3 OS=Rattus norvegicus OX=10116 GN=H3f3c PE=3 SV=1;tr|D3ZJ08|D3ZJ08_RAT Histone H3 OS=Rattus norvegicus OX=10116 GN=Hist2h3c2 PE=1 SV=1;sp|Q6LED0|H31_RAT Osteoglycin (Osteoglycin (Predicted))Ogn 3 19.9 15.37 136 0 2.3461 10.51103702 9.412105102 12.01610513 6.752758579 11.53006649 12.431978
sp|P06765|PLF4_RAT Platelet factor 4 OS=Rattus norvegicus OX=10116 GN=Pf4 PE=1 SV=1Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunitPpp2r5a 2 22.9 11.286 105 0 3.1474 3.05040557 3.666055127 6.737562542 4.433695133 3.607455242 4.651995765
tr|G3V743|G3V743_RAT Mannosyl-oligosaccharide glucosidase OS=Rattus norvegicus OX=10116 GN=Mogs PE=4 SV=2;tr|A0A0G2K8S6|A0A0G2K8S6_RAT Glucosidase 1 OS=Rattus norvegicus OX=10116 GN=LOC103692171 PE=1 SV=1;sp|O88941|MOGS_RAT Mannosyl-oligosaccharide glucosiVacuolar protein sorting-associated protein 45 (rVps45)Vps45 10 18.1 81.025 730 0 33.288 16.84245863 17.75310703 17.11560759 15.82197638 16.52021385 20.28248391
sp|P23514|COPB_RAT Coatomer subunit beta OS=Rattus norvegicus OX=10116 GN=Copb1 PE=1 SV=1Synaptophysin-like 1 (Synaptophysin-like protein, isoform CRA_a)Sypl1 5 8.5 107.01 953 0 48.059 7.058259242 7.39260951 6.479472539 6.824808838 7.077007618 7.207888489
tr|G3V985|G3V985_RAT SCO1 cytochrome c oxidase assembly protein OS=Rattus norvegicus OX=10116 GN=Sco1 PE=1 SV=1Histidine triad nucleotide-binding protein 1 (EC 3.-.-.-) (17 kDa inhibitor of protein kinase C) (Adenosine 5'-monophosphoramidase) (Protein kinase C inhibitor 1) (Protein kinase C-interacting protein 1) (PKCI-1)Hint1 7 20.4 31.768 284 0 18.432 20.5934671 26.34951855 27.52506319 22.29738486 27.68131821 22.8375554
tr|D3ZRC4|D3ZRC4_RAT Patatin-like phospholipase domain-containing 8 OS=Rattus norvegicus OX=10116 GN=Pnpla8 PE=1 SV=1;tr|A0A0G2K621|A0A0G2K621_RAT Patatin-like phospholipase domain-containing 8 OS=Rattus norvegicus OX=10116 GN=Pnpla8 PE=1 SV=1C-type lectin domain family 10 member A (MMGL) (Macrophage asialoglycoprotein-binding protein 1) (M-ASGP-BP-1) (Macrophage galactose/N-acetylgalactosamine-specific lectin)Clec10a 7 11.6 87.96 776 0 48.518 8.278293885 10.74527659 9.722088109 10.15300994 9.986182408 9.088006379
sp|P31211|CBG_RAT Corticosteroid-binding globulin OS=Rattus norvegicus OX=10116 GN=Serpina6 PE=1 SV=2Apolipoprotein A-IV (Apo-AIV) (ApoA-IV) (Apolipoprotein A4)Apoa4 2 5.3 44.67 396 0 2.4521 2.257263441 1.758568771 1.55969076 2.234209075 2.38719805 1.20542093
tr|G3V7N9|G3V7N9_RAT Adiponectin a OS=Rattus norvegicus OX=10116 GN=C1qb PE=1 SV=1;sp|P31721|C1QB_RAT Complement C1q subcomponent subunit B OS=Rattus norvegicus OX=10116 GN=C1qb PE=1 SV=2DEP domain-containing MTOR-interacting protein (RCG59709)Deptor 2 10.3 26.647 253 0 7.2948 1.750470619 1.563753558 2.004935278 1.441048577 1.491418189 2.220366361
sp|Q62760|TOM20_RAT Mitochondrial import receptor subunit TOM20 homolog OS=Rattus norvegicus OX=10116 GN=Tomm20 PE=1 SV=2Natriuretic peptides A (Atrial natriuretic factor prohormone) (preproANF) (proANF) (Atrial natriuretic peptide prohormone) (preproANP) (proANP) (Atriopeptigen) (Cardiodilatin) (CDD) (preproCDD-ANF) [Cleaved into: Long-acting natriuretic peptide (LANP) (Long-acting natriuretic hormone) (LANH) (Pro atrial natriuretic factor 1-30) (proANF 1-30) (Pro atrial natriuretic peptide 1-30) (proANP 1-30); Vessel dilator (VSDL) (Pro atrial natriuretic factor 31-67) (proANF 31-67) (Pro atrial natriuretic peptide 31-67) (proANP 31-67); Kaliuretic peptide (KP) (Pro atrial natriuretic factor 79-98) (proANF 79-98) (Pro atrial natriuretic peptide 79-98) (proANP 79-98); Urodilatin (URO) (CDD 95-126) (CDD-ANP (95-126)) (Pro atrial natriuretic peptide 95-126) (proANP 95-126); Auriculin-C (Atrial natriuretic factor 1-33) (ANF 1-33); Auriculin-D (Atrial natriuretic factor 3-33) (ANF 3-33); Atrial natriuretic peptide (ANP) (Alpha-atrial natriuretic peptide) (Alpha-hANP) (Atrial natriuretic factor) (ANF) (CDD-ANF) (CDD-ANP (99-126)) (Nppa 2 17.2 16.284 145 0 13.664 1.734602195 1.733931495 1.499225455 1.64404801 1.575743044 1.807233167
tr|A0A0G2JY31|A0A0G2JY31_RAT Alpha-1-antiproteinase OS=Rattus norvegicus OX=10116 GN=Serpina1 PE=1 SV=1;sp|P17475|A1AT_RAT Alpha-1-antiproteinase OS=Rattus norvegicus OX=10116 GN=Serpina1 PE=1 SV=2;tr|A0A0G2JZ73|A0A0G2JZ73_RAT Alpha-1-antiproteinase OS=RatSimilar to RIKEN cDNA 1810030N24 (Predicted), isoform CRA_a (Small integral membrane protein 8)Smim8 6 17.5 46.121 411 0 39.308 19.18604152 15.97332547 14.58391743 13.01505455 16.35470424 22.09998253
tr|B2RYP4|B2RYP4_RAT Sorting nexin 2 OS=Rattus norvegicus OX=10116 GN=Snx2 PE=1 SV=1Muscular LMNA-interacting protein (Cardiac Isl1-interacting protein) (CIP)Mlip 5 11.9 58.53 519 0 7.5467 5.992523098 6.399508522 6.347548238 5.496653467 6.529844633 6.501625257
sp|Q5XIF6|TBA4A_RAT Tubulin alpha-4A chain OS=Rattus norvegicus OX=10116 GN=Tuba4a PE=1 SV=1Exocyst complex component 7 (Exocyst complex component Exo70) (rExo70)Exoc7 4 12.1 49.924 448 0 284.44 77.35258858 71.9475031 66.18725968 61.68977869 74.57090945 76.09781011
tr|D3ZVM5|D3ZVM5_RAT Heat shock protein family A (Hsp70) member 12B OS=Rattus norvegicus OX=10116 GN=Hspa12b PE=1 SV=3Proteasome 26S subunit, non-ATPase 8Psmd8 18 27.6 76.194 685 0 103.33 40.24918209 23.54857424 39.46002441 30.14261634 41.83337088 34.84505688
tr|Q5BJU0|Q5BJU0_RAT RAS-related 2 OS=Rattus norvegicus OX=10116 GN=Rras2 PE=1 SV=1;tr|A0A0G2K508|A0A0G2K508_RAT RAS-related 2 OS=Rattus norvegicus OX=10116 GN=Rras2 PE=1 SV=1RCG25591, isoform CRA_a (RGD1311563 protein) (STT3 oligosaccharyltransferase complex catalytic subunit B)Stt3b 9 35.3 23.399 204 0 142.4 39.86921705 34.313827 43.84336638 33.36057187 41.98841347 40.60243672
sp|P80432|COX7C_RAT Cytochrome c oxidase subunit 7C, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox7c PE=1 SV=2Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 (Oligosaccharyl transferase subunit DAD1) (Defender against cell death 1) (DAD-1)Dad1 2 28.6 7.3746 63 0 6.6364 19.26458623 24.79375546 21.49790255 27.49628847 18.3087643 21.46147129
tr|M0R5J4|M0R5J4_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P04764|ENOA_RAT Alpha-enolase OS=Rattus norvegicus OX=10116 GN=Eno1 PE=1 SV=4Tight junction protein 2 Tjp2 11 37.3 47.074 434 0 175.67 60.66682067 50.85837579 50.6772546 55.85631197 53.66501811 50.68157268
sp|P16409|MYL3_RAT Myosin light chain 3 OS=Rattus norvegicus OX=10116 GN=Myl3 PE=1 SV=2Vacuolar protein sorting 13 homolog AVps13a 13 64.5 22.156 200 0 323.31 456.9149348 167.9567777 392.9773658 271.0044608 423.8943082 375.9927817
tr|F1LSS1|F1LSS1_RAT Structural maintenance of chromosomes protein OS=Rattus norvegicus OX=10116 GN=Smc1a PE=1 SV=3;sp|Q9Z1M9|SMC1A_RAT Structural maintenance of chromosomes protein 1A OS=Rattus norvegicus OX=10116 GN=Smc1a PE=1 SV=1Clathrin light chain B (Lcb) Cltb 2 1.9 142.95 1232 0.0017921 1.7124 10.23792469 3.781964472 9.478132853 6.404226304 10.15888808 8.167708433
sp|Q5HZY0|UBXN4_RAT UBX domain-containing protein 4 OS=Rattus norvegicus OX=10116 GN=Ubxn4 PE=1 SV=1Peptidylprolyl isomerase (EC 5.2.1.8)Fkbp11 2 6.3 56.393 506 0 20.528 2.453904319 1.926606404 2.631156902 2.483086294 2.223127657 2.427882513
sp|P62747|RHOB_RAT Rho-related GTP-binding protein RhoB OS=Rattus norvegicus OX=10116 GN=Rhob PE=1 SV=1Cullin 4A (RGD1563853 protein)Cul4a 2 13.3 22.123 196 0 18.559 8.276699068 6.076084829 6.577368747 5.789194879 7.869229492 7.764276093
tr|G3V6D3|G3V6D3_RAT ATP synthase subunit beta OS=Rattus norvegicus OX=10116 GN=Atp5f1b PE=1 SV=1;sp|P10719|ATPB_RAT ATP synthase subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1b PE=1 SV=2Corticosteroid-binding globulin (CBG) (Serpin A6) (Transcortin)Serpina6 26 71.6 56.344 529 0 323.31 2690.654832 2998.99376 2742.664348 2920.943528 2787.103278 2780.449529
sp|P48500|TPIS_RAT Triosephosphate isomerase OS=Rattus norvegicus OX=10116 GN=Tpi1 PE=1 SV=2;tr|A0A0G2JWJ4|A0A0G2JWJ4_RAT Triosephosphate isomerase OS=Rattus norvegicus OX=10116 GN=LOC100911515 PE=1 SV=1;tr|A0A0G2JWU1|A0A0G2JWU1_RAT Triosephosphate isomeraAdenosine deaminase (EC 3.5.4.4) (Adenosine aminohydrolase)Ada 12 72.3 26.849 249 0 288.77 95.48963952 73.04619241 66.15584914 72.86624954 91.12841202 76.12860647
tr|A1L1J8|A1L1J8_RAT RAB5B, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab5b PE=1 SV=1IQ motif-containing GTPase-activating protein 2Iqgap2 2 17.7 23.674 215 0 7.6245 1.973705063 2.168508302 2.121049603 2.108251333 2.256949185 1.825197712
tr|F1LQT3|F1LQT3_RAT Rho-associated protein kinase OS=Rattus norvegicus OX=10116 GN=Rock2 PE=1 SV=3;tr|A0A0G2K5N6|A0A0G2K5N6_RAT Rho-associated protein kinase OS=Rattus norvegicus OX=10116 GN=Rock2 PE=1 SV=1;sp|Q62868|ROCK2_RAT Rho-associated protein kinasIron-sulfur cluster assembly enzyme (Iron-sulfur cluster scaffold homolog (E. coli)) (Similar to nitrogen fixation cluster-like (Predicted), isoform CRA_b)Iscu 14 11.7 159.44 1378 0 23.275 22.62845299 23.79684949 24.46305828 20.82643109 22.99340578 28.25617526
sp|P63255|CRIP1_RAT Cysteine-rich protein 1 OS=Rattus norvegicus OX=10116 GN=Crip1 PE=1 SV=2Carboxypeptidase (EC 3.4.16.-)Ctsa 2 23.4 8.5497 77 0.00047059 2.0986 1.170435849 2.641134955 2.137330737 2.407042888 1.901790428 1.877192236
sp|Q00715|H2B1_RAT Histone H2B type 1 OS=Rattus norvegicus OX=10116 PE=1 SV=2;tr|M0R4L7|M0R4L7_RAT Histone H2B OS=Rattus norvegicus OX=10116 GN=Hist1h2bl PE=3 SV=1;tr|G3V9C7|G3V9C7_RAT Histone H2B OS=Rattus norvegicus OX=10116 GN=Hist1h2bk PE=3 SV=1;tr|G3VCullin-associated NEDD8-dissociated protein 2 (Cullin-associated and neddylation-dissociated protein 2) (TBP-interacting protein b) (TBP-interacting protein of 120 kDa B) (TBP-interacting protein 120B) (p120 CAND2)Cand2 5 36 13.99 125 0 35.481 29.49214462 23.61421023 25.13000891 20.76740196 25.23269189 30.57616785
tr|F1M1E4|F1M1E4_RAT PNKD, MBL domain-containing OS=Rattus norvegicus OX=10116 GN=Pnkd PE=1 SV=1;tr|A0A0G2K0Y5|A0A0G2K0Y5_RAT PNKD, MBL domain-containing (Fragment) OS=Rattus norvegicus OX=10116 GN=Pnkd PE=1 SV=1;tr|D3ZXB0|D3ZXB0_RAT PNKD, MBL domain-contaAP2-associated protein kinase 1 (EC 2.7.11.1) (Adaptor-associated kinase 1)Aak1 2 8.6 42.928 385 0 27.615 7.671864901 8.323879498 8.685016516 6.604751723 8.694160773 9.89487106
tr|D3ZZ00|D3ZZ00_RAT ATP-binding cassette sub-family C member 9 OS=Rattus norvegicus OX=10116 GN=Abcc9 PE=4 SV=3;tr|F1M9Q2|F1M9Q2_RAT ATP-binding cassette sub-family C member 9 OS=Rattus norvegicus OX=10116 GN=Abcc9 PE=4 SV=3;sp|Q63563|ABCC9_RAT ATP-bindinSingle-stranded DNA-binding protein, mitochondrial (Mt-SSB) (MtSSB) (Single strand DNA-binding protein P16)Ssbp1 5 5.4 143.44 1278 0 11.318 9.630299595 8.706280453 8.554139233 7.876916229 10.12094517 8.521353321
tr|B2RYW3|B2RYW3_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 9 OS=Rattus norvegicus OX=10116 GN=Ndufb9 PE=1 SV=1Endoplasmic reticulum metallopeptidase 1 (EC 3.4.-.-) (Felix-ina)Ermp1 12 69.8 21.892 179 0 312.59 124.7306005 132.5228584 122.9827655 125.2025157 123.3733469 133.6716086
tr|D3ZZT3|D3ZZT3_RAT Transmembrane protein 182 OS=Rattus norvegicus OX=10116 GN=Tmem182 PE=4 SV=1Transmembrane protein 33 (Protein DB83)Tmem33 2 9.6 25.804 229 0 4.1039 12.37019439 10.58213788 13.68086417 12.89873245 11.53791675 11.74059968
sp|P51638|CAV3_RAT Caveolin-3 OS=Rattus norvegicus OX=10116 GN=Cav3 PE=1 SV=1Multifunctional procollagen lysine hydroxylase and glycosyltransferase LH3 [Includes: Procollagen-lysine,2-oxoglutarate 5-dioxygenase 3 (EC 1.14.11.4) (Lysyl hydroxylase 3) (LH3); Procollagen glycosyltransferase (EC 2.4.1.50) (EC 2.4.1.66) (Galactosylhydroxylysine-glucosyltransferase) (Procollagen galactosyltransferase) (Procollagen glucosyltransferase)]Plod3 2 21.9 17.402 151 0 41.72 4.573535094 4.247742153 7.168934067 4.917213134 6.657018813 4.910223259
sp|Q5XIP9|TMM43_RAT Transmembrane protein 43 OS=Rattus norvegicus OX=10116 GN=Tmem43 PE=2 SV=1Poly [ADP-ribose] polymerase (PARP) (EC 2.4.2.-)Parp3 5 13 44.774 400 0 4.6073 10.14343181 9.210440917 9.633091556 8.550976782 10.27075426 10.46819666
tr|A0A0G2JVM2|A0A0G2JVM2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|A0A0G2K0A8|A0A0G2K0A8_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1E3 ubiquitin-protein ligase UBR4 (EC 2.3.2.27) (N-recognin-4) (RING-type E3 ubiquitin transferase UBR4) (Zinc finger UBR1-type protein 1)Ubr4 6 6.3 153.47 1377 0 9.0436 7.546671803 7.214726479 7.496127275 7.498001315 6.446173966 8.090204256
tr|A0A0G2K8Q8|A0A0G2K8Q8_RAT Ubiquinol-cytochrome c reductase, complex III subunit X OS=Rattus norvegicus OX=10116 GN=Uqcr10 PE=1 SV=1Numb-like protein Numbl 2 38.7 7.099 62 0 172.16 44.65884978 50.18774725 45.87301129 50.29194862 43.15156004 46.12679077
sp|P83868|TEBP_RAT Prostaglandin E synthase 3 OS=Rattus norvegicus OX=10116 GN=Ptges3 PE=1 SV=2Catechol O-methyltransferase (EC 2.1.1.6)Comt 3 23.1 18.721 160 0 7.7447 11.33436105 10.39046177 8.582932235 8.909491924 11.35539825 9.575102169
tr|A0A0H2UHQ2|A0A0H2UHQ2_RAT Casein kinase 1, gamma 2, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Csnk1g2 PE=3 SV=1;sp|Q62762|KC1G2_RAT Casein kinase I isoform gamma-2 OS=Rattus norvegicus OX=10116 GN=Csnk1g2 PE=2 SV=2;tr|A0A0A0MXY3|A0A0A0MXY3_RAT CaseRano class II histocompatibility antigen, B alpha chain (RT1 class II antigen, Ba chain)RT1-Ba 4 10.4 47.507 414 0 6.6775 6.649188803 5.484885342 6.036583813 5.442832792 6.221067817 6.719252881
tr|G3V7L6|G3V7L6_RAT 26S proteasome regulatory subunit 7 OS=Rattus norvegicus OX=10116 GN=Psmc2 PE=1 SV=1;sp|Q63347|PRS7_RAT 26S proteasome regulatory subunit 7 OS=Rattus norvegicus OX=10116 GN=Psmc2 PE=1 SV=3Glycine--tRNA ligase (EC 6.1.1.14) (Diadenosine tetraphosphate synthetase) (Ap4A synthetase) (EC 2.7.7.-) (Glycyl-tRNA synthetase) (GlyRS) (Glycyl-tRNA synthetase 1)Gars1 6 17.1 48.633 433 0 16.028 10.12230049 8.352416883 8.601778564 8.422501622 9.057235207 9.884605606
tr|Q4KMA8|Q4KMA8_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Erap1 PE=1 SV=1;sp|Q9JJ22|ERAP1_RAT Endoplasmic reticulum aminopeptidase 1 OS=Rattus norvegicus OX=10116 GN=Erap1 PE=2 SV=2;tr|A0A0G2K2Y3|A0A0G2K2Y3_RAT Aminopeptidase OS=Rattus norvegicuSimilar to RIKEN cDNA 2210416J16 (Predicted), isoform CRA_b (Transmembrane protein 70)Tmem70 9 10.9 106.43 930 0 20.061 18.97432962 17.75786326 18.2223059 17.30638532 18.2976431 19.67476903
sp|Q5XIB3|ARHL1_RAT [Protein ADP-ribosylarginine] hydrolase-like protein 1 OS=Rattus norvegicus OX=10116 GN=Adprhl1 PE=2 SV=1;tr|Q6TXE7|Q6TXE7_RAT LRRGT00052 OS=Rattus norvegicus OX=10116 PE=2 SV=1Lipopolysaccharide-binding protein (LBP)Lbp 6 20.4 39.877 353 0 8.2824 5.375329103 4.814256801 4.370620699 4.378572345 4.686734884 5.692194214
tr|B2RYW4|B2RYW4_RAT Mitochondrial ribosomal protein L53 OS=Rattus norvegicus OX=10116 GN=Mrpl53 PE=1 SV=1Peroxisomal acyl-coenzyme A oxidase 3 (EC 1.3.3.6) (Branched-chain acyl-CoA oxidase) (BRCACox) (Pristanoyl-CoA oxidase)Acox3 3 33.6 12.735 119 0 5.18 10.14103959 11.14051937 10.28486043 12.49768161 9.286855255 10.19667541
sp|Q8R491|EHD3_RAT EH domain-containing protein 3 OS=Rattus norvegicus OX=10116 GN=Ehd3 PE=1 SV=2;tr|A0A0G2JTH6|A0A0G2JTH6_RAT EH domain-containing protein 3 OS=Rattus norvegicus OX=10116 GN=Ehd3 PE=1 SV=1Nucleobindin-2 (DNA-binding protein NEFA) (Prepronesfatin) [Cleaved into: Nesfatin-1]Nucb2 2 4.7 60.79 535 0 3.5299 3.411870736 3.805507814 3.20021133 3.540619156 3.389676001 3.411313001
tr|D3ZYT2|D3ZYT2_RAT Mitochondrial ribosomal protein S5 OS=Rattus norvegicus OX=10116 GN=Mrps5 PE=1 SV=1Signal peptidase complex catalytic subunit SEC11A (EC 3.4.21.89) (Endopeptidase SP18) (Microsomal signal peptidase 18 kDa subunit) (SPase 18 kDa subunit) (SEC11 homolog A) (SEC11-like protein 1) (SPC18)Sec11a 4 11.1 48.136 432 0 7.1014 7.139196181 8.906042146 8.295002212 8.569206365 7.985020798 8.012186806
sp|Q6PEC4|SKP1_RAT S-phase kinase-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Skp1 PE=1 SV=3;tr|A0A0G2K4X8|A0A0G2K4X8_RAT S-phase kinase-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Skp1 PE=1 SV=1Mitogen-activated protein kinase 1 (MAP kinase 1) (MAPK 1) (EC 2.7.11.24) (ERT1) (Extracellular signal-regulated kinase 2) (ERK-2) (MAP kinase isoform p42) (p42-MAPK) (Mitogen-activated protein kinase 2) (MAP kinase 2) (MAPK 2)Mapk1 2 15.3 18.672 163 0 5.8607 4.848242241 4.71675407 5.644475472 4.487515809 5.724015646 4.811572247
sp|Q4KM93|TM177_RAT Transmembrane protein 177 OS=Rattus norvegicus OX=10116 GN=Tmem177 PE=2 SV=1High affinity immunoglobulin epsilon receptor subunit gamma (Fc receptor gamma-chain) (FcRgamma) (Fc-epsilon RI-gamma) (IgE Fc receptor subunit gamma) (FceRI gamma)Fcer1g 2 6.8 34.001 311 0.00046533 1.9899 3.792154737 5.40260255 4.598923032 4.202222827 4.496693221 5.311345872
sp|M0R7Z9|PLIN5_RAT Perilipin-5 OS=Rattus norvegicus OX=10116 GN=Plin5 PE=1 SV=140S ribosomal protein S23 Rps23 2 5.1 51.804 475 0 3.0509 1.37995487 1.648224217 2.279515818 2.006990337 1.604265648 1.808670331
sp|P62963|PROF1_RAT Profilin-1 OS=Rattus norvegicus OX=10116 GN=Pfn1 PE=1 SV=2;Eukaryotic translation initiation factor 4, gamma 2Eif4g2 5 42.1 14.957 140 0 26.074 18.58120735 18.53027514 16.68999467 15.89098837 15.72406684 23.17734192
tr|F1LNM0|F1LNM0_RAT Disks large homolog 1 OS=Rattus norvegicus OX=10116 GN=Dlg1 PE=1 SV=1;sp|Q62696|DLG1_RAT Disks large homolog 1 OS=Rattus norvegicus OX=10116 GN=Dlg1 PE=1 SV=1;tr|A0A0G2K1M2|A0A0G2K1M2_RAT Disks large homolog 1 OS=Rattus norvegicus OX=1Tetratricopeptide repeat protein 19, mitochondrial (TPR repeat protein 19)Ttc19 11 17.1 100.61 911 0 20.906 15.13241661 14.25537491 15.42100853 12.96123388 14.49746403 17.94093386
sp|P08733|MLRV_RAT Myosin regulatory light chain 2, ventricular/cardiac muscle isoform OS=Rattus norvegicus OX=10116 GN=Myl2 PE=1 SV=2S-adenosylhomocysteine hydrolase-like protein 1 (IP3R-binding protein released with inositol 1,4,5-trisphosphate) (Putative adenosylhomocysteinase 2) (S-adenosyl-L-homocysteine hydrolase 2) (AdoHcyase 2)Ahcyl1 14 74.7 18.88 166 0 323.31 334.8277427 133.1506808 298.0965705 209.2278746 317.8831153 265.3260554
tr|D3ZL10|D3ZL10_RAT Collagen type VI alpha 6 chain OS=Rattus norvegicus OX=10116 GN=Col6a6 PE=1 SV=3Cation-transporting ATPase (EC 7.2.2.-)Atp13a1 4 2.2 246.79 2264 0 6.0724 3.336396044 3.436566992 4.837224389 3.383584315 3.505663563 4.980952237
sp|Q5RKL5|STEA3_RAT Metalloreductase STEAP3 OS=Rattus norvegicus OX=10116 GN=Steap3 PE=1 SV=1;tr|A0A0H2UI26|A0A0H2UI26_RAT Metalloreductase STEAP3 OS=Rattus norvegicus OX=10116 GN=Steap3 PE=1 SV=1Proteasome subunit beta type-6 (EC 3.4.25.1) (Macropain delta chain) (Multicatalytic endopeptidase complex delta chain) (Proteasome chain 5) (Proteasome delta chain) (Proteasome subunit Y)Psmb6 5 12.3 54.673 488 0 6.411 6.484922701 5.136729249 6.808759784 4.673283945 7.414568714 6.701801609
tr|O88321|O88321_RAT Antisecretory factor OS=Rattus norvegicus OX=10116 GN=Psmd4 PE=1 SV=1Fat storage-inducing transmembrane protein 1 (Similar to CG10671-like (Predicted))Fitm1 3 13.2 41.073 380 0 49.473 6.633639342 5.973350244 5.97795079 5.902044682 6.418501807 6.36509472
tr|F1M614|F1M614_RAT Laminin subunit alpha 2 OS=Rattus norvegicus OX=10116 GN=Lama2 PE=1 SV=3DnaJ heat shock protein family (Hsp40) member C15Dnajc15 23 10.2 343.86 3121 0 145.09 53.99650055 62.24954852 61.72696187 50.88658027 52.1060877 72.18153943
tr|D3ZZW1|D3ZZW1_RAT Dedicator of cyto-kinesis 1 OS=Rattus norvegicus OX=10116 GN=Dock1 PE=1 SV=1Rho guanine nucleotide exchange factor 1 (Lbc's second cousin)Arhgef1 6 3.9 214.96 1864 0 9.6219 7.47012061 7.266569395 8.190300386 8.962444524 6.31213081 7.342365936
sp|Q2TA68|OPA1_RAT Dynamin-like 120 kDa protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Opa1 PE=1 SV=1ATP-dependent (S)-NAD(P)H-hydrate dehydratase (EC 4.2.1.93) (ATP-dependent NAD(P)HX dehydratase) (Carbohydrate kinase domain-containing protein) (NAD(P)HX dehydratase)Naxd 39 46.7 111.31 960 0 323.31 190.6961991 208.9792683 191.0703634 205.5385541 195.5695533 192.2668197
tr|A0A0G2JSG6|A0A0G2JSG6_RAT Adenylate kinase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ak2 PE=1 SV=1;sp|P29410|KAD2_RAT Adenylate kinase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ak2 PE=2 SV=2Endothelin-converting enzyme 1 (ECE-1) (EC 3.4.24.71)Ece1 11 54.3 25.529 232 0 96.381 75.65410898 75.07234672 64.3654479 70.10142937 73.6223366 69.92313956
tr|B1WBY5|B1WBY5_RAT DnaJ (Hsp40) homolog, subfamily C, member 11 OS=Rattus norvegicus OX=10116 GN=Dnajc11 PE=1 SV=1Cytochrome c oxidase assembly factor COX16 (RCG20872, isoform CRA_b)Cox16 7 15.7 63.204 559 0 323.31 21.08108226 23.31123833 20.68646339 23.15287318 19.67601758 21.78996582
sp|Q5U2Q7|ERF1_RAT Eukaryotic peptide chain release factor subunit 1 OS=Rattus norvegicus OX=10116 GN=Etf1 PE=2 SV=3CCZ1 homolog B, vacuolar protein-trafficking and biogenesis-associatedCcz1b 6 17.2 49.03 437 0 8.783 8.555393256 7.961454712 8.439490733 6.698937904 7.714841084 11.03433645
sp|D4AAT7|NNRD_RAT ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Rattus norvegicus OX=10116 GN=Naxd PE=3 SV=1;tr|D3ZLK9|D3ZLK9_RAT ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Rattus norvegicus OX=10116 GN=Naxd PE=1 SV=2Myozenin 2 (Myozenin 2 (Predicted), isoform CRA_a)Myoz2 2 7.3 36.518 343 0 2.1739 0.554637318 0.732459541 0.502474536 0.558389505 0.616179837 0.641642199
tr|M0RA19|M0RA19_RAT Endoglin OS=Rattus norvegicus OX=10116 GN=Eng PE=1 SV=2;tr|M0RBA8|M0RBA8_RAT Endoglin OS=Rattus norvegicus OX=10116 GN=Eng PE=1 SV=2Exocyst complex component 5 (71 kDa component of rsec6/8 secretory complex) (Exocyst complex component Sec10) (p71)Exoc5 8 16.2 69.764 650 0 60.163 22.25725944 18.12409303 21.04349662 19.74177087 21.07728863 20.14492683
sp|Q6AYC2|IRGM_RAT Immunity-related GTPase family M protein OS=Rattus norvegicus OX=10116 GN=Irgm PE=2 SV=1Cytochrome c oxidase assembly factor 8 (COA8) (Apoptogenic protein 1, mitochondrial) (APOP-1)Coa8 5 14.4 46.337 411 0 4.9212 6.568650569 6.224003606 12.08102026 7.548783726 7.496342235 9.130608013
sp|O70595|ABCB6_RAT ATP-binding cassette sub-family B member 6, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb6 PE=2 SV=1L-xylulose reductase (XR) (EC 1.1.1.10) (Dicarbonyl/L-xylulose reductase)Dcxr 5 9.7 93.304 836 0 191.13 13.64445279 11.84634402 12.97046228 11.96989177 13.63197308 13.1012856



sp|A2RRU1|GYS1_RAT Glycogen [starch] synthase, muscle OS=Rattus norvegicus OX=10116 GN=Gys1 PE=1 SV=1TPD52-like 1 (Tumor protein D52-like 1)Tpd52l1 9 14.6 84.071 738 0 23.033 12.85980306 11.08820083 13.30917269 11.84011449 12.40798701 13.27631159
tr|G3V7I2|G3V7I2_RAT Raftlin lipid raft linker 1 OS=Rattus norvegicus OX=10116 GN=Rftn1 PE=1 SV=1Cysteine-rich protein 1 (CRP-1) (Cysteine-rich intestinal protein) (CRIP)Crip1 3 7.4 61.283 554 0 4.1873 2.503702465 3.15542619 3.339988269 2.508737922 2.831588073 3.81120376
sp|P07632|SODC_RAT Superoxide dismutase [Cu-Zn] OS=Rattus norvegicus OX=10116 GN=Sod1 PE=1 SV=2Engulfment and cell motility 1Elmo1 6 37.7 15.911 154 0 42.697 10.99705736 11.9262487 12.02081671 10.13738459 12.29023314 12.26105819
sp|P33124|ACSL6_RAT Long-chain-fatty-acid--CoA ligase 6 OS=Rattus norvegicus OX=10116 GN=Acsl6 PE=1 SV=1;tr|A0A0A6YYM0|A0A0A6YYM0_RAT Long-chain-fatty-acid--CoA ligase 6 OS=Rattus norvegicus OX=10116 GN=Acsl6 PE=1 SV=2Serine (Or cysteine) peptidase inhibitor, clade B, member 6a (Serine (Or cysteine) peptidase inhibitor, clade B, member 6a, isoform CRA_a) (Serpin family B member 6A)Serpinb6a 4 8.3 78.179 697 0 9.3263 4.770096231 4.514328888 4.800474048 3.983294209 5.407323153 4.833745627
tr|A0A096MIY2|A0A096MIY2_RAT Cytoplasmic dynein 1 light intermediate chain 2 OS=Rattus norvegicus OX=10116 GN=Dync1li2 PE=1 SV=1;tr|Q5D023|Q5D023_RAT Cytoplasmic dynein 1 light intermediate chain 2 OS=Rattus norvegicus OX=10116 GN=Dync1li2 PE=1 SV=1;sp|Q62Phosphatidate cytidylyltransferase, mitochondrial (EC 2.7.7.41) (CDP-diacylglycerol synthase) (CDP-DAG synthase) (Mitochondrial translocator assembly and maintenance protein 41 homolog) (TAM41)Tamm41 2 6.4 51.545 470 0 3.1288 0.360807304 0.420993012 0.234809551 0.333688186 0.331065007 0.333806899
tr|A0A0G2JX74|A0A0G2JX74_RAT Serine/threonine-protein kinase mTOR OS=Rattus norvegicus OX=10116 GN=Mtor PE=1 SV=1;sp|P42346|MTOR_RAT Serine/threonine-protein kinase mTOR OS=Rattus norvegicus OX=10116 GN=Mtor PE=1 SV=1Alpha-1,3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase (EC 2.4.1.101) (N-glycosyl-oligosaccharide-glycoprotein N-acetylglucosaminyltransferase I) (GNT-I) (GlcNAc-T I)Mgat1 2 1.4 288.26 2545 0 7.0287 3.114876028 2.300874205 3.122679627 2.586777901 3.021760574 2.836806871
tr|A0A0G2K7B6|A0A0G2K7B6_RAT Dysferlin OS=Rattus norvegicus OX=10116 GN=Dysf PE=1 SV=1;tr|D4A6X1|D4A6X1_RAT Dysferlin OS=Rattus norvegicus OX=10116 GN=Dysf PE=1 SV=2Transmembrane protein 177Tmem177 56 31.1 242.46 2134 0 323.31 232.6478478 222.7485564 217.4499886 207.3181087 238.4908391 223.9511433
tr|A0A0G2K478|A0A0G2K478_RAT Deoxyguanosine kinase OS=Rattus norvegicus OX=10116 GN=Dguok PE=1 SV=1;tr|D3ZDE4|D3ZDE4_RAT Deoxyguanosine kinase OS=Rattus norvegicus OX=10116 GN=Dguok PE=1 SV=1Eukaryotic translation initiation factor 2A (eIF-2A)Eif2a 5 26 32.145 277 0 79.374 10.54213594 9.446825587 8.683969498 10.68904651 7.610825165 10.04628651
sp|Q9Z1P2|ACTN1_RAT Alpha-actinin-1 OS=Rattus norvegicus OX=10116 GN=Actn1 PE=1 SV=1;tr|Q6T487|Q6T487_RAT Alpha-actinin-1 OS=Rattus norvegicus OX=10116 GN=Actn1 PE=1 SV=1;tr|Q6GMN8|Q6GMN8_RAT Actn1 protein OS=Rattus norvegicus OX=10116 GN=Actn1 PE=1 SV=1Ubiquinol-cytochrome-c reductase complex assembly factor 3Uqcc3 9 14.1 102.96 892 0 95.228 11.21195889 12.1840364 13.7913246 10.81535148 13.10927673 13.60121321
tr|O35370|O35370_RAT Thrombomodulin OS=Rattus norvegicus OX=10116 GN=Thbd PE=1 SV=160S ribosomal protein L36 Rpl36 2 5.9 61.844 577 0 43.666 9.325689639 8.247304183 9.90845736 7.930736904 11.51763691 8.405866965
tr|A0A0G2K1Y8|A0A0G2K1Y8_RAT Spectrin alpha chain, non-erythrocytic 1 OS=Rattus norvegicus OX=10116 GN=Sptan1 PE=1 SV=1;tr|A0A0G2JZ69|A0A0G2JZ69_RAT Spectrin alpha chain, non-erythrocytic 1 OS=Rattus norvegicus OX=10116 GN=Sptan1 PE=1 SV=1Ras-related protein Rab-9ARab9a 4 2.4 287.7 2498 0 323.31 669.5438482 385.8682474 694.6966195 493.0668303 696.5141441 593.9591654
sp|Q75Q41|TOM22_RAT Mitochondrial import receptor subunit TOM22 homolog OS=Rattus norvegicus OX=10116 GN=Tomm22 PE=1 SV=1ATP-binding cassette subfamily C member 4Abcc4 6 66.2 15.49 142 0 188.8 22.71895883 23.59994154 22.53811519 25.08477499 21.04981273 22.36329142
tr|Q5M9H2|Q5M9H2_RAT Acyl-Coenzyme A dehydrogenase, very long chain OS=Rattus norvegicus OX=10116 GN=Acadvl PE=1 SV=1;sp|P45953|ACADV_RAT Very long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acadvl PE=1 SV=1Proteasome subunit alpha type-2 (EC 3.4.25.1) (Macropain subunit C3) (Multicatalytic endopeptidase complex subunit C3) (Proteasome component C3)Psma2 39 64.1 70.821 655 0 323.31 596.6208626 603.9937475 577.3782228 625.8389636 537.2716599 606.7396555
tr|M0R544|M0R544_RAT Glucosidase, alpha, acid, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Gaa PE=1 SV=1;sp|Q6P7A9|LYAG_RAT Lysosomal alpha-glucosidase OS=Rattus norvegicus OX=10116 GN=Gaa PE=2 SV=1Rho guanine nucleotide exchange factor 15Arhgef15 5 6.2 106.2 953 0 8.0232 6.114526563 6.850399201 6.549622763 6.399451889 6.596179314 6.583235616
sp|O70257|STX7_RAT Syntaxin-7 OS=Rattus norvegicus OX=10116 GN=Stx7 PE=1 SV=4;tr|M0R930|M0R930_RAT Syntaxin-7-like OS=Rattus norvegicus OX=10116 GN=LOC100910446 PE=3 SV=2;tr|A0A0G2K6Y9|A0A0G2K6Y9_RAT Syntaxin-7 OS=Rattus norvegicus OX=10116 GN=Stx7 PE=3 SVFibroblast growth factor 1 (FGF-1) (Acidic fibroblast growth factor) (aFGF) (Heparin-binding growth factor 1) (HBGF-1)Fgf1 4 21.8 29.85 261 0 21.832 10.42850527 8.798551331 12.05222726 8.975031617 10.00711643 11.94642203
tr|A0A0G2K9Y5|A0A0G2K9Y5_RAT Histidine-rich glycoprotein OS=Rattus norvegicus OX=10116 GN=Hrg PE=1 SV=1;sp|Q99PS8|HRG_RAT Histidine-rich glycoprotein OS=Rattus norvegicus OX=10116 GN=Hrg PE=1 SV=1;tr|A0A0G2K3G0|A0A0G2K3G0_RAT Histidine-rich glycoprotein OSDematin actin-binding protein (Erythrocyte protein band 4.9 (Predicted), isoform CRA_a)Dmtn 5 12.8 57.926 515 0 26.944 2.682919972 2.311052539 3.632943979 2.829014343 3.1508319 2.759815966
tr|Q5U362|Q5U362_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa4 PE=1 SV=1;sp|P55260|ANXA4_RAT Annexin A4 OS=Rattus norvegicus OX=10116 GN=Anxa4 PE=1 SV=3Endophilin-A1 (Endophilin-1) (SH3 domain protein 2A) (SH3 domain-containing GRB2-like protein 2) (SH3p4)Sh3gl2 5 22.3 35.893 319 0 45.58 17.7750276 18.87890686 15.3676106 14.49338697 19.29658844 17.78592551
sp|Q9JHE5|S38A2_RAT Sodium-coupled neutral amino acid transporter 2 OS=Rattus norvegicus OX=10116 GN=Slc38a2 PE=1 SV=1Mitochondrial basic amino acids transporter (Carnitine/acylcarnitine translocase-like) (CACT-like) (Mitochondrial carnitine/acylcarnitine carrier protein CACL) (Mitochondrial ornithine transporter 3) (Solute carrier family 25 member 29)Slc25a29 2 5.8 55.553 504 0 13.247 2.279710484 2.152670054 2.600793373 2.270451223 2.253089475 2.551119288
tr|D3ZKT0|D3ZKT0_RAT Phosphatidate cytidylyltransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tamm41 PE=1 SV=1Ceramide synthase 2 (Longevity assurance homolog 2 (S. cerevisiae))Cers2 2 5 37.785 337 0.00046751 2.0387 3.786134304 4.369882159 3.727856185 4.097793355 3.739012483 3.990797876
tr|Q4QR73|Q4QR73_RAT DnaJ (Hsp40) homolog, subfamily A, member 4 OS=Rattus norvegicus OX=10116 GN=Dnaja4 PE=1 SV=1Serine--tRNA ligase, cytoplasmic (EC 6.1.1.11) (Seryl-tRNA synthetase) (SerRS) (Seryl-tRNA(Ser/Sec) synthetase)Sars1 4 8.5 61.875 555 0 7.8231 8.337700801 7.006879194 9.591210826 7.208932205 9.33853612 8.617848589
sp|Q9WVR7|PPM1F_RAT Protein phosphatase 1F OS=Rattus norvegicus OX=10116 GN=Ppm1f PE=2 SV=1Sodium/hydrogen exchanger 1 (Na(+)/H(+) exchanger 1) (NHE-1) (Solute carrier family 9 member 1)Slc9a1 2 6.9 49.165 450 0.0034767 1.5115 2.193191687 2.05079159 2.054668645 2.312335861 1.879220936 2.074956206
sp|Q62703|RCN2_RAT Reticulocalbin-2 OS=Rattus norvegicus OX=10116 GN=Rcn2 PE=1 SV=2Complement factor B (Complement factor B, isoform CRA_b)Cfb 3 14.7 37.432 320 0 92.296 5.581857843 4.525363343 5.008516577 4.538732258 5.067210724 5.417593321
sp|Q5BK81|PTGR2_RAT Prostaglandin reductase 2 OS=Rattus norvegicus OX=10116 GN=Ptgr2 PE=2 SV=2Microtubule-actin cross-linking factor 1 (Actin cross-linking family 7)Macf1 2 7.4 38.136 351 0 5.0915 2.970465392 2.998137638 3.032531355 3.235186825 2.756421852 3.043091168
tr|D3ZNG0|D3ZNG0_RAT Adhesion G protein-coupled receptor L2 OS=Rattus norvegicus OX=10116 GN=Adgrl2 PE=1 SV=4;tr|D3ZBE9|D3ZBE9_RAT Adhesion G protein-coupled receptor L2 OS=Rattus norvegicus OX=10116 GN=Adgrl2 PE=1 SV=3;tr|F1M7T0|F1M7T0_RAT Adhesion G protSimilar to solute carrier family 25, member 35, isoform CRA_a (Solute carrier family 25, member 35)Slc25a35 2 2.6 159.4 1420 0 3.5199 2.163687581 2.816354498 0.183432365 1.96753631 1.513202655 1.870263055
sp|Q63041|A1M_RAT Alpha-1-macroglobulin OS=Rattus norvegicus OX=10116 GN=A1m PE=1 SV=1Interferon gamma-inducible protein 47Ifi47 14 13.6 167.12 1500 0 83.023 20.99575957 16.27772424 15.18176486 19.25695076 15.95107014 17.70277533
tr|G3V640|G3V640_RAT Mitochondrial import inner membrane translocase subunit TIM44 OS=Rattus norvegicus OX=10116 GN=Timm44 PE=1 SV=1;sp|O35094|TIM44_RAT Mitochondrial import inner membrane translocase subunit TIM44 OS=Rattus norvegicus OX=10116 GN=Timm44 PUbiquitin carboxyl-terminal hydrolase (EC 3.4.19.12)Usp14 13 30.2 51.06 453 0 59.565 38.22775214 40.19300388 39.42337877 38.59246234 40.57275028 38.85884937
sp|Q62658|FKB1A_RAT Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Rattus norvegicus OX=10116 GN=Fkbp1a PE=1 SV=3Serine/threonine-protein phosphatase PGAM5, mitochondrial (EC 3.1.3.16) (Phosphoglycerate mutase family member 5)Pgam5 2 25 11.922 108 0 3.7091 3.200996121 3.117186095 3.077867246 3.125809324 2.85441924 3.381029912
tr|A0A140TAI8|A0A140TAI8_RAT S-adenosylhomocysteine hydrolase-like protein 1 OS=Rattus norvegicus OX=10116 GN=Ahcyl1 PE=1 SV=1;sp|B5DFN2|SAHH2_RAT S-adenosylhomocysteine hydrolase-like protein 1 OS=Rattus norvegicus OX=10116 GN=Ahcyl1 PE=1 SV=2;tr|D3ZWL6|DTubulin beta chain Tubb6 3 8.2 52.895 475 0 2.2317 0.595783584 0.40925939 0.664018984 0.453048554 0.550054497 0.646415635
sp|Q9ERM3|DGAT1_RAT Diacylglycerol O-acyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Dgat1 PE=2 SV=1;tr|Q8BHI5|Q8BHI5_RAT O-acyltransferase OS=Rattus norvegicus OX=10116 GN=Dgat1 PE=1 SV=1Protein cordon-bleu Cobl 4 9.6 56.87 498 0 13.058 2.814412595 2.883655163 3.076296718 2.961395842 2.97884583 2.852564343
sp|Q99ML5|PCYOX_RAT Prenylcysteine oxidase OS=Rattus norvegicus OX=10116 GN=Pcyox1 PE=1 SV=1RCG21429, isoform CRA_b (Transducin (beta)-like 2)Tbl2 5 13.1 56.287 504 0 9.7673 22.71178215 22.46700736 20.63463599 23.15374125 21.09298915 21.38909984
tr|D3ZWA8|D3ZWA8_RAT Adaptor protein, phosphotyrosine-interacting with PH domain and leucine zipper 1 OS=Rattus norvegicus OX=10116 GN=Appl1 PE=1 SV=3V-type proton ATPase subunit HAtp6v1h 3 5.4 75.401 671 0 3.6416 0.686727996 0.838380801 0.701659291 0.650405498 0.73766258 0.853367187
sp|P11762|LEG1_RAT Galectin-1 OS=Rattus norvegicus OX=10116 GN=Lgals1 PE=1 SV=2Calponin-3 (Calponin, acidic isoform) (Calponin, non-muscle isoform)Cnn3 7 64.4 14.857 135 0 66.933 25.76665321 25.67270691 23.69454687 21.98053734 26.15444302 27.33536404
tr|G3V824|G3V824_RAT Insulin-like growth factor 2 receptor OS=Rattus norvegicus OX=10116 GN=Igf2r PE=1 SV=1Volume-regulated anion channel subunit LRRC8A (Leucine-rich repeat-containing protein 8A)Lrrc8a 9 3.7 273.59 2481 0 19.729 11.83274122 11.87583265 11.66954208 12.40175928 11.43717177 11.47780406
tr|Q6IN22|Q6IN22_RAT Cathepsin B OS=Rattus norvegicus OX=10116 GN=Ctsb PE=1 SV=1;sp|P00787|CATB_RAT Cathepsin B OS=Rattus norvegicus OX=10116 GN=Ctsb PE=1 SV=2Structural maintenance of chromosomes protein 1A (SMC protein 1A) (SMC-1A)Smc1a 5 20.9 37.544 339 0 48.845 9.487563516 10.85276741 12.21451509 9.391273774 10.84774823 12.53155291
sp|P13852|PRIO_RAT Major prion protein OS=Rattus norvegicus OX=10116 GN=Prnp PE=1 SV=2Solute carrier family 4 member 11 (Solute carrier family 4, sodium bicarbonate transporter-like, member 11 (Predicted))Slc4a11 2 8.3 27.804 254 0 3.2364 3.413066848 3.396234155 5.539773645 3.717055482 4.576504178 3.916527317
sp|Q64542|AT2B4_RAT Plasma membrane calcium-transporting ATPase 4 OS=Rattus norvegicus OX=10116 GN=Atp2b4 PE=1 SV=1Mitochondrial ribosomal protein S24Mrps24 2 3 133.09 1203 0 7.3736 4.463094049 2.867674228 3.648335148 3.412838457 3.812935746 3.669694477
tr|A0A0G2K9E5|A0A0G2K9E5_RAT Leucyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lars2 PE=1 SV=1;tr|D3Z9N3|D3Z9N3_RAT Leucyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lars2 PE=1 SV=1LETM1 domain-containing 1 (RCG50860, isoform CRA_b)Letmd1 4 5.8 101.58 902 0 5.423 3.017313127 3.238137044 3.212618496 2.946812175 2.932594726 3.629351243
tr|A0A0G2JTW5|A0A0G2JTW5_RAT 26S proteasome non-ATPase regulatory subunit 1 OS=Rattus norvegicus OX=10116 GN=Psmd1 PE=1 SV=1;tr|G3V8B6|G3V8B6_RAT 26S proteasome non-ATPase regulatory subunit 1 OS=Rattus norvegicus OX=10116 GN=Psmd1 PE=1 SV=1;sp|O88761|PSMD39S ribosomal protein L2, mitochondrial (L2mt) (MRP-L2)Mrpl2 5 8 105.62 952 0 51.308 20.17363165 17.67367798 22.55486749 17.50734478 17.61663322 24.8603631
tr|D3Z979|D3Z979_RAT alpha-1,2-Mannosidase OS=Rattus norvegicus OX=10116 GN=Man1c1 PE=1 SV=2DNA damage-binding protein 1 (Damage-specific DNA-binding protein 1)Ddb1 2 5.1 70.667 625 0 3.8099 1.922551323 1.603230273 1.787469584 1.337660796 1.935284862 2.006434301
sp|P85515|ACTZ_RAT Alpha-centractin OS=Rattus norvegicus OX=10116 GN=Actr1a PE=1 SV=1Protein-glutamine gamma-glutamyltransferase K (EC 2.3.2.13) (Epidermal TGase) (Transglutaminase K) (TG(K)) (TGK) (TGase K) (Transglutaminase-1) (TGase-1)Tgm1 3 15.2 42.613 376 0 55.192 6.14801771 4.033141019 5.570137175 4.416767663 5.702427436 5.526407132
tr|D4A4W6|D4A4W6_RAT RCG20695, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Slirp PE=1 SV=1Disabled homolog 2 (Adaptor molecule disabled-2) (C9) (Differentially expressed in ovarian carcinoma 2) (DOC-2) (Mitogen-responsive phosphoprotein)Dab2 4 32.4 12.576 111 0 7.3485 3.649897103 3.284652981 3.918361159 3.883291923 3.166663254 3.763161435
tr|F1LPV8|F1LPV8_RAT Succinate--CoA ligase [GDP-forming] subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Suclg2 PE=1 SV=2Pgm2 protein (Phosphoglucomutase 2)Pgm2 23 54.8 46.638 431 0 323.31 213.0953972 246.5772726 425.0265949 322.1297618 288.6343623 283.3213962
sp|P62198|PRS8_RAT 26S proteasome regulatory subunit 8 OS=Rattus norvegicus OX=10116 GN=Psmc5 PE=1 SV=1Protein kinase C delta type (EC 2.7.11.13) (nPKC-delta) [Cleaved into: Protein kinase C delta type regulatory subunit; Protein kinase C delta type catalytic subunit (Sphingosine-dependent protein kinase-1) (SDK1)]Prkcd 7 23.9 45.626 406 0 33.586 11.29409194 9.87060575 10.86019696 8.966350863 11.81332997 11.37720261
tr|F7F588|F7F588_RAT Nicotinamide-nucleotide adenylyltransferase OS=Rattus norvegicus OX=10116 GN=Nmnat3 PE=1 SV=1Alpha-mannosidase 2 (EC 3.2.1.114) (Golgi alpha-mannosidase II) (AMan II) (Man II) (Mannosidase alpha class 2A member 1) (Mannosyl-oligosaccharide 1,3-1,6-alpha-mannosidase)Man2a1 5 23.3 27.577 245 0 12.216 22.67948712 19.66606305 20.84246911 21.84858988 20.06591372 21.39987857
tr|M0R629|M0R629_RAT Adenylosuccinate synthetase isozyme 1 OS=Rattus norvegicus OX=10116 GN=Adssl1 PE=1 SV=1Acyl-CoA dehydrogenase family member 11 (ACAD-11) (EC 1.3.8.-)Acad11 9 22.8 50.25 457 0 101.95 29.66159387 32.21442674 31.57388283 23.16155393 40.03304504 29.63328591
tr|D3Z9Z0|D3Z9Z0_RAT Ankyrin 1 OS=Rattus norvegicus OX=10116 GN=Ank1 PE=1 SV=1Lon protease homolog 2, peroxisomal (EC 3.4.21.53) (Lon protease-like protein 2) (Lon protease 2) (Peroxisomal Lon protease)Lonp2 27 21 187.12 1707 0 323.31 120.6717925 69.85000532 96.23144883 75.18401087 109.7138979 99.76994691
sp|P04218|OX2G_RAT OX-2 membrane glycoprotein OS=Rattus norvegicus OX=10116 GN=Cd200 PE=2 SV=1;tr|A0A5D0|A0A5D0_RAT Cd200 molecule OS=Rattus norvegicus OX=10116 GN=Cd200 PE=2 SV=1GMP synthase [glutamine-hydrolyzing] (EC 6.3.5.2) (GMP synthetase) (Glutamine amidotransferase)Gmps 3 12.6 31.088 278 0 5.7632 4.787240508 4.159418947 5.419890054 4.206085762 5.429761807 4.788167012
sp|Q5U1Z2|TPPC3_RAT Trafficking protein particle complex subunit 3 OS=Rattus norvegicus OX=10116 GN=Trappc3 PE=2 SV=1Tensin 2 Tns2 2 15 20.302 180 0 15.799 4.651681104 4.472141121 4.404177634 4.209644871 5.298466242 4.066402945
tr|D3ZN37|D3ZN37_RAT Rho-associated protein kinase OS=Rattus norvegicus OX=10116 GN=Rock1 PE=1 SV=2;tr|D4A5S0|D4A5S0_RAT Rho-associated protein kinase OS=Rattus norvegicus OX=10116 GN=Rock1 PE=1 SV=3;sp|Q63644|ROCK1_RAT Rho-associated protein kinase 1 OS=RMAP kinase-activated protein kinase 3 (MAPK-activated protein kinase 3) (MAPKAP kinase 3) (MAPKAP-K3) (MAPKAPK-3) (MK-3) (EC 2.7.11.1)Mapkapk3 3 2.7 158.03 1354 0 3.2567 6.460203045 6.336250653 7.423359506 6.70544847 6.942899043 6.532934892
tr|D4ABI7|D4ABI7_RAT Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase OS=Rattus norvegicus OX=10116 GN=Hacd3 PE=1 SV=2alpha-1,2-Mannosidase (EC 3.2.1.-)Man1a1 2 6.9 43.104 362 0 5.2776 1.484694445 1.75504916 1.66345027 1.315568277 2.057356374 1.505428821
tr|Q6AYL0|Q6AYL0_RAT RCG35015, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Slc25a19 PE=2 SV=1;tr|D4A1F3|D4A1F3_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1Protein phosphatase 1F (EC 3.1.3.16) (Ca(2+)/calmodulin-dependent protein kinase phosphatase) (CaM-kinase phosphatase) (CaMKPase) (Partner of PIX 2)Ppm1f 4 15.4 35.638 318 0 15.149 14.60453234 18.75952547 14.0091044 16.91488331 14.39998999 15.89502889
sp|P31232|TAGL_RAT Transgelin OS=Rattus norvegicus OX=10116 GN=Tagln PE=1 SV=2;tr|A0A0G2JWK7|A0A0G2JWK7_RAT Transgelin OS=Rattus norvegicus OX=10116 GN=Tagln PE=1 SV=1Sec61 translocon alpha 2 subunitSec61a2 5 29.4 22.603 201 0 9.0358 4.234636582 7.02637974 14.30855162 5.583895046 10.5559803 9.758340522
sp|P27274|CD59_RAT CD59 glycoprotein OS=Rattus norvegicus OX=10116 GN=Cd59 PE=1 SV=2Lipase maturation factor Lmf1 3 23 13.79 126 0 4.1724 12.419235 10.45229277 10.66545157 9.253249785 13.91392818 10.51182484
sp|P04639|APOA1_RAT Apolipoprotein A-I OS=Rattus norvegicus OX=10116 GN=Apoa1 PE=1 SV=2DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 (DEAD-box helicase 5) (Ddx5)Ddx5 8 29.3 30.062 259 0 38.371 19.37383116 17.80162059 15.85028602 17.13494043 19.11995763 16.66134503
sp|P68035|ACTC_RAT Actin, alpha cardiac muscle 1 OS=Rattus norvegicus OX=10116 GN=Actc1 PE=2 SV=1;tr|A0A0G2K4M6|A0A0G2K4M6_RAT Actin, aortic smooth muscle OS=Rattus norvegicus OX=10116 GN=Acta2 PE=3 SV=1;sp|P62738|ACTA_RAT Actin, aortic smooth muscle OS=RaEPH receptor B4 (RCG21674, isoform CRA_a)Ephb4 2 5.8 42.019 377 0 323.31 754.4678283 421.0548428 671.6098667 487.8583779 768.3440051 601.6069286
sp|P15129|CP4B1_RAT Cytochrome P450 4B1 OS=Rattus norvegicus OX=10116 GN=Cyp4b1 PE=1 SV=3Ras-related protein Rab-13Rab13 3 7 58.936 511 0 11.212 14.66114833 13.60757628 14.20123225 14.65571707 14.24494739 13.53500103
sp|P48284|CAH4_RAT Carbonic anhydrase 4 OS=Rattus norvegicus OX=10116 GN=Ca4 PE=1 SV=1;tr|A0A0H2UHB3|A0A0H2UHB3_RAT Carbonic anhydrase 4 OS=Rattus norvegicus OX=10116 GN=Car4 PE=1 SV=1GTP-binding protein Rab-3DRab3d 4 15.2 35.076 309 0 7.6799 17.9010181 16.55691499 19.22744344 18.78862408 16.4783458 18.35103875
sp|P02091|HBB1_RAT Hemoglobin subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Hbb PE=1 SV=3;tr|A0A0G2JSW3|A0A0G2JSW3_RAT Globin a4 OS=Rattus norvegicus OX=10116 GN=Hbb PE=1 SV=1Metallo-beta-lactamase domain-containing 2 (Similar to metallo-beta-lactamase superfamily protein like (XL884) (Predicted))Mblac2 3 27.9 15.979 147 0 323.31 164.5093117 171.8283496 165.5702335 149.0789298 162.4545481 191.2094779
sp|Q4V897|CC90B_RAT Coiled-coil domain-containing protein 90B, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ccdc90b PE=2 SV=1DnaJ homolog subfamily B member 6 (Heat shock protein J2) (HSJ-2) (Hsp40 homolog) (MRJ) (MSJ-1)Dnajb6 5 23 29.8 256 0 55.681 10.51103702 10.95692886 10.78899972 10.24068556 11.76295748 10.21977268
tr|F1M013|F1M013_RAT 60S ribosomal protein L7a OS=Rattus norvegicus OX=10116 GN=Rpl7a PE=4 SV=2;tr|D3ZU22|D3ZU22_RAT 60S ribosomal protein L7a-like OS=Rattus norvegicus OX=10116 GN=LOC108349606 PE=4 SV=1;sp|P62425|RL7A_RAT 60S ribosomal protein L7a OS=RattDystonin Dst 6 18.1 29.864 265 0 36.839 43.61025792 36.21917306 36.59590594 31.33622002 42.070187 42.87674805
sp|Q5XIE0|AN32E_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member E OS=Rattus norvegicus OX=10116 GN=Anp32e PE=2 SV=1Integrin subunit alpha 9 Itga9 2 5.4 29.418 258 0 25.545 3.930704422 3.379492223 3.085248724 3.190177115 3.290762749 3.924996317
tr|D3ZNQ6|D3ZNQ6_RAT Ubiquitin-conjugating enzyme E2M OS=Rattus norvegicus OX=10116 GN=Ube2m PE=1 SV=1EF-hand domain-containing protein D2 (Swiprosin-1)Efhd2 3 19.7 20.9 183 0 19.334 5.863741664 5.856346967 5.408372853 4.692381604 6.562161529 5.884158202
tr|D3ZUY8|D3ZUY8_RAT AP-2 complex subunit alpha OS=Rattus norvegicus OX=10116 GN=Ap2a1 PE=1 SV=1Collagen type XXIV alpha 1 chainCol24a1 10 12.7 107.67 977 0 30.445 22.61130871 19.78306633 20.45245481 20.03431228 21.02299102 21.77559419
sp|P07335|KCRB_RAT Creatine kinase B-type OS=Rattus norvegicus OX=10116 GN=Ckb PE=1 SV=2Neural cell adhesion molecule L1L1cam 7 22.8 42.725 381 0 87.695 24.31058572 20.5450145 21.11469386 20.02736768 23.79478629 22.1626018



Fasta headers Protein names Gene names Unique peptidesUnique sequence coverage [%]Mol. weight [kDa]Sequence lengthQ-value Score GA_4 mon_1 GA_4 mon_2 GA_4 mon_3 GA_24 mon_1 GA_24 mon_2 GA_24 mon_3
tr|D3ZVM5|D3ZVM5_RAT Heat shock protein family A (Hsp70) member 12B OS=Rattus norvegicus OX=10116 GN=Hspa12b PE=1 SV=3Heat shock protein family A (Hsp70) member 12BHspa12b 5 7.7 76.194 685 0 13.266 0.318009624 0.300419805 0.302481274 0.597429949 0.585565707 0.575169741
sp|O35795|ENTP2_RAT Ectonucleoside triphosphate diphosphohydrolase 2 OS=Rattus norvegicus OX=10116 GN=Entpd2 PE=1 SV=1;tr|F1M7N2|F1M7N2_RAT Ectonucleoside triphosphate diphosphohydrolase 2 OS=Rattus norvegicus OX=10116 GN=Entpd2 PE=1 SV=1Ectonucleoside triphosphate diphosphohydrolase 2 (NTPDase 2) (EC 3.6.1.-) (CD39 antigen-like 1) (Ecto-ATP diphosphohydrolase 2) (Ecto-ATPDase 2) (Ecto-ATPase 2)Entpd2 2 8.1 54.389 495 0 9.6418 0.407833809 0.381949983 0.381218613 0.748056594 0.785050654 0.789542693
sp|D3ZVR7|PXL2B_RAT Prostamide/prostaglandin F synthase OS=Rattus norvegicus OX=10116 GN=Prxl2b PE=3 SV=1Prostamide/prostaglandin F synthase (Prostamide/PG F synthase) (Prostamide/PGF synthase) (EC 1.11.1.20) (Peroxiredoxin-like 2B)Prxl2b 2 10 21.607 201 0.00054407 3.7968 0.756754833 0.783317555 0.758238511 0.925499799 0.90854904 0.929210227
tr|Q6GMN8|Q6GMN8_RAT Actn1 protein OS=Rattus norvegicus OX=10116 GN=Actn1 PE=1 SV=1;sp|Q9Z1P2|ACTN1_RAT Alpha-actinin-1 OS=Rattus norvegicus OX=10116 GN=Actn1 PE=1 SV=1;tr|Q6T487|Q6T487_RAT Alpha-actinin-1 OS=Rattus norvegicus OX=10116 GN=Actn1 PE=1 SV=1Alpha-actinin-1 (Alpha-actinin cytoskeletal isoform) (F-actin cross-linking protein) (Non-muscle alpha-actinin-1)Actn1 4 6.1 102.61 887 0 11.038 1.524748352 1.401876824 1.43373764 2.638415018 2.601393721 2.612302055
sp|Q5RJQ4|SIR2_RAT NAD-dependent protein deacetylase sirtuin-2 OS=Rattus norvegicus OX=10116 GN=Sirt2 PE=1 SV=1;tr|A0A0G2JWM2|A0A0G2JWM2_RAT NAD-dependent protein deacetylase OS=Rattus norvegicus OX=10116 GN=Sirt2 PE=1 SV=1NAD-dependent protein deacetylase sirtuin-2 (EC 2.3.1.286) (Regulatory protein SIR2 homolog 2) (SIR2-like protein 2)Sirt2 3 13.7 39.319 350 0 24.218 1.081121339 1.028924874 1.037924148 1.299916309 1.355839699 1.364163802
tr|A0A0G2K9E5|A0A0G2K9E5_RAT Leucyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lars2 PE=1 SV=1;tr|D3Z9N3|D3Z9N3_RAT Leucyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lars2 PE=1 SV=1Leucyl-tRNA synthetase (EC 6.1.1.4)Lars2 5 9.3 101.58 902 0 11.391 0.81038945 0.783959214 0.83443741 1.053789265 1.023580505 1.02959976
sp|P62494|RB11A_RAT Ras-related protein Rab-11A OS=Rattus norvegicus OX=10116 GN=Rab11a PE=1 SV=3;tr|A0A0G2JZR4|A0A0G2JZR4_RAT Ras-related protein Rab-11B OS=Rattus norvegicus OX=10116 GN=Rab11b PE=1 SV=1;sp|O35509|RB11B_RAT Ras-related protein Rab-11B OS=Ras-related protein Rab-11A (Rab-11) (24KG)Rab11a 10 45.4 24.393 216 0 43.489 36.00543467 33.72362232 35.29756233 47.9365416 46.66998595 44.80191495
tr|A0A096MJB5|A0A096MJB5_RAT Unc-45 myosin chaperone B OS=Rattus norvegicus OX=10116 GN=Unc45b PE=4 SV=1Protein unc-45 homolog B Unc45b 19 22.6 103.4 929 0 109.42 8.15356547 7.764073811 7.21877091 11.71507393 11.52094327 12.03028494
tr|F1LMC7|F1LMC7_RAT Septin-7 OS=Rattus norvegicus OX=10116 GN=Sept7 PE=1 SV=3;sp|Q9WVC0|SEPT7_RAT Septin-7 OS=Rattus norvegicus OX=10116 GN=Sept7 PE=1 SV=1;tr|A0A0G2JZT5|A0A0G2JZT5_RAT Septin-7 OS=Rattus norvegicus OX=10116 GN=Sept7 PE=1 SV=1;tr|D4A0F5|D4Septin-7 (CDC10 protein homolog)Septin7 7 21.6 50.579 436 0 82.609 6.039789621 5.077496967 5.408475322 9.10150454 9.207370899 8.453203001
sp|P47942|DPYL2_RAT Dihydropyrimidinase-related protein 2 OS=Rattus norvegicus OX=10116 GN=Dpysl2 PE=1 SV=1Dihydropyrimidinase-related protein 2 (DRP-2) (Collapsin response mediator protein 2) (CRMP-2) (Turned on after division 64 kDa protein) (TOAD-64)Dpysl2 9 22.9 62.277 572 0 94.756 8.012580184 6.75765636 7.523840934 13.02365037 11.84991277 11.77324059
tr|A0A0H2UHH3|A0A0H2UHH3_RAT ATP-binding cassette sub-family B member 8, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb8 PE=1 SV=1;sp|Q5RKI8|ABCB8_RAT ATP-binding cassette sub-family B member 8, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb8 PE=Mitochondrial potassium channel ATP-binding subunit (ATP-binding cassette sub-family B member 8, mitochondrial) (ABCB8) (Mitochondrial sulfonylurea-receptor) (MITOSUR)Abcb8 5 8.6 77.506 710 0 21.511 3.285107703 3.19862072 3.193859042 3.861166527 3.705275142 3.78708615
tr|D4A4K4|D4A4K4_RAT Vacuolar protein sorting 13 homolog C OS=Rattus norvegicus OX=10116 GN=Vps13c PE=1 SV=2Vacuolar protein sorting 13 homolog CVps13c 6 2.3 418.62 3739 0 11.756 2.69301967 2.496744499 2.598217823 3.398058277 3.395180942 3.304188217
tr|A0A0H2UHU1|A0A0H2UHU1_RAT 60S ribosomal protein L37a OS=Rattus norvegicus OX=10116 GN=Rpl37a PE=3 SV=1;sp|P61515|RL37P_RAT Putative 60S ribosomal protein L37a OS=Rattus norvegicus OX=10116 GN=Rpl37a-ps1 PE=5 SV=2;sp|D4AAZ6|RL37A_RAT 60S ribosomal proteiPutative 60S ribosomal protein L37a (60S ribosomal protein L37a pseudogene 1)Rpl37a-ps1 2 29.3 10.276 92 0 9.6783 1.496501122 1.40839213 1.413521605 1.741941607 1.786412236 1.84889051
sp|P35565|CALX_RAT Calnexin OS=Rattus norvegicus OX=10116 GN=Canx PE=1 SV=1Calnexin Canx 16 25.4 67.254 591 0 134.22 37.08013391 40.45857382 39.22322353 48.85093253 52.17618035 52.05097187
sp|Q1JU68|EIF3A_RAT Eukaryotic translation initiation factor 3 subunit A OS=Rattus norvegicus OX=10116 GN=Eif3a PE=2 SV=2Eukaryotic translation initiation factor 3 subunit A (eIF3a) (Eukaryotic translation initiation factor 3 subunit 10) (eIF-3-theta)Eif3a 8 6.8 163.19 1354 0 14.541 2.042831652 1.817573134 1.969142394 2.787488811 2.656347806 2.641054446
tr|A0A0G2JV84|A0A0G2JV84_RAT Glutamic--pyruvic transaminase 2 OS=Rattus norvegicus OX=10116 GN=Gpt2 PE=1 SV=1;tr|Q7TP13|Q7TP13_RAT Cc2-5 OS=Rattus norvegicus OX=10116 GN=Gpt2 PE=1 SV=1Glutamic--pyruvic transaminase 2Gpt2 6 16 60.288 544 0 36.239 3.281294577 3.157653261 3.345845203 4.093317902 4.038882571 4.302190826
sp|P47853|PGS1_RAT Biglycan OS=Rattus norvegicus OX=10116 GN=Bgn PE=1 SV=1Biglycan (Bone/cartilage proteoglycan I) (PG-S1)Bgn 5 15.7 41.706 369 0 26.206 6.26907886 6.372167381 6.366221396 8.945622088 9.079558159 8.642887504
tr|D4ACN7|D4ACN7_RAT Myoferlin OS=Rattus norvegicus OX=10116 GN=Myof PE=1 SV=2;tr|A0A0G2K695|A0A0G2K695_RAT Myoferlin OS=Rattus norvegicus OX=10116 GN=Myof PE=1 SV=1Myoferlin Myof 5 3.1 233.38 2048 0 9.3586 1.226170614 1.184798651 1.285593441 1.593405339 1.571179897 1.622935323
tr|F1LST1|F1LST1_RAT Fibronectin OS=Rattus norvegicus OX=10116 GN=Fn1 PE=1 SV=3;tr|A0A096P6L8|A0A096P6L8_RAT Fibronectin OS=Rattus norvegicus OX=10116 GN=Fn1 PE=1 SV=2;sp|P04937|FINC_RAT Fibronectin OS=Rattus norvegicus OX=10116 GN=Fn1 PE=1 SV=2Fibronectin (FN) [Cleaved into: Anastellin]Fn1 11 7.1 262.75 2387 0 93.012 8.492231195 7.237419853 6.980935208 12.11523194 13.69861349 12.32898469
tr|A0A0G2JVE6|A0A0G2JVE6_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Anpep PE=1 SV=1;tr|G3V7W7|G3V7W7_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Anpep PE=1 SV=2;sp|P15684|AMPN_RAT Aminopeptidase N OS=Rattus norvegicus OX=10116 GN=Anpep PE=Aminopeptidase N (AP-N) (rAPN) (EC 3.4.11.2) (Alanyl aminopeptidase) (Aminopeptidase M) (AP-M) (Kidney Zn peptidase) (KZP) (Microsomal aminopeptidase) (CD antigen CD13)Anpep 12 16.4 109.43 965 0 105.93 7.520385997 7.619453746 7.985791046 11.72403269 11.35807641 12.41635945
tr|E2RUH2|E2RUH2_RAT Ribonuclease inhibitor OS=Rattus norvegicus OX=10116 GN=Rnh1 PE=1 SV=1;sp|P29315|RINI_RAT Ribonuclease inhibitor OS=Rattus norvegicus OX=10116 GN=Rnh1 PE=1 SV=2;tr|A0A0G2K9E0|A0A0G2K9E0_RAT Ribonuclease inhibitor OS=Rattus norvegicus ORibonuclease inhibitor (Ribonuclease/angiogenin inhibitor 1)Rnh1 5 12.9 49.919 456 0 27.387 3.670735074 3.275965308 3.675887976 5.873244658 5.198527018 5.592187683
tr|G3V928|G3V928_RAT LDL receptor-related protein 1 OS=Rattus norvegicus OX=10116 GN=Lrp1 PE=1 SV=1Prolow-density lipoprotein receptor-related protein 1 (LRP-1) [Cleaved into: Low-density lipoprotein receptor-related protein 1 85 kDa subunit (LRP-85); Low-density lipoprotein receptor-related protein 1 515 kDa subunit (LRP-515); Low-density lipoprotein receptor-related protein 1 intracellular domain (LRPICD)]Lrp1 19 5.1 504.88 4545 0 109.87 7.692980085 7.546896921 8.246952941 11.22353654 11.05445374 12.15626715
sp|F1M775|DIAP1_RAT Protein diaphanous homolog 1 OS=Rattus norvegicus OX=10116 GN=Diaph1 PE=1 SV=3Protein diaphanous homolog 1 (Diaphanous-related formin-1) (DRF1) (mDIA1)Diaph1 4 3.1 140.3 1265 0 9.3366 1.447382048 1.403555009 1.365268401 1.822451011 1.799732804 1.931083741
sp|Q63083|NUCB1_RAT Nucleobindin-1 OS=Rattus norvegicus OX=10116 GN=Nucb1 PE=1 SV=1Nucleobindin-1 (Bone 63 kDa calcium-binding protein) (CALNUC)Nucb1 11 31.4 53.506 459 0 36.946 10.13839748 9.592308356 9.970804399 13.42022488 12.95978036 14.01958465
tr|D4AC23|D4AC23_RAT T-complex protein 1 subunit eta OS=Rattus norvegicus OX=10116 GN=Cct7 PE=1 SV=1T-complex protein 1 subunit eta (TCP-1-eta) (CCT-eta)Cct7 10 21.9 59.658 544 0 52.538 5.521003904 4.869599453 5.478453903 8.590257878 8.479323648 8.335551874
tr|F7F9U6|F7F9U6_RAT Plectin OS=Rattus norvegicus OX=10116 GN=Plec PE=1 SV=1;tr|Q6S399|Q6S399_RAT Plectin OS=Rattus norvegicus OX=10116 GN=Plec PE=1 SV=1;tr|Q6S3A3|Q6S3A3_RAT Plectin OS=Rattus norvegicus OX=10116 GN=Plec PE=1 SV=1;tr|Q6S3A4|Q6S3A4_RAT PlecPlectin (PCN) (PLTN) (Plectin-1)Plec 130 36.5 517.41 4544 0 323.31 113.7615799 103.3515204 109.3861275 137.5289357 143.8082073 138.4686711
sp|D3ZTX0|TMED7_RAT Transmembrane emp24 domain-containing protein 7 OS=Rattus norvegicus OX=10116 GN=Tmed7 PE=1 SV=1Transmembrane emp24 domain-containing protein 7 (p24 family protein gamma-3) (p24gamma3) (p27)Tmed7 2 9.7 25.479 226 0 7.67 1.696890885 1.649014253 1.557000566 2.078850768 2.058917625 1.985032574
sp|Q5U2Q7|ERF1_RAT Eukaryotic peptide chain release factor subunit 1 OS=Rattus norvegicus OX=10116 GN=Etf1 PE=2 SV=3Eukaryotic peptide chain release factor subunit 1 (Eukaryotic release factor 1) (eRF1)Etf1 3 8 49.03 437 0 10.173 0.79423384 0.83998098 0.885983725 1.469774429 1.512073246 1.336732193
tr|G3V8C4|G3V8C4_RAT Chloride intracellular channel protein OS=Rattus norvegicus OX=10116 GN=Clic4 PE=1 SV=1;sp|Q9Z0W7|CLIC4_RAT Chloride intracellular channel protein 4 OS=Rattus norvegicus OX=10116 GN=Clic4 PE=1 SV=3Chloride intracellular channel protein 4 (Intracellular chloride ion channel protein p64H1)Clic4 4 29.2 28.669 253 0 61.306 1.076254587 0.897187347 1.314957002 2.141860725 2.41177786 2.294095379
tr|D4AAI5|D4AAI5_RAT Cullin-associated NEDD8-dissociated protein 2 OS=Rattus norvegicus OX=10116 GN=Cand2 PE=4 SV=1;tr|A0A0G2K139|A0A0G2K139_RAT Cullin-associated NEDD8-dissociated protein 2 OS=Rattus norvegicus OX=10116 GN=Cand2 PE=4 SV=1;sp|Q9R0L4|CAND2_Cullin-associated NEDD8-dissociated protein 2 (Cullin-associated and neddylation-dissociated protein 2) (TBP-interacting protein b) (TBP-interacting protein of 120 kDa B) (TBP-interacting protein 120B) (p120 CAND2)Cand2 17 17.8 135.64 1235 0 118.3 9.628141122 8.708299698 9.911345474 12.80386209 13.71479232 12.48849442
sp|P11505|AT2B1_RAT Plasma membrane calcium-transporting ATPase 1 OS=Rattus norvegicus OX=10116 GN=Atp2b1 PE=1 SV=3Plasma membrane calcium-transporting ATPase 1 (EC 7.2.2.10) (Plasma membrane calcium ATPase isoform 1) (PMCA1) (Plasma membrane calcium pump isoform 1)Atp2b1 7 6.9 134.69 1220 0 172.66 15.95441686 16.31097159 17.12828688 19.44051268 20.20951309 20.82567187
tr|Q5XI38|Q5XI38_RAT Lymphocyte cytosolic protein 1 OS=Rattus norvegicus OX=10116 GN=Lcp1 PE=1 SV=1;tr|A0A0G2K014|A0A0G2K014_RAT Lymphocyte cytosolic protein 1 OS=Rattus norvegicus OX=10116 GN=Lcp1 PE=1 SV=1Lymphocyte cytosolic protein 1Lcp1 4 7.5 70.121 627 0 15.308 0.408054569 0.447488046 0.395132001 0.822653216 0.851653495 0.945943509
sp|Q5PPN5|TPPP3_RAT Tubulin polymerization-promoting protein family member 3 OS=Rattus norvegicus OX=10116 GN=Tppp3 PE=2 SV=1Tubulin polymerization-promoting protein family member 3Tppp3 3 16.5 18.979 176 0 7.2783 2.450936393 2.132232833 2.670163123 4.766120899 4.024645203 4.363149959
sp|Q6PEC4|SKP1_RAT S-phase kinase-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Skp1 PE=1 SV=3;tr|A0A0G2K4X8|A0A0G2K4X8_RAT S-phase kinase-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Skp1 PE=1 SV=1S-phase kinase-associated protein 1 (Cyclin-A/CDK2-associated protein p19) (S-phase kinase-associated protein 1A) (p19A) (p19skp1)Skp1 3 16 18.672 163 0.0015576 3.0507 1.216788319 1.204393929 1.167956244 1.635929594 1.565840884 1.523470337
tr|F1LS29|F1LS29_RAT Calpain-1 catalytic subunit OS=Rattus norvegicus OX=10116 GN=Capn1 PE=1 SV=1;sp|P97571|CAN1_RAT Calpain-1 catalytic subunit OS=Rattus norvegicus OX=10116 GN=Capn1 PE=1 SV=1Calpain-1 catalytic subunit (EC 3.4.22.52) (Calcium-activated neutral proteinase 1) (CANP 1) (Calpain mu-type) (Calpain-1 large subunit) (Micromolar-calpain) (muCANP)Capn1 5 7.9 82.099 713 0 9.5842 0.776924259 0.711353031 0.771959801 1.015923566 1.133812252 1.074709518
tr|Q6IMZ3|Q6IMZ3_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa6 PE=1 SV=1;sp|P48037|ANXA6_RAT Annexin A6 OS=Rattus norvegicus OX=10116 GN=Anxa6 PE=1 SV=2Annexin A6 (Annexin VI) (Annexin-6) (Calcium-binding protein 65/67) (CBP 65/67)Anxa6 40 56.5 75.755 673 0 323.31 76.23240032 69.04744345 74.69413149 101.3056762 98.4427742 99.11751861
sp|Q793F9|VPS4A_RAT Vacuolar protein sorting-associated protein 4A OS=Rattus norvegicus OX=10116 GN=Vps4a PE=1 SV=1;tr|F7F1Y3|F7F1Y3_RAT Vacuolar protein sorting-associated protein 4A OS=Rattus norvegicus OX=10116 GN=Vps4a PE=1 SV=1;tr|Q4KLL7|Q4KLL7_RAT VaVacuolar protein sorting-associated protein 4A (EC 3.6.4.6)Vps4a 2 6.4 48.906 437 0.0010499 3.1791 2.806058763 2.468116636 2.697422753 3.602079141 3.856385393 4.067193367
sp|P62193|PRS4_RAT 26S proteasome regulatory subunit 4 OS=Rattus norvegicus OX=10116 GN=Psmc1 PE=1 SV=126S proteasome regulatory subunit 4 (P26s4) (26S proteasome AAA-ATPase subunit RPT2) (Proteasome 26S subunit ATPase 1)Psmc1 6 13.4 49.184 440 0 19.119 3.156515073 2.774484126 3.131198482 4.154536107 3.925361129 4.212682498
sp|Q5XIM9|TCPB_RAT T-complex protein 1 subunit beta OS=Rattus norvegicus OX=10116 GN=Cct2 PE=1 SV=3T-complex protein 1 subunit beta (TCP-1-beta) (CCT-beta)Cct2 10 28.2 57.458 535 0 50.673 7.300127844 5.65499006 6.435285225 11.22353654 10.79721038 10.16798342
tr|Q66WT9|Q66WT9_RAT Clathrin-assembly lymphoid myeloid leukemia protein OS=Rattus norvegicus OX=10116 GN=Picalm PE=1 SV=1;tr|Q66SY1|Q66SY1_RAT Clathrin-assembly lymphoid leukemia protein OS=Rattus norvegicus OX=10116 GN=Picalm PE=1 SV=1;tr|A0A0G2JUQ5|A0A0Phosphatidylinositol-binding clathrin assembly protein (Clathrin assembly lymphoid myeloid leukemia protein) (rCALM)Picalm 3 6.7 64.713 597 0 11.853 1.25135731 1.210958594 1.347979575 1.764816311 1.632767301 1.81515979
tr|C0KUC5|C0KUC5_RAT LIM and senescent cell antigen-like-containing domain protein OS=Rattus norvegicus OX=10116 GN=Lims1 PE=1 SV=1;tr|C0KUC6|C0KUC6_RAT LIM and senescent cell antigen-like-containing domain protein OS=Rattus norvegicus OX=10116 GN=Lims1 PELIM and senescent cell antigen-like-containing domain proteinLims1 2 7.2 41.609 362 0 4.5557 0.495641051 0.592695476 0.552830793 0.81459033 0.829488501 0.74268544
sp|Q9JHW0|PSB7_RAT Proteasome subunit beta type-7 OS=Rattus norvegicus OX=10116 GN=Psmb7 PE=1 SV=1;tr|A0A0G2JUN8|A0A0G2JUN8_RAT Proteasome subunit beta OS=Rattus norvegicus OX=10116 GN=Psmb7 PE=1 SV=1Proteasome subunit beta type-7 (EC 3.4.25.1) (Macropain chain Z) (Multicatalytic endopeptidase complex chain Z) (Proteasome subunit Z)Psmb7 2 8.3 29.927 277 0.0015275 2.8481 0.701012964 0.55315941 0.686796325 1.104973656 0.960267359 1.049716274
tr|A0A0G2JSH9|A0A0G2JSH9_RAT Peroxiredoxin-2 OS=Rattus norvegicus OX=10116 GN=Prdx2 PE=1 SV=1;sp|P35704|PRDX2_RAT Peroxiredoxin-2 OS=Rattus norvegicus OX=10116 GN=Prdx2 PE=1 SV=3Peroxiredoxin-2 (EC 1.11.1.24) (Thiol-specific antioxidant protein) (TSA) (Thioredoxin peroxidase 1) (Thioredoxin-dependent peroxide reductase 1) (Thioredoxin-dependent peroxiredoxin 2)Prdx2 3 19.7 21.797 198 0 13.373 2.210207779 1.88978445 2.105532021 2.800688053 2.967197018 2.753016054
sp|Q6P502|TCPG_RAT T-complex protein 1 subunit gamma OS=Rattus norvegicus OX=10116 GN=Cct3 PE=1 SV=1T-complex protein 1 subunit gamma (TCP-1-gamma) (CCT-gamma)Cct3 7 16.3 60.646 545 0 43.737 5.595761227 5.015305403 6.357988622 10.36289817 8.82015762 10.45449134
tr|A0A0G2JXB1|A0A0G2JXB1_RAT Galectin OS=Rattus norvegicus OX=10116 GN=Lgals3 PE=1 SV=1;sp|P08699|LEG3_RAT Galectin-3 OS=Rattus norvegicus OX=10116 GN=Lgals3 PE=1 SV=4;tr|A0A0G2JXN6|A0A0G2JXN6_RAT Galectin OS=Rattus norvegicus OX=10116 GN=Lgals3 PE=1 SV=1Galectin-3 (Gal-3) (35 kDa lectin) (Carbohydrate-binding protein 35) (CBP 35) (Galactose-specific lectin 3) (IgE-binding protein) (Laminin-binding protein) (Lectin L-29) (Mac-2 antigen)Lgals3 4 17.1 26.335 252 0 12.726 4.769567376 4.36022093 4.415236843 5.460723549 5.889632612 5.509689656
tr|M0RBJ0|M0RBJ0_RAT Guanine nucleotide-binding protein subunit gamma OS=Rattus norvegicus OX=10116 GN=Gng2 PE=1 SV=2Guanine nucleotide-binding protein subunit gammaGng2 2 68.2 4.8827 44 0 57.802 0.839339098 0.813574244 0.958615089 1.192470895 1.314853335 1.186772725
tr|Q68FS8|Q68FS8_RAT RNA 3-terminal phosphate cyclase OS=Rattus norvegicus OX=10116 GN=Rtca PE=1 SV=1RNA 3'-terminal phosphate cyclase (EC 6.5.1.4) (RNA terminal phosphate cyclase domain-containing protein 1)Rtca 4 16.1 39.313 366 0 11.384 2.511444669 2.250890388 2.541457419 3.350815741 3.822679502 3.495904691
tr|F1LQ55|F1LQ55_RAT Non-specific lipid-transfer protein OS=Rattus norvegicus OX=10116 GN=Scp2 PE=1 SV=3;sp|P11915|NLTP_RAT Non-specific lipid-transfer protein OS=Rattus norvegicus OX=10116 GN=Scp2 PE=1 SV=3;tr|A0A0G2KAC1|A0A0G2KAC1_RAT Non-specific lipid-Non-specific lipid-transfer protein (NSL-TP) (EC 2.3.1.176) (Propanoyl-CoA C-acyltransferase) (SCP-chi) (SCPX) (Sterol carrier protein 2) (SCP-2) (Sterol carrier protein X) (SCP-X)Scp2 16 33.5 58.787 547 0 122.51 29.72581955 24.81245966 28.83895091 39.56965551 37.64759299 42.43670058
sp|P07150|ANXA1_RAT Annexin A1 OS=Rattus norvegicus OX=10116 GN=Anxa1 PE=1 SV=2Annexin A1 (Annexin I) (Annexin-1) (Calpactin II) (Calpactin-2) (Chromobindin-9) (Lipocortin I) (Phospholipase A2 inhibitory protein) (p35)Anxa1 10 33.2 38.829 346 0 208.02 7.890660523 7.528634319 7.806956894 10.32288237 11.00537796 11.33738279
sp|P13286|PHKG1_RAT Phosphorylase b kinase gamma catalytic chain, skeletal muscle/heart isoform OS=Rattus norvegicus OX=10116 GN=Phkg1 PE=2 SV=2Phosphorylase b kinase gamma catalytic chain, skeletal muscle/heart isoform (EC 2.7.11.19) (Phosphorylase kinase subunit gamma-1) (Serine/threonine-protein kinase PHKG1) (EC 2.7.11.1) (EC 2.7.11.26)Phkg1 7 26.5 45.014 388 0 88.951 6.847570091 5.843045504 6.449006515 9.536303103 9.323858459 8.39915257
tr|Q4V8H5|Q4V8H5_RAT Aspartyl aminopeptidase OS=Rattus norvegicus OX=10116 GN=Dnpep PE=1 SV=1Aspartyl aminopeptidase (EC 3.4.11.21)Dnpep 2 5.7 52.555 475 0 8.9571 1.637486409 1.603801973 1.753489445 2.46246494 2.284612273 2.590559964
tr|G3V7L6|G3V7L6_RAT 26S proteasome regulatory subunit 7 OS=Rattus norvegicus OX=10116 GN=Psmc2 PE=1 SV=1;sp|Q63347|PRS7_RAT 26S proteasome regulatory subunit 7 OS=Rattus norvegicus OX=10116 GN=Psmc2 PE=1 SV=326S proteasome regulatory subunit 7 (26S proteasome AAA-ATPase subunit RPT1) (Proteasome 26S subunit ATPase 2) (Protein MSS1)Psmc2 4 12.9 48.633 433 0 16.17 2.328816041 2.033219914 2.763788062 4.756863512 4.212049958 5.26534513
tr|A0A0H2UHQ8|A0A0H2UHQ8_RAT 40S ribosomal protein S17 OS=Rattus norvegicus OX=10116 GN=Rps17 PE=3 SV=1;tr|D3ZFA8|D3ZFA8_RAT 40S ribosomal protein S17-like OS=Rattus norvegicus OX=10116 GN=LOC100362366 PE=3 SV=1;sp|P04644|RS17_RAT 40S ribosomal protein S1740S ribosomal protein S17 Rps17 4 32.8 15.379 134 0 111.85 9.623625579 8.021724576 9.15027123 13.20103385 12.59252097 12.04654071
sp|P68101|IF2A_RAT Eukaryotic translation initiation factor 2 subunit 1 OS=Rattus norvegicus OX=10116 GN=Eif2s1 PE=1 SV=2Eukaryotic translation initiation factor 2 subunit 1 (Eukaryotic translation initiation factor 2 subunit alpha) (eIF-2-alpha) (eIF-2A) (eIF-2alpha)Eif2s1 4 13.3 36.108 315 0 54.459 2.093957633 1.57181774 1.908311339 3.646275698 3.320057252 2.982831986
sp|P04797|G3P_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus OX=10116 GN=Gapdh PE=1 SV=3;tr|M0R590|M0R590_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus OX=10116 GN=LOC108351137 PE=3 SV=1;tr|D3ZGY4|D3ZGY4_RAT GlyceraldGlyceraldehyde-3-phosphate dehydrogenase (GAPDH) (EC 1.2.1.12) (38 kDa BFA-dependent ADP-ribosylation substrate) (BARS-38) (Peptidyl-cysteine S-nitrosylase GAPDH) (EC 2.6.99.-)Gapdh 24 75.7 35.828 333 0 323.31 162.9508949 167.2360768 204.3420313 301.6892833 279.2627466 279.7414623
tr|Q5XI34|Q5XI34_RAT Protein phosphatase 2 (Formerly 2A), regulatory subunit A (PR 65), alpha isoform, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ppp2r1a PE=1 SV=1Protein phosphatase 2 (Formerly 2A), regulatory subunit A (PR 65), alpha isoform, isoform CRA_a (Protein phosphatase 2 (Formerly 2A), regulatory subunit A, alpha isoform) (Protein phosphatase 2 scaffold subunit A alpha)Ppp2r1a 6 14.9 65.322 589 0 71.176 2.495690441 2.171966332 2.372868496 3.433893323 3.490905674 3.935420041
tr|G3V7C6|G3V7C6_RAT Tubulin beta chain OS=Rattus norvegicus OX=10116 GN=Tubb4b PE=1 SV=2;sp|Q6P9T8|TBB4B_RAT Tubulin beta-4B chain OS=Rattus norvegicus OX=10116 GN=Tubb4b PE=1 SV=1;tr|B4F7C2|B4F7C2_RAT Tubulin beta chain OS=Rattus norvegicus OX=10116 GN=TTubulin beta-4B chain (Tubulin beta-2C chain)Tubb4b 3 8 61.186 548 0 323.31 62.30947608 52.84308596 62.28093739 85.57409085 89.37184475 84.14798747
tr|Q4KLM9|Q4KLM9_RAT Asparaginyl-tRNA synthetase OS=Rattus norvegicus OX=10116 GN=Nars PE=1 SV=1;tr|F1LML0|F1LML0_RAT Asparaginyl-tRNA synthetase OS=Rattus norvegicus OX=10116 GN=Nars PE=1 SV=1;tr|F1LPV0|F1LPV0_RAT Asparaginyl-tRNA synthetase OS=Rattus norAsparagine--tRNA ligase (EC 6.1.1.22)Nars 2 7.2 46.338 404 0 17.084 0.529673193 0.444378467 0.555346362 0.838599811 0.80705386 0.852249322
sp|B2GUZ5|CAZA1_RAT F-actin-capping protein subunit alpha-1 OS=Rattus norvegicus OX=10116 GN=Capza1 PE=1 SV=1F-actin-capping protein subunit alpha-1 (CapZ alpha-1)Capza1 3 15.4 32.909 286 0 27.106 0.948615238 0.76115564 0.882873566 1.400373889 1.329576068 1.320273227
sp|Q5RJR8|LRC59_RAT Leucine-rich repeat-containing protein 59 OS=Rattus norvegicus OX=10116 GN=Lrrc59 PE=1 SV=1Leucine-rich repeat-containing protein 59 (Protein p34) [Cleaved into: Leucine-rich repeat-containing protein 59, N-terminally processed]Lrrc59 7 28.7 34.869 307 0 62.445 8.676866731 7.391911595 7.440141062 11.70850417 10.96762736 10.38235637
tr|D3ZWH1|D3ZWH1_RAT Stabilin 1 OS=Rattus norvegicus OX=10116 GN=Stab1 PE=1 SV=2Stabilin 1 Stab1 3 1.9 242.16 2252 0 21.462 0.665691383 0.746594917 0.800957462 0.982955323 1.047093735 1.124696008
sp|P52944|PDLI1_RAT PDZ and LIM domain protein 1 OS=Rattus norvegicus OX=10116 GN=Pdlim1 PE=1 SV=4PDZ and LIM domain protein 1 (C-terminal LIM domain protein 1) (Elfin) (LIM domain protein CLP-36)Pdlim1 3 11.6 35.584 327 0 5.1352 2.986630311 3.530457136 2.921491427 4.950970013 5.888014729 5.08957963
sp|P62268|RS23_RAT 40S ribosomal protein S23 OS=Rattus norvegicus OX=10116 GN=Rps23 PE=1 SV=3;tr|F1LTW8|F1LTW8_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=2;tr|D4A9Q3|D4A9Q3_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE40S ribosomal protein S23 Rps23 4 28.7 15.807 143 0 14.677 4.945372517 4.355581242 5.861735283 8.670886732 7.65420343 8.406061271
tr|D4A644|D4A644_RAT MAP7 domain-containing 1 OS=Rattus norvegicus OX=10116 GN=Map7d1 PE=1 SV=1MAP7 domain-containing 1 (RCG31495)Map7d1 2 2.8 90.418 817 0.0015106 2.7681 0.362693431 0.301150309 0.308116151 0.510147721 0.496792479 0.482257863
tr|A0A140TAB9|A0A140TAB9_RAT Protein-L-isoaspartate O-methyltransferase OS=Rattus norvegicus OX=10116 GN=Pcmt1 PE=1 SV=1;sp|P22062|PIMT_RAT Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Rattus norvegicus OX=10116 GN=Pcmt1 PE=1 SV=2Protein-L-isoaspartate(D-aspartate) O-methyltransferase (PIMT) (EC 2.1.1.77) (L-isoaspartyl protein carboxyl methyltransferase) (Protein L-isoaspartyl/D-aspartyl methyltransferase) (Protein-beta-aspartate methyltransferase)Pcmt1 7 40.3 21.192 196 0 132.3 5.27415422 5.489639474 5.680156873 6.699959179 6.393333451 6.97433443
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tr|R9PXS4|R9PXS4_RAT Phosphatidylinositol transfer protein alpha isoform OS=Rattus norvegicus OX=10116 GN=Pitpna PE=1 SV=1;sp|P16446|PIPNA_RAT Phosphatidylinositol transfer protein alpha isoform OS=Rattus norvegicus OX=10116 GN=Pitpna PE=1 SV=2Phosphatidylinositol transfer protein alpha isoform (PI-TP-alpha) (PtdIns transfer protein alpha) (PtdInsTP alpha)Pitpna 2 12.9 31.851 271 0 23.756 0.749279101 0.793287948 0.789888954 1.013056762 0.964365995 1.064651261
sp|Q5XI32|CAPZB_RAT F-actin-capping protein subunit beta OS=Rattus norvegicus OX=10116 GN=Capzb PE=1 SV=1;tr|A0A0G2JYB1|A0A0G2JYB1_RAT F-actin-capping protein subunit beta OS=Rattus norvegicus OX=10116 GN=Capzb PE=1 SV=1F-actin-capping protein subunit beta (CapZ beta)Capzb 11 46.3 30.628 272 0 47.504 11.16242229 9.887471493 12.03174223 16.69972888 14.63321045 15.61671394
tr|F1M779|F1M779_RAT Clathrin heavy chain OS=Rattus norvegicus OX=10116 GN=Cltc PE=1 SV=1;sp|P11442|CLH1_RAT Clathrin heavy chain 1 OS=Rattus norvegicus OX=10116 GN=Cltc PE=1 SV=3Clathrin heavy chain 1 Cltc 23 20.2 191.56 1675 0 323.31 17.19869982 15.42252068 17.8646628 22.8860524 26.20970103 23.43573876
sp|Q3MIE4|VAT1_RAT Synaptic vesicle membrane protein VAT-1 homolog OS=Rattus norvegicus OX=10116 GN=Vat1 PE=1 SV=1Synaptic vesicle membrane protein VAT-1 homolog (EC 1.-.-.-) (Mitofusin-binding protein) (Protein MIB)Vat1 13 47 43.118 404 0 309.02 16.45514041 17.28876118 18.52465687 21.64197903 22.989575 24.36434955
sp|P97675|ENPP3_RAT Ectonucleotide pyrophosphatase/phosphodiesterase family member 3 OS=Rattus norvegicus OX=10116 GN=Enpp3 PE=1 SV=2Ectonucleotide pyrophosphatase/phosphodiesterase family member 3 (E-NPP 3) (B10) (Phosphodiesterase I beta) (PD-Ibeta) (Phosphodiesterase I/nucleotide pyrophosphatase 3) (RB13-6 antigen) (CD antigen CD203c) [Includes: Alkaline phosphodiesterase I (EC 3.1.4.1); Nucleotide pyrophosphatase (NPPase) (EC 3.6.1.9) (Nucleotide diphosphatase)]Enpp3 5 6.4 99.071 875 0 13.061 1.025831023 0.928924788 0.898195673 1.353131353 1.562335471 1.387328273
tr|D4A9D8|D4A9D8_RAT Oxysterol-binding protein OS=Rattus norvegicus OX=10116 GN=Osbp PE=1 SV=2Oxysterol-binding protein Osbp 10 17.7 77.806 682 0 161.76 11.47600166 11.46496545 11.34064656 14.30953129 13.68567043 13.63351014
tr|A0A0H2UHD9|A0A0H2UHD9_RAT Nicalin OS=Rattus norvegicus OX=10116 GN=Ncln PE=1 SV=1;sp|Q5XIA1|NCLN_RAT Nicalin OS=Rattus norvegicus OX=10116 GN=Ncln PE=2 SV=1Nicalin (Nicastrin-like protein)Ncln 4 8.5 62.863 562 0 10.197 3.385854484 3.251286116 3.404435113 3.854298143 3.804613145 3.823458433
tr|A0A0H2UHR7|A0A0H2UHR7_RAT Filamin-C OS=Rattus norvegicus OX=10116 GN=Flnc PE=1 SV=1;sp|D3ZHA0|FLNC_RAT Filamin-C OS=Rattus norvegicus OX=10116 GN=Flnc PE=1 SV=1Filamin-C (FLN-C) (ABP-280-like protein) (ABP-L) (Actin-binding-like protein) (Filamin-2) (Gamma-filamin)Flnc 65 30.8 287.3 2693 0 323.31 102.4777397 94.93098004 102.2464827 130.8576445 132.9737857 146.0174437
tr|G3V7Z3|G3V7Z3_RAT Nucleolar protein 3 OS=Rattus norvegicus OX=10116 GN=Nol3 PE=1 SV=1;sp|Q62881|NOL3_RAT Nucleolar protein 3 OS=Rattus norvegicus OX=10116 GN=Nol3 PE=1 SV=1Nucleolar protein 3 (Apoptosis repressor with CARD)Nol3 2 12.2 24.491 221 0 50.634 0.082965577 0.112517372 0.056710093 0.175185597 0.213555134 0.20116514
tr|F1LNM0|F1LNM0_RAT Disks large homolog 1 OS=Rattus norvegicus OX=10116 GN=Dlg1 PE=1 SV=1;sp|Q62696|DLG1_RAT Disks large homolog 1 OS=Rattus norvegicus OX=10116 GN=Dlg1 PE=1 SV=1;tr|A0A0G2K1M2|A0A0G2K1M2_RAT Disks large homolog 1 OS=Rattus norvegicus OX=1Disks large homolog 1 (Synapse-associated protein 97) (SAP-97) (SAP97)Dlg1 4 5.4 100.61 911 0 8.7613 1.017602701 1.006071942 1.07172426 1.211164844 1.32563922 1.284002542
tr|Q7TQ70|Q7TQ70_RAT Ac1873 OS=Rattus norvegicus OX=10116 GN=Fga PE=1 SV=1;sp|P06399|FIBA_RAT Fibrinogen alpha chain OS=Rattus norvegicus OX=10116 GN=Fga PE=1 SV=3Fibrinogen alpha chain [Cleaved into: Fibrinopeptide A; Fibrinogen alpha chain]Fga 11 16.8 86.656 782 0 127.37 19.16597138 22.87316875 18.11256078 28.25414235 31.19655505 30.89307272
tr|Q6P725|Q6P725_RAT Desmin OS=Rattus norvegicus OX=10116 GN=Des PE=1 SV=1;sp|P48675|DESM_RAT Desmin OS=Rattus norvegicus OX=10116 GN=Des PE=1 SV=2Desmin Des 28 55.4 53.422 469 0 323.31 76.4531602 73.154061 76.41844032 89.13370546 90.8225463 96.38858142
tr|F1M7V6|F1M7V6_RAT Cell adhesion molecule 4 OS=Rattus norvegicus OX=10116 GN=Cadm4 PE=1 SV=2;sp|Q1WIM1|CADM4_RAT Cell adhesion molecule 4 OS=Rattus norvegicus OX=10116 GN=Cadm4 PE=1 SV=1Cell adhesion molecule 4 (Immunoglobulin superfamily member 4C) (IgSF4C) (Nectin-like protein 4) (NECL-4)Cadm4 2 6.5 42.057 382 0 4.5274 1.275941933 1.324877745 1.604613444 2.014825485 2.041013056 2.247055248
sp|P20059|HEMO_RAT Hemopexin OS=Rattus norvegicus OX=10116 GN=Hpx PE=1 SV=3Hemopexin Hpx 5 12.8 51.35 460 0 14.811 3.12821767 2.899410196 3.565019949 5.018459351 4.58955594 5.531736542
sp|B2GV71|NDUF5_RAT Arginine-hydroxylase NDUFAF5, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufaf5 PE=2 SV=1Arginine-hydroxylase NDUFAF5, mitochondrial (EC 1.-.-.-) (NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 5) (Putative methyltransferase NDUFAF5) (EC 2.1.1.-)Ndufaf5 3 9.6 38.229 343 0 25.116 5.020782085 5.71915596 5.444150677 6.606788058 7.272383094 6.719626851
sp|Q63355|MYO1C_RAT Unconventional myosin-Ic OS=Rattus norvegicus OX=10116 GN=Myo1c PE=1 SV=2Unconventional myosin-Ic (Myosin I beta) (MMI-beta) (MMIb) (Myosin heavy chain myr 2)Myo1c 14 16.6 119.81 1044 0 66.583 9.566930428 9.637224485 8.236433285 11.75747873 12.76940949 12.34625644
sp|O88989|MDHC_RAT Malate dehydrogenase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Mdh1 PE=1 SV=3Malate dehydrogenase, cytoplasmic (EC 1.1.1.37) (Cytosolic malate dehydrogenase)Mdh1 13 37.1 36.483 334 0 117.82 22.7397728 19.67770697 26.95410297 39.09304939 34.44364579 41.85352487
tr|Q6IMX4|Q6IMX4_RAT Phosphatidic acid phosphatase type 2B OS=Rattus norvegicus OX=10116 GN=Plpp3 PE=1 SV=1;sp|P97544|PLPP3_RAT Phospholipid phosphatase 3 OS=Rattus norvegicus OX=10116 GN=Plpp3 PE=1 SV=1Phospholipid phosphatase 3 (EC 3.1.3.-) (EC 3.1.3.4) (Differentially expressed in rat intestine 42) (Dri42) (Lipid phosphate phosphohydrolase 3) (PAP2-beta) (Phosphatidate phosphohydrolase type 2b) (Phosphatidic acid phosphatase 2b) (PAP-2b) (PAP2b)Plpp3 3 9.9 35.233 312 0 4.8824 3.316014086 3.005925589 3.106088521 4.505480661 4.018605107 4.532006758
tr|F1M9W9|F1M9W9_RAT Similar to TRS85 homolog (Predicted) OS=Rattus norvegicus OX=10116 GN=Trappc8 PE=1 SV=2Similar to TRS85 homolog (Predicted) (Trafficking protein particle complex 8)Trappc8 4 3.6 160.35 1433 0 46.648 1.272530189 1.185193518 1.325522396 1.592748363 1.5173044 1.55842024
sp|P08082|CLCB_RAT Clathrin light chain B OS=Rattus norvegicus OX=10116 GN=Cltb PE=1 SV=1Clathrin light chain B (Lcb) Cltb 4 13.1 25.117 229 0 7.8765 1.629258086 1.287316014 1.509204737 2.051616133 2.297501406 2.069460974
sp|P29975|AQP1_RAT Aquaporin-1 OS=Rattus norvegicus OX=10116 GN=Aqp1 PE=1 SV=4Aquaporin-1 (AQP-1) (Aquaporin-CHIP) (Water channel protein for red blood cells and kidney proximal tubule)Aqp1 3 13 28.856 269 0 179.79 4.437725139 5.846500591 7.622176849 13.04156789 12.29914489 10.85783761
tr|G3V9T7|G3V9T7_RAT ATPase Asna1 OS=Rattus norvegicus OX=10116 GN=Asna1 PE=1 SV=1ATPase Get3 (EC 3.6.-.-) (Arsenical pump-driving ATPase) (Arsenite-stimulated ATPase)Get3 2 7.2 38.822 348 0 6.5802 2.018046338 1.924532752 2.402140583 2.860114505 3.210634447 3.356511473
sp|P29147|BDH_RAT D-beta-hydroxybutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bdh1 PE=1 SV=2;tr|A0A0G2JSH2|A0A0G2JSH2_RAT 3-hydroxybutyrate dehydrogenase, type 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Bdh1 PE=1 SV=1D-beta-hydroxybutyrate dehydrogenase, mitochondrial (EC 1.1.1.30) (3-hydroxybutyrate dehydrogenase) (BDH)Bdh1 8 35 38.201 343 0 178.24 8.974390842 9.843048947 9.967602765 7.073240913 7.642338957 7.521036256
tr|O70509|O70509_RAT CD44 antigen OS=Rattus norvegicus OX=10116 GN=Cd44 PE=1 SV=1;tr|D3ZGF1|D3ZGF1_RAT CD44 antigen OS=Rattus norvegicus OX=10116 GN=Cd44 PE=1 SV=3;sp|P26051|CD44_RAT CD44 antigen OS=Rattus norvegicus OX=10116 GN=Cd44 PE=1 SV=2;tr|F1LSA1|F1CD44 antigen (Extracellular matrix receptor III) (ECMR-III) (GP90 lymphocyte homing/adhesion receptor) (HUTCH-I) (Hermes antigen) (Hyaluronate receptor) (Phagocytic glycoprotein 1) (PGP-1) (Phagocytic glycoprotein I) (PGP-I) (CD antigen CD44)Cd44 2 5.5 39.725 364 0.0010549 3.2479 1.265355493 1.092794623 1.256641518 1.576085067 1.763869736 1.563398569
tr|A0A0G2JSP8|A0A0G2JSP8_RAT Creatine kinase M-type OS=Rattus norvegicus OX=10116 GN=Ckm PE=1 SV=1;sp|P00564|KCRM_RAT Creatine kinase M-type OS=Rattus norvegicus OX=10116 GN=Ckm PE=1 SV=2Creatine kinase M-type (EC 2.7.3.2) (Creatine kinase M chain) (Creatine phosphokinase M-type) (CPK-M) (M-CK)Ckm 28 61.4 43.018 381 0 323.31 419.8150496 346.3675242 446.847545 612.8987439 632.9696728 567.5701695
sp|P06765|PLF4_RAT Platelet factor 4 OS=Rattus norvegicus OX=10116 GN=Pf4 PE=1 SV=1Platelet factor 4 (PF-4) (C-X-C motif chemokine 4)Pf4 3 23.8 11.286 105 0 8.2379 5.020280358 4.040674752 4.257259053 6.655762622 7.217914374 6.070818477
tr|A0A0G2JUA5|A0A0G2JUA5_RAT AHNAK nucleoprotein OS=Rattus norvegicus OX=10116 GN=Ahnak PE=1 SV=1;tr|A0A0G2JU96|A0A0G2JU96_RAT AHNAK nucleoprotein OS=Rattus norvegicus OX=10116 GN=Ahnak PE=1 SV=1AHNAK nucleoprotein Ahnak 112 54 581.12 5450 0 323.31 146.8053201 116.5598239 137.3912813 204.1164244 214.773939 208.1551202
sp|P50503|F10A1_RAT Hsc70-interacting protein OS=Rattus norvegicus OX=10116 GN=St13 PE=1 SV=1Hsc70-interacting protein (Hip) (Protein FAM10A1) (Protein ST13 homolog)St13 2 5.4 41.279 368 0 4.2303 3.176333289 2.394523285 2.938460089 4.578823056 4.512329002 4.146541839
sp|P62078|TIM8B_RAT Mitochondrial import inner membrane translocase subunit Tim8 B OS=Rattus norvegicus OX=10116 GN=Timm8b PE=3 SV=1Mitochondrial import inner membrane translocase subunit Tim8 B (Deafness dystonia protein 2 homolog)Timm8b 3 31.3 9.2864 83 0 4.7404 4.322177411 3.940625307 4.213305185 5.699146058 5.237464064 5.108172165
sp|Q6P752|TOIP2_RAT Torsin-1A-interacting protein 2 OS=Rattus norvegicus OX=10116 GN=Tor1aip2 PE=2 SV=1;sp|Q5PQX1|TOIP1_RAT Torsin-1A-interacting protein 1 OS=Rattus norvegicus OX=10116 GN=Tor1aip1 PE=1 SV=1Torsin-1A-interacting protein 2Tor1aip2 2 3.8 61.697 578 0.00055218 3.9446 0.284413984 0.291416835 0.238485176 0.143166983 0.187701367 0.16178554
tr|A0A0H2UHA6|A0A0H2UHA6_RAT Transmembrane protein 33 OS=Rattus norvegicus OX=10116 GN=Tmem33 PE=1 SV=1;sp|Q9Z142|TMM33_RAT Transmembrane protein 33 OS=Rattus norvegicus OX=10116 GN=Tmem33 PE=2 SV=1Transmembrane protein 33 (Protein DB83)Tmem33 4 14.2 27.884 246 0 15.535 3.392928835 3.545412726 3.818772347 4.524294061 4.68253027 4.582196444
tr|M0RCS9|M0RCS9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|Q6PDW2|Q6PDW2_RAT 60S ribosomal protein L21 OS=Rattus norvegicus OX=10116 GN=Rpl21 PE=2 SV=1;tr|M0R5R7|M0R5R7_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 60S ribosomal protein L21 Rpl21 2 16.7 16.622 144 0 14.189 10.00092428 9.813433917 9.217505553 12.44610887 11.9885114 13.4394569
sp|P85973|PNPH_RAT Purine nucleoside phosphorylase OS=Rattus norvegicus OX=10116 GN=Pnp PE=1 SV=1Purine nucleoside phosphorylase (PNP) (EC 2.4.2.1) (Inosine phosphorylase) (Inosine-guanosine phosphorylase)Pnp 3 13.8 32.302 289 0 10.047 1.802002692 1.525963801 1.468909881 2.243811432 2.131290915 2.457973849
tr|G3V9J8|G3V9J8_RAT Glycerol-3-phosphate acyltransferase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gpam PE=1 SV=2;tr|A0A0G2K2U7|A0A0G2K2U7_RAT Glycerol-3-phosphate acyltransferase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gpam PE=1 SV=1;spGlycerol-3-phosphate acyltransferase 1, mitochondrial (GPAT-1) (EC 2.3.1.15)Gpam 2 3.5 87.52 772 0 5.2962 0.800455255 0.70222173 0.802512541 1.398522412 1.215892838 1.17305692
tr|Q3MHS9|Q3MHS9_RAT Chaperonin containing Tcp1, subunit 6A (Zeta 1) OS=Rattus norvegicus OX=10116 GN=Cct6a PE=1 SV=1Chaperonin containing Tcp1, subunit 6A (Zeta 1) (Chaperonin subunit 6a (Zeta)) (Chaperonin-containing TCP1 subunit 6A)Cct6a 9 20 58.017 531 0 57.946 7.811889384 6.469403397 8.519091869 12.11224569 11.49289997 10.65667247
tr|A0A0G2K2V2|A0A0G2K2V2_RAT AP complex subunit beta OS=Rattus norvegicus OX=10116 GN=Ap1b1 PE=1 SV=1;tr|G3V9N8|G3V9N8_RAT AP complex subunit beta OS=Rattus norvegicus OX=10116 GN=Ap1b1 PE=1 SV=3;sp|P52303|AP1B1_RAT AP-1 complex subunit beta-1 OS=Rattus noAP-1 complex subunit beta-1 (Adaptor protein complex AP-1 subunit beta-1) (Adaptor-related protein complex 1 subunit beta-1) (Beta-1-adaptin) (Beta-adaptin 1) (Clathrin assembly protein complex 1 beta large chain) (Golgi adaptor HA1/AP1 adaptin beta subunit)Ap1b1 2 2.2 103.82 942 0.0024913 2.6328 0.959603059 0.92640751 1.050227572 1.323507714 1.268096523 1.462612803
sp|Q01177|PLMN_RAT Plasminogen OS=Rattus norvegicus OX=10116 GN=Plg PE=2 SV=2;tr|Q7TP84|Q7TP84_RAT Plasminogen OS=Rattus norvegicus OX=10116 GN=Plg PE=1 SV=1Plasminogen (EC 3.4.21.7) [Cleaved into: Plasmin heavy chain A; Activation peptide; Angiostatin; Plasmin heavy chain A, short form; Plasmin light chain B]Plg 10 14.7 90.535 812 0 58.048 10.25680505 9.081449081 9.36066435 12.32904772 11.99714011 12.4763026
tr|G3V7S2|G3V7S2_RAT Neurofilament medium polypeptide OS=Rattus norvegicus OX=10116 GN=Nefm PE=1 SV=3;sp|P12839|NFM_RAT Neurofilament medium polypeptide OS=Rattus norvegicus OX=10116 GN=Nefm PE=1 SV=4Neurofilament medium polypeptide (NF-M) (160 kDa neurofilament protein) (Neurofilament 3) (Neurofilament triplet M protein)Nefm 2 3 95.609 844 0 18.28 0.370540441 0.400696298 0.449847934 0.66366506 0.580064906 0.709493191
tr|G3V6E7|G3V6E7_RAT Fibromodulin OS=Rattus norvegicus OX=10116 GN=Fmod PE=4 SV=1;sp|P50609|FMOD_RAT Fibromodulin OS=Rattus norvegicus OX=10116 GN=Fmod PE=2 SV=1Fibromodulin (FM) (Collagen-binding 59 kDa protein) (Keratan sulfate proteoglycan fibromodulin) (KSPG fibromodulin)Fmod 4 17.3 43.133 376 0 36.3 2.928329633 2.433417692 2.73286942 3.972195446 3.457739077 4.011720556
sp|Q6PCT3|TPD54_RAT Tumor protein D54 OS=Rattus norvegicus OX=10116 GN=Tpd52l2 PE=1 SV=1Tumor protein D54 (Tumor protein D52-like 2)Tpd52l2 5 33.6 23.992 220 0 56.673 5.79745548 5.584407571 5.690219153 6.517200442 6.989253608 6.637535219
sp|O08590|AOC3_RAT Membrane primary amine oxidase OS=Rattus norvegicus OX=10116 GN=Aoc3 PE=1 SV=4;tr|A0A0G2JWZ2|A0A0G2JWZ2_RAT Amine oxidase OS=Rattus norvegicus OX=10116 PE=3 SV=1Membrane primary amine oxidase (EC 1.4.3.21) (Copper amine oxidase) (Semicarbazide-sensitive amine oxidase) (SSAO) (VP97) (Vascular adhesion protein 1) (VAP-1)Aoc3 13 23.6 84.98 763 0 59.004 14.1582342 14.52271734 16.1764867 18.04891838 18.78523695 20.06063475
sp|B1H267|SNX5_RAT Sorting nexin-5 OS=Rattus norvegicus OX=10116 GN=Snx5 PE=1 SV=1Sorting nexin-5 Snx5 3 8.7 46.793 404 0 58.058 0.793581595 0.70434414 0.76464178 1.052773939 1.093796618 1.231984082
sp|P97829|CD47_RAT Leukocyte surface antigen CD47 OS=Rattus norvegicus OX=10116 GN=Cd47 PE=1 SV=1;tr|A0A0G2JTH4|A0A0G2JTH4_RAT Leukocyte surface antigen CD47 OS=Rattus norvegicus OX=10116 GN=Cd47 PE=1 SV=1Leukocyte surface antigen CD47 (Integrin-associated protein) (IAP) (CD antigen CD47)Cd47 2 7.6 32.995 303 0 8.8749 4.618045822 5.178188071 5.394296655 6.723251959 6.303271309 7.243164207
sp|P62198|PRS8_RAT 26S proteasome regulatory subunit 8 OS=Rattus norvegicus OX=10116 GN=Psmc5 PE=1 SV=126S proteasome regulatory subunit 8 (26S proteasome AAA-ATPase subunit RPT6) (Proteasome 26S subunit ATPase 5) (Proteasome subunit p45) (Thyroid hormone receptor-interacting protein 1) (TRIP1) (p45/SUG)Psmc5 6 19.2 45.626 406 0 9.382 1.266358947 1.069448107 1.261992821 1.896749007 1.709508874 1.597230888
tr|A0A0G2K613|A0A0G2K613_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;sp|Q9EPH2|MRP_RAT MARCKS-related protein OS=Rattus norvegicus OX=10116 GN=Marcksl1 PE=2 SV=3MARCKS-related protein (Brain protein F52) (MARCKS-like protein 1) (Macrophage myristoylated alanine-rich C kinase substrate) (Mac-MARCKS) (MacMARCKS)Marcksl1 3 18.6 19.718 199 0 8.4939 1.920510609 1.580504816 1.591852644 2.341163308 2.519474923 2.48672624
tr|D3ZAN3|D3ZAN3_RAT Alpha glucosidase 2 alpha neutral subunit (Predicted) OS=Rattus norvegicus OX=10116 GN=Ganab PE=1 SV=1Alpha glucosidase 2 alpha neutral subunit (Predicted) (Glucosidase II alpha subunit)Ganab 5 9.9 90.571 797 0 93.521 3.475262235 2.93287518 4.524778479 6.247243093 6.303810604 7.740387537
sp|P05943|S10AA_RAT Protein S100-A10 OS=Rattus norvegicus OX=10116 GN=S100a10 PE=1 SV=2Protein S100-A10 (Calpactin I light chain) (Calpactin-1 light chain) (Cellular ligand of annexin II) (Nerve growth factor-induced protein 42C) (S100 calcium-binding protein A10) (p10 protein) (p11)S100a10 3 38.9 11.075 95 0 57.462 9.151500473 7.73051011 11.04197981 18.7936901 15.2668812 20.05352285
tr|F1LRV4|F1LRV4_RAT Heat shock 70 kDa protein 4 OS=Rattus norvegicus OX=10116 GN=Hspa4 PE=1 SV=1;sp|O88600|HSP74_RAT Heat shock 70 kDa protein 4 OS=Rattus norvegicus OX=10116 GN=Hspa4 PE=1 SV=1Heat shock 70 kDa protein 4 (Ischemia responsive 94 kDa protein)Hspa4 7 9.9 94.025 840 0 38.792 1.487520208 1.150445215 1.434057803 2.111162035 2.342424618 1.907919271
sp|P13233|CN37_RAT 2,3-cyclic-nucleotide 3-phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Cnp PE=1 SV=22',3'-cyclic-nucleotide 3'-phosphodiesterase (CNP) (CNPase) (EC 3.1.4.37)Cnp 14 30 47.268 420 0 102.08 10.86640336 10.76259564 9.85920457 12.49090268 14.1020056 13.31550666
sp|P07335|KCRB_RAT Creatine kinase B-type OS=Rattus norvegicus OX=10116 GN=Ckb PE=1 SV=2Creatine kinase B-type (EC 2.7.3.2) (B-CK) (Creatine kinase B chain) (Creatine phosphokinase M-type) (CPK-B)Ckb 4 18.9 42.725 381 0 102.74 5.367977169 3.765353686 4.214677315 7.978673086 8.993271078 6.960618625
sp|P14668|ANXA5_RAT Annexin A5 OS=Rattus norvegicus OX=10116 GN=Anxa5 PE=1 SV=3;tr|Q66HH8|Q66HH8_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa5 PE=1 SV=1Annexin A5 (Anchorin CII) (Annexin V) (Annexin-5) (Calphobindin I) (CBP-I) (Endonexin II) (Lipocortin V) (Placental anticoagulant protein 4) (PP4) (Placental anticoagulant protein I) (PAP-I) (Thromboplastin inhibitor) (Vascular anticoagulant-alpha) (VAC-alpha)Anxa5 9 33.9 35.744 319 0 323.31 15.95491859 12.11205386 14.60311206 22.16218446 26.59259995 21.65268411
sp|Q9Z0V5|PRDX4_RAT Peroxiredoxin-4 OS=Rattus norvegicus OX=10116 GN=Prdx4 PE=2 SV=1Peroxiredoxin-4 (EC 1.11.1.24) (Antioxidant enzyme AOE372) (Peroxiredoxin IV) (Prx-IV) (Thioredoxin peroxidase AO372) (Thioredoxin-dependent peroxide reductase A0372) (Thioredoxin-dependent peroxiredoxin 4)Prdx4 4 14.7 31.007 273 0 8.907 6.318749833 5.053311359 6.441231117 9.31770932 8.418383397 8.027301857
tr|D3ZVM6|D3ZVM6_RAT Sialic acid binding Ig-like lectin 1, sialoadhesin (Predicted) OS=Rattus norvegicus OX=10116 GN=Siglec1 PE=1 SV=2;tr|A0A0G2K320|A0A0G2K320_RAT Sialic acid-binding Ig-like lectin 1 OS=Rattus norvegicus OX=10116 GN=Siglec1 PE=1 SV=1Sialic acid binding Ig-like lectin 1, sialoadhesin (Predicted) (Sialic acid-binding Ig-like lectin 1)Siglec1 4 3.4 173.66 1609 0 39.385 1.908770197 1.817573134 1.877209747 2.558443139 2.332393745 2.335750787
sp|Q6AYC4|CAPG_RAT Macrophage-capping protein OS=Rattus norvegicus OX=10116 GN=Capg PE=1 SV=1Macrophage-capping protein (Actin regulatory protein CAP-G)Capg 2 7.4 38.798 349 0 8.6611 0.550595209 0.546347953 0.597333511 0.69083997 0.700165738 0.703173761
tr|A0A0G2JVV5|A0A0G2JVV5_RAT Ubiquitin-specific peptidase 14 OS=Rattus norvegicus OX=10116 GN=Usp14 PE=1 SV=1;tr|Q5U2N2|Q5U2N2_RAT Ubiquitin specific protease 14 OS=Rattus norvegicus OX=10116 GN=Usp14 PE=1 SV=1Ubiquitin carboxyl-terminal hydrolase (EC 3.4.19.12)Usp14 2 5.5 52.293 458 0 16.045 0.152625353 0.125478884 0.131852454 0.19869936 0.23550441 0.196684643
tr|D3ZIS5|D3ZIS5_RAT Cytochrome c oxidase assembly factor COX19 OS=Rattus norvegicus OX=10116 GN=Cox19 PE=1 SV=1Cytochrome c oxidase assembly factor COX19 (Similar to 2810437L13Rik protein (Predicted), isoform CRA_c)Cox19 2 20.7 10.864 92 0.0015182 2.8079 1.375584915 1.191165882 1.29894883 1.643693854 1.55117208 1.766392483
tr|B1WC61|B1WC61_RAT Acad9 protein OS=Rattus norvegicus OX=10116 GN=Acad9 PE=1 SV=1Complex I assembly factor ACAD9, mitochondrial (Acyl-CoA dehydrogenase family member 9) (ACAD-9) (EC 1.3.8.-)Acad9 24 41 68.842 625 0 105.02 59.87610013 58.71673366 56.84730637 52.32812654 53.29198017 54.63563912
tr|D3ZNQ6|D3ZNQ6_RAT Ubiquitin-conjugating enzyme E2M OS=Rattus norvegicus OX=10116 GN=Ube2m PE=1 SV=1Ubiquitin-conjugating enzyme E2M (Ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) (Predicted), isoform CRA_a)Ube2m 2 14.2 20.9 183 0 4.7435 0.864124411 0.671520815 0.623403963 1.129281763 1.238866774 1.09360685
tr|F1LSW7|F1LSW7_RAT 60S ribosomal protein L14 OS=Rattus norvegicus OX=10116 GN=Rpl14 PE=1 SV=2;sp|Q63507|RL14_RAT 60S ribosomal protein L14 OS=Rattus norvegicus OX=10116 GN=Rpl14 PE=1 SV=3;tr|B5DEM5|B5DEM5_RAT 60S ribosomal protein L14 OS=Rattus norvegicu60S ribosomal protein L14 Rpl14 7 31.8 23.322 214 0 32.758 12.49250056 10.9136323 12.88474912 18.01188883 16.36056996 15.3098863
sp|P69897|TBB5_RAT Tubulin beta-5 chain OS=Rattus norvegicus OX=10116 GN=Tubb5 PE=1 SV=1Tubulin beta-5 chain Tubb5 2 6.1 49.67 444 0 86.456 9.679819003 7.194478059 7.797351991 14.97367415 16.31634783 12.50170223
sp|P54311|GBB1_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Gnb1 PE=1 SV=4Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 (Transducin beta chain 1)Gnb1 6 21.8 37.377 340 0 115.4 12.42025188 13.23989294 13.46607445 16.11382587 18.35002649 18.07743095
tr|A0A0G2K7Q7|A0A0G2K7Q7_RAT Insulin-degrading enzyme OS=Rattus norvegicus OX=10116 GN=Ide PE=1 SV=1;sp|P35559|IDE_RAT Insulin-degrading enzyme OS=Rattus norvegicus OX=10116 GN=Ide PE=1 SV=1Insulin-degrading enzyme (EC 3.4.24.56) (Insulin protease) (Insulinase) (Insulysin)Ide 3 3.1 113.16 978 0 4.5872 0.831512156 0.714561326 0.852595251 1.060777099 1.016461821 1.184029564
sp|Q9ESS6|BCAM_RAT Basal cell adhesion molecule OS=Rattus norvegicus OX=10116 GN=Bcam PE=2 SV=1Basal cell adhesion molecule (B-CAM cell surface glycoprotein) (Lutheran antigen) (CD antigen CD239)Bcam 2 4.5 67.511 624 0.001056 3.2864 0.636240008 0.536278843 0.595549743 0.75635838 0.768170744 0.798798322
sp|O35077|GPDA_RAT Glycerol-3-phosphate dehydrogenase [NAD(+)], cytoplasmic OS=Rattus norvegicus OX=10116 GN=Gpd1 PE=1 SV=4Glycerol-3-phosphate dehydrogenase [NAD(+)], cytoplasmic (GPD-C) (GPDH-C) (EC 1.1.1.8)Gpd1 17 54.7 37.452 349 0 111.55 35.08627081 32.08591113 41.30703017 55.83219682 48.30296897 50.50565784
tr|D4AEH9|D4AEH9_RAT Amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (Glycogen debranching enzyme, glycogen storage disease type III) (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Agl PE=1 SV=14-alpha-glucanotransferase (EC 2.4.1.25) (EC 3.2.1.33) (Amylo-alpha-1,6-glucosidase) (Dextrin 6-alpha-D-glucosidase) (Glycogen debrancher) (Glycogen debranching enzyme) (Oligo-1,4-1,4-glucantransferase)Agl 35 27.1 174.33 1532 0 323.31 35.02405666 30.81049049 35.91456302 44.96163549 42.95209133 44.65967697
tr|Q4G079|Q4G079_RAT Aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 OS=Rattus norvegicus OX=10116 GN=Aimp1 PE=1 SV=1Aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 (Small inducible cytokine subfamily E, member 1)Aimp1 2 5.7 34.574 315 0 4.544 0.613461602 0.470321234 0.482440572 0.838301186 0.753178363 0.764315772
sp|P34058|HS90B_RAT Heat shock protein HSP 90-beta OS=Rattus norvegicus OX=10116 GN=Hsp90ab1 PE=1 SV=4;tr|A0A0G2K793|A0A0G2K793_RAT Heat shock protein HSP 90-beta OS=Rattus norvegicus OX=10116 GN=Hsp90ab1 PE=1 SV=1Heat shock protein HSP 90-beta (Heat shock 84 kDa) (HSP 84) (HSP84)Hsp90ab1 17 24.2 83.28 724 0 323.31 66.11758401 55.77003814 67.37610991 98.05663202 109.6277371 88.11439507



tr|D4AD15|D4AD15_RAT Eukaryotic translation initiation factor 4 gamma, 1 OS=Rattus norvegicus OX=10116 GN=Eif4g1 PE=1 SV=2;tr|D3ZU13|D3ZU13_RAT Eukaryotic translation initiation factor 4 gamma, 1 OS=Rattus norvegicus OX=10116 GN=Eif4g1 PE=1 SV=1Eukaryotic translation initiation factor 4 gamma, 1Eif4g1 11 9.2 175.09 1592 0 71.797 2.028432087 2.223792635 2.422676781 2.772079741 3.040379249 2.762667917
sp|Q4KM49|SYYC_RAT Tyrosine--tRNA ligase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Yars PE=2 SV=3;tr|A0A0H2UHG0|A0A0H2UHG0_RAT Tyrosine--tRNA ligase OS=Rattus norvegicus OX=10116 GN=Yars PE=1 SV=1Tyrosine--tRNA ligase, cytoplasmic (EC 6.1.1.1) (Tyrosyl-tRNA synthetase) (TyrRS) [Cleaved into: Tyrosine--tRNA ligase, cytoplasmic, N-terminally processed]Yars1 3 5.3 59.115 528 0.00055648 4.0892 1.075251133 0.893288035 1.038610212 1.572382112 1.515578659 1.300156713
sp|P28480|TCPA_RAT T-complex protein 1 subunit alpha OS=Rattus norvegicus OX=10116 GN=Tcp1 PE=1 SV=1;tr|A0A096MJA0|A0A096MJA0_RAT RCG44919, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tcp1 PE=1 SV=1T-complex protein 1 subunit alpha (TCP-1-alpha) (CCT-alpha)Tcp1 6 12.2 60.359 556 0 12.389 5.196386535 4.757703997 4.785071359 6.000578523 6.595029504 5.87300609
tr|F1LPK7|F1LPK7_RAT Plastin 3 (T-isoform), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Pls3 PE=1 SV=2;sp|Q63598|PLST_RAT Plastin-3 OS=Rattus norvegicus OX=10116 GN=Pls3 PE=1 SV=2Plastin-3 (T-plastin) Pls3 7 14.3 70.748 630 0 33.114 2.452140538 2.135391769 2.345425916 2.797821249 2.944708447 2.760026354
sp|Q9ES53|UFD1_RAT Ubiquitin recognition factor in ER-associated degradation protein 1 OS=Rattus norvegicus OX=10116 GN=Ufd1 PE=1 SV=1Ubiquitin recognition factor in ER-associated degradation protein 1 (Ubiquitin fusion degradation protein 1 homolog) (UB fusion protein 1)Ufd1 3 10.7 34.485 307 0 14.643 2.363184341 2.326754224 2.368203258 3.420753806 3.077806271 3.135534615
tr|G3V8C3|G3V8C3_RAT Vimentin OS=Rattus norvegicus OX=10116 GN=Vim PE=1 SV=1;sp|P31000|VIME_RAT Vimentin OS=Rattus norvegicus OX=10116 GN=Vim PE=1 SV=2Vimentin Vim 18 40.8 53.7 466 0 297.86 23.73820953 16.80603618 22.10682843 43.32815463 49.86638303 36.45254567
sp|P62832|RL23_RAT 60S ribosomal protein L23 OS=Rattus norvegicus OX=10116 GN=Rpl23 PE=2 SV=160S ribosomal protein L23 Rpl23 7 52.9 14.865 140 0 71.545 9.419924417 8.432879915 8.491649288 10.79769674 10.89536193 10.01294402
tr|G3V624|G3V624_RAT Coronin OS=Rattus norvegicus OX=10116 GN=Coro1c PE=1 SV=1Coronin Coro1c 5 11.6 53.177 474 0 32.767 1.774508052 1.420830443 1.512360634 2.272240568 2.282239378 2.153584577
sp|Q5RKL5|STEA3_RAT Metalloreductase STEAP3 OS=Rattus norvegicus OX=10116 GN=Steap3 PE=1 SV=1;tr|A0A0H2UI26|A0A0H2UI26_RAT Metalloreductase STEAP3 OS=Rattus norvegicus OX=10116 GN=Steap3 PE=1 SV=1Metalloreductase STEAP3 (EC 1.16.1.-) (Six-transmembrane epithelial antigen of prostate 3) (pHyde)Steap3 2 5.7 54.673 488 0.00055402 4.0029 1.009575069 0.825667048 0.899201901 1.305829092 1.130145051 1.330433082
tr|Q9WVJ6|Q9WVJ6_RAT Tissue-type transglutaminase OS=Rattus norvegicus OX=10116 GN=Tgm2 PE=1 SV=1Tissue-type transglutaminase (Transglutaminase 2) (Transglutaminase 2, C polypeptide, isoform CRA_a)Tgm2 11 21.1 76.934 686 0 91.219 8.965359756 7.482237438 7.639099774 11.58547051 11.39960207 11.20632065
tr|Q8R3Z7|Q8R3Z7_RAT EH-domain-containing 4 OS=Rattus norvegicus OX=10116 GN=Ehd4 PE=1 SV=1EH-domain-containing 4 (Pincher)Ehd4 9 21.1 61.467 541 0 51.999 9.074736242 7.144132507 8.25335621 11.66669661 11.33272958 12.05263662
tr|A0A0G2K7P7|A0A0G2K7P7_RAT Mitochondrial carrier 2 OS=Rattus norvegicus OX=10116 GN=Mtch2 PE=1 SV=1;tr|A0A0G2K459|A0A0G2K459_RAT Mitochondrial carrier 2 OS=Rattus norvegicus OX=10116 GN=Mtch2 PE=1 SV=1Mitochondrial carrier 2 Mtch2 8 36.3 26.998 245 0 160.84 31.04937537 30.83714402 29.45823848 36.77810539 34.12815865 37.34661296
sp|Q6MG60|DDAH2_RAT N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 OS=Rattus norvegicus OX=10116 GN=Ddah2 PE=1 SV=1N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 (DDAH-2) (Dimethylarginine dimethylaminohydrolase 2) (EC 3.5.3.18) (DDAHII) (Dimethylargininase-2)Ddah2 4 15.4 29.688 285 0 10.976 1.487068654 1.261699013 1.603104102 1.975765284 1.981906405 2.122089025
tr|F8WFS9|F8WFS9_RAT Beta-adducin OS=Rattus norvegicus OX=10116 GN=Add2 PE=1 SV=1;sp|Q05764|ADDB_RAT Beta-adducin OS=Rattus norvegicus OX=10116 GN=Add2 PE=1 SV=4Beta-adducin (Adducin-63) (Erythrocyte adducin subunit beta)Add2 4 5.4 80.576 725 0 8.7322 2.026174315 2.315747304 2.440331508 3.695429437 3.928327248 3.131470673
sp|Q6AXM8|PON2_RAT Serum paraoxonase/arylesterase 2 OS=Rattus norvegicus OX=10116 GN=Pon2 PE=2 SV=1Serum paraoxonase/arylesterase 2 (PON 2) (EC 3.1.1.2) (EC 3.1.1.81) (Aromatic esterase 2) (A-esterase 2) (Serum aryldialkylphosphatase 2)Pon2 2 7.9 39.617 354 0 4.6564 0.695092585 0.655084473 0.767020137 0.918511965 0.868587335 1.015660438
tr|A0A0G2K1L8|A0A0G2K1L8_RAT Brain acid soluble protein 1 OS=Rattus norvegicus OX=10116 GN=Basp1 PE=1 SV=1;sp|Q05175|BASP1_RAT Brain acid soluble protein 1 OS=Rattus norvegicus OX=10116 GN=Basp1 PE=1 SV=2Brain acid soluble protein 1 (22 kDa neuronal tissue-enriched acidic protein) (Neuronal axonal membrane protein NAP-22)Basp1 3 21.9 21.719 219 0 21.836 1.246189522 1.095410617 1.063354273 1.385741245 1.498860536 1.626389674
tr|D3ZDT1|D3ZDT1_RAT Erythrocyte membrane protein band 4.1-like 2 OS=Rattus norvegicus OX=10116 GN=Epb41l2 PE=1 SV=3;tr|D3ZM69|D3ZM69_RAT Erythrocyte membrane protein band 4.1-like 2 OS=Rattus norvegicus OX=10116 GN=Epb41l2 PE=1 SV=2;tr|D3ZAY2|D3ZAY2_RAT EErythrocyte membrane protein band 4.1-like 2 (Similar to protein 4.1G (Predicted), isoform CRA_c)Epb41l2 19 25.6 102.59 926 0 156.78 14.83707083 13.70484891 14.97587378 21.52551513 25.41855635 21.59477294
tr|A0A0G2JW88|A0A0G2JW88_RAT Microtubule-associated protein OS=Rattus norvegicus OX=10116 GN=Map4 PE=1 SV=1;sp|Q5M7W5|MAP4_RAT Microtubule-associated protein 4 OS=Rattus norvegicus OX=10116 GN=Map4 PE=1 SV=1Microtubule-associated protein 4 (MAP-4)Map4 14 8.4 233.39 2201 0 54.402 10.5437929 9.539988469 11.41885792 14.15962134 14.11279149 12.47935055
tr|M0R5J4|M0R5J4_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P04764|ENOA_RAT Alpha-enolase OS=Rattus norvegicus OX=10116 GN=Eno1 PE=1 SV=4Alpha-enolase (EC 4.2.1.11) (2-phospho-D-glycerate hydro-lyase) (Enolase 1) (Non-neural enolase) (NNE)Eno1 10 38.2 47.074 434 0 303.74 17.46762549 15.21027963 17.93784301 20.07658476 22.26961717 21.36008027
tr|Q4V8F6|Q4V8F6_RAT Pcbp2 protein OS=Rattus norvegicus OX=10116 GN=Pcbp2 PE=1 SV=1;tr|Q6AYU5|Q6AYU5_RAT Poly(rC)-binding protein 2 OS=Rattus norvegicus OX=10116 GN=Pcbp2 PE=1 SV=1;tr|Q6AY48|Q6AY48_RAT Poly(rC)-binding protein 3 OS=Rattus norvegicus OX=101Pcbp2 protein (Poly(rC)-binding protein 2)Pcbp2 7 26.3 35.346 335 0 17.598 5.042858073 4.383221937 4.233795646 6.636650597 7.501043861 6.072139258
sp|Q9ESR9|ABCA2_RAT ATP-binding cassette sub-family A member 2 OS=Rattus norvegicus OX=10116 GN=Abca2 PE=1 SV=1;tr|G3V7X4|G3V7X4_RAT ATP-binding cassette sub-family A member 2 OS=Rattus norvegicus OX=10116 GN=Abca2 PE=1 SV=2ATP-binding cassette sub-family A member 2 (ATP-binding cassette transporter 2) (ATP-binding cassette 2)Abca2 2 0.7 270.92 2434 0.0024704 2.5631 0.998486902 0.995459889 0.907983527 1.172164368 1.147024961 1.140748579
tr|A0A0G2JUL7|A0A0G2JUL7_RAT Septin 6 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Sept11 PE=1 SV=1;sp|B3GNI6|SEP11_RAT Septin-11 OS=Rattus norvegicus OX=10116 GN=Sept11 PE=1 SV=1Septin-11 Septin11 5 16.1 49.341 429 0 77.96 3.167854103 2.422312056 2.342590182 4.142232741 4.557899367 3.623715673
tr|B1WC34|B1WC34_RAT Protein kinase C substrate 80K-H OS=Rattus norvegicus OX=10116 GN=Prkcsh PE=1 SV=1Glucosidase 2 subunit beta (Glucosidase II subunit beta)Prkcsh 7 13 59.218 525 0 20.274 6.516931998 6.357853449 6.471417956 10.27569956 8.779171256 9.563167218
sp|O35244|PRDX6_RAT Peroxiredoxin-6 OS=Rattus norvegicus OX=10116 GN=Prdx6 PE=1 SV=3Peroxiredoxin-6 (EC 1.11.1.27) (1-Cys peroxiredoxin) (1-Cys PRX) (Acidic calcium-independent phospholipase A2) (aiPLA2) (EC 3.1.1.4) (Antioxidant protein 2) (Glutathione-dependent peroxiredoxin) (Lysophosphatidylcholine acyltransferase 5) (LPC acyltransferase 5) (LPCAT-5) (Lyso-PC acyltransferase 5) (EC 2.3.1.23) (Non-selenium glutathione peroxidase) (NSGPx) (Thiol-specific antioxidant protein)Prdx6 2 8.9 24.818 224 0.0015666 3.1098 2.202280492 2.078530911 2.651410693 3.082948769 3.390866588 3.231850045
tr|D3ZTW7|D3ZTW7_RAT ATP synthase mitochondrial F1 complex assembly factor 2 OS=Rattus norvegicus OX=10116 GN=Atpaf2 PE=1 SV=1ATP synthase mitochondrial F1 complex assembly factor 2 (ATP synthase mitochondrial F1 complex assembly factor 2 (Predicted), isoform CRA_c)Atpaf2 2 11.4 34.192 298 0 10.092 0.621940789 0.666683693 0.538286225 0.275278854 0.448525643 0.335346352
tr|F1LZX9|F1LZX9_RAT Integrin subunit alpha V OS=Rattus norvegicus OX=10116 GN=Itgav PE=1 SV=3;tr|A0A0G2JVZ6|A0A0G2JVZ6_RAT Integrin subunit alpha V OS=Rattus norvegicus OX=10116 GN=Itgav PE=1 SV=1Integrin subunit alpha V Itgav 5 6.7 115.58 1047 0 14.49 2.395395214 3.022460647 2.998879505 3.953919572 3.535235662 4.006031037
tr|M0R9K1|M0R9K1_RAT Heterogeneous nuclear ribonucleoprotein K-like OS=Rattus norvegicus OX=10116 GN=LOC100359916 PE=4 SV=2;sp|P61980|HNRPK_RAT Heterogeneous nuclear ribonucleoprotein K OS=Rattus norvegicus OX=10116 GN=Hnrnpk PE=1 SV=1;tr|Q5D059|Q5D059_RATHeterogeneous nuclear ribonucleoprotein K (hnRNP K) (dC stretch-binding protein) (CSBP)Hnrnpk 7 17.7 50.969 463 0 15.379 4.755067466 3.997831674 3.845894765 6.075832121 6.178694335 5.196258113
tr|A0A0G2JSS9|A0A0G2JSS9_RAT Atlastin-3 OS=Rattus norvegicus OX=10116 GN=Atl3 PE=1 SV=1;sp|Q0ZHH6|ATLA3_RAT Atlastin-3 OS=Rattus norvegicus OX=10116 GN=Atl3 PE=2 SV=2Atlastin-3 (EC 3.6.5.-) Atl3 4 9 60.249 536 0 25.106 1.894119769 1.702321307 2.022289525 2.461927414 2.289196274 2.26524139
sp|P16290|PGAM2_RAT Phosphoglycerate mutase 2 OS=Rattus norvegicus OX=10116 GN=Pgam2 PE=1 SV=2Phosphoglycerate mutase 2 (EC 5.4.2.11) (EC 5.4.2.4) (BPG-dependent PGAM 2) (Muscle-specific phosphoglycerate mutase) (Phosphoglycerate mutase isozyme M) (PGAM-M)Pgam2 13 41.1 28.755 253 0 116.99 59.28907954 58.76609205 66.51166861 74.53689655 85.92575443 76.59108693
sp|Q6AYH6|EMC10_RAT ER membrane protein complex subunit 10 OS=Rattus norvegicus OX=10116 GN=Emc10 PE=1 SV=1ER membrane protein complex subunit 10Emc10 3 22.5 26.968 258 0 51.244 1.8367222 1.97379242 2.271285209 2.856650451 2.750185008 2.862234501
tr|D3ZPR0|D3ZPR0_RAT Chromosome segregation 1-like OS=Rattus norvegicus OX=10116 GN=Cse1l PE=1 SV=1Chromosome segregation 1-like protein (Exportin-2) (Importin-alpha re-exporter)Cse1l 3 3.3 110.21 971 0 21.316 0.236584349 0.168623047 0.277595427 0.778755284 0.63793118 0.51689281
tr|D3ZM27|D3ZM27_RAT Ankyrin repeat domain 2 OS=Rattus norvegicus OX=10116 GN=Ankrd2 PE=1 SV=2Ankyrin repeat domain 2 Ankrd2 3 12.3 37.073 332 0 23.453 1.379699076 1.082034495 1.283032133 1.896092031 1.78037214 2.263920609
tr|D3ZM60|D3ZM60_RAT Protein phosphatase 1, regulatory subunit 3A OS=Rattus norvegicus OX=10116 GN=Ppp1r3a PE=1 SV=1Protein phosphatase 1, regulatory subunit 3A (Similar to type 1 protein phosphatase targeting subunit RGL/GM (Predicted))Ppp1r3a 12 14.1 122.13 1096 0 241.67 5.95299085 5.522216007 7.143761188 8.385400862 8.273313241 9.225555219
sp|Q6XFR6|GLPC_RAT Glycophorin-C OS=Rattus norvegicus OX=10116 GN=Gypc PE=1 SV=1Glycophorin-C (CD antigen CD236)Gypc 4 42.1 10.443 95 0 127.1 2.808216189 3.407505401 3.946334611 6.382819018 5.194751958 4.995804163
tr|A0A0G2JXM0|A0A0G2JXM0_RAT MIA SH3 domain ER export factor 2 OS=Rattus norvegicus OX=10116 GN=Mia2 PE=1 SV=1;tr|D3ZVL1|D3ZVL1_RAT MIA SH3 domain ER export factor 2 OS=Rattus norvegicus OX=10116 GN=Mia2 PE=1 SV=2;tr|D3ZHI1|D3ZHI1_RAT MIA SH3 domain ER expMIA SH3 domain ER export factor 2Mia2 5 9.4 85.653 755 0 27.371 1.30654728 1.345114682 1.574197917 2.323006884 1.843739216 2.155108556
tr|Q3KRF2|Q3KRF2_RAT High density lipoprotein binding protein (Vigilin) OS=Rattus norvegicus OX=10116 GN=Hdlbp PE=1 SV=1;sp|Q9Z1A6|VIGLN_RAT Vigilin OS=Rattus norvegicus OX=10116 GN=Hdlbp PE=1 SV=1Vigilin (High density lipoprotein-binding protein) (HDL-binding protein)Hdlbp 3 3.5 141.69 1268 0 16.738 3.561258243 2.637465252 3.707081043 4.75931224 5.38722608 4.671399976
sp|O88377|PI42B_RAT Phosphatidylinositol 5-phosphate 4-kinase type-2 beta OS=Rattus norvegicus OX=10116 GN=Pip4k2b PE=1 SV=1Phosphatidylinositol 5-phosphate 4-kinase type-2 beta (EC 2.7.1.149) (1-phosphatidylinositol 5-phosphate 4-kinase 2-beta) (Diphosphoinositide kinase 2-beta) (Phosphatidylinositol 5-phosphate 4-kinase type II beta) (PI(5)P 4-kinase type II beta) (PIP4KII-beta) (Phosphatidylinositol-phosphate kinase IIgamma) (PIPKIIgamma) (PtdIns(5)P-4-kinase isoform 2-beta)Pip4k2b 3 10.1 47.263 416 0 15.267 3.497037187 3.551039582 4.163359688 4.961063552 5.104474099 4.444632
tr|A0A0G2JY31|A0A0G2JY31_RAT Alpha-1-antiproteinase OS=Rattus norvegicus OX=10116 GN=Serpina1 PE=1 SV=1;sp|P17475|A1AT_RAT Alpha-1-antiproteinase OS=Rattus norvegicus OX=10116 GN=Serpina1 PE=1 SV=2;tr|A0A0G2JZ73|A0A0G2JZ73_RAT Alpha-1-antiproteinase OS=RatAlpha-1-antiproteinase (Alpha-1-antitrypsin) (Alpha-1-proteinase inhibitor) (Serpin A1)Serpina1 5 14.1 46.121 411 0 17.326 4.866651551 3.860911517 4.72606981 6.321899439 6.277385185 5.521983081
tr|G3V852|G3V852_RAT RCG55135, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tln1 PE=1 SV=1RCG55135, isoform CRA_b (Talin 1)Tln1 22 12.3 269.67 2541 0 236.13 21.49850021 20.4190699 19.41928501 27.99732452 33.06574896 28.19563108
sp|P36860|RALB_RAT Ras-related protein Ral-B OS=Rattus norvegicus OX=10116 GN=Ralb PE=2 SV=1;tr|F1LQ62|F1LQ62_RAT Ras-related protein Ral-B OS=Rattus norvegicus OX=10116 GN=Ralb PE=1 SV=3Ras-related protein Ral-B (EC 3.6.5.2)Ralb 3 19.4 23.317 206 0 21.564 4.988671557 4.474436231 4.780497595 7.026655352 6.614983392 5.885807508
tr|D4A8G5|D4A8G5_RAT Transforming growth factor, beta-induced OS=Rattus norvegicus OX=10116 GN=Tgfbi PE=1 SV=2Transforming growth factor-beta-induced protein ig-h3Tgfbi 3 5.5 74.752 685 0 5.4022 0.20750927 0.186243991 0.214047557 0.240244124 0.237375761 0.264521999
sp|Q9QZR6|SEPT9_RAT Septin-9 OS=Rattus norvegicus OX=10116 GN=Sept9 PE=1 SV=1;tr|F1LN75|F1LN75_RAT Septin-9 OS=Rattus norvegicus OX=10116 GN=Sept9 PE=1 SV=3Septin-9 (Eighth septin) (Eseptin) (Septin-like protein) (SLP)Septin9 4 5.1 63.791 564 0 7.0359 2.033098148 1.794275977 1.883750229 2.659557695 3.124401295 2.598687848
tr|E9PTW1|E9PTW1_RAT Secretory carrier-associated membrane protein OS=Rattus norvegicus OX=10116 GN=Scamp3 PE=1 SV=2;tr|A0A0G2K5Q8|A0A0G2K5Q8_RAT Secretory carrier-associated membrane protein OS=Rattus norvegicus OX=10116 GN=Clk2 PE=1 SV=1Secretory carrier-associated membrane protein (Secretory carrier membrane protein)Scamp3 5 15.7 38.497 350 0 10.995 1.661368614 1.554246155 1.634480119 1.851835749 1.777352092 1.949981073
sp|A1L1L2|TM214_RAT Transmembrane protein 214 OS=Rattus norvegicus OX=10116 GN=Tmem214 PE=2 SV=1Transmembrane protein 214Tmem214 2 3.1 76.565 685 0 5.1856 0.455859117 0.547927421 0.549263257 0.690660795 0.700705032 0.657647449
tr|G3V8V3|G3V8V3_RAT Alpha-1,4 glucan phosphorylase OS=Rattus norvegicus OX=10116 GN=Pygm PE=1 SV=1;sp|P09812|PYGM_RAT Glycogen phosphorylase, muscle form OS=Rattus norvegicus OX=10116 GN=Pygm PE=1 SV=5Glycogen phosphorylase, muscle form (EC 2.4.1.1) (Myophosphorylase)Pygm 56 55.6 97.287 842 0 323.31 382.5718545 298.114768 404.1011515 553.6634122 522.3496342 492.0214838
tr|A0A0G2K0B4|A0A0G2K0B4_RAT E3 ubiquitin-protein ligase OS=Rattus norvegicus OX=10116 GN=Nedd4 PE=1 SV=1;tr|A0A0G2K8P3|A0A0G2K8P3_RAT E3 ubiquitin-protein ligase OS=Rattus norvegicus OX=10116 GN=Nedd4 PE=1 SV=1;sp|Q62940|NEDD4_RAT E3 ubiquitin-protein ligE3 ubiquitin-protein ligase NEDD4 (EC 2.3.2.26) (HECT-type E3 ubiquitin transferase NEDD4)Nedd4 4 5.8 102.43 886 0 41.787 2.65975517 2.338649595 2.428165297 3.285775131 3.872510292 3.283157316
sp|P11030|ACBP_RAT Acyl-CoA-binding protein OS=Rattus norvegicus OX=10116 GN=Dbi PE=1 SV=3;tr|Q6TXF3|Q6TXF3_RAT Acyl-CoA-binding protein OS=Rattus norvegicus OX=10116 GN=Dbi PE=1 SV=1Acyl-CoA-binding protein (ACBP) (Diazepam-binding inhibitor) (DBI) (Endozepine) (EP) [Cleaved into: Triakontatetraneuropeptide (TTN); Octadecaneuropeptide (ODN)]Dbi 3 41.4 10.027 87 0 29.972 5.316801015 5.180162406 6.099113608 6.566175006 7.721075919 7.511790787
sp|P19944|RLA1_RAT 60S acidic ribosomal protein P1 OS=Rattus norvegicus OX=10116 GN=Rplp1 PE=3 SV=160S acidic ribosomal protein P1Rplp1 3 66.7 11.498 114 0 107.1 9.53983717 8.189543081 9.617709858 11.71387942 11.08681139 11.74276103
tr|A0A0G2JVH7|A0A0G2JVH7_RAT WAS protein family, member 2 OS=Rattus norvegicus OX=10116 GN=Wasf2 PE=1 SV=1;tr|E9PTF9|E9PTF9_RAT WAS protein family, member 2 OS=Rattus norvegicus OX=10116 GN=Wasf2 PE=1 SV=3;tr|A0A0G2K5T9|A0A0G2K5T9_RAT WAS protein family, mWiskott-Aldrich syndrome protein family member (WASP family protein member)Wasf2 4 11.2 45.338 419 0 6.64 1.160344032 1.037217082 1.09454734 1.489842055 1.706434897 1.429694871
sp|Q9QX69|LANC1_RAT Glutathione S-transferase LANCL1 OS=Rattus norvegicus OX=10116 GN=Lancl1 PE=1 SV=2Glutathione S-transferase LANCL1 (EC 2.5.1.18) (40 kDa erythrocyte membrane protein) (p40) (LanC-like protein 1)Lancl1 2 5.8 45.239 399 0 12.518 6.753747142 7.432879054 8.060800767 8.937260577 9.610223711 9.358039735
tr|D4A4J3|D4A4J3_RAT Alpha-mannosidase OS=Rattus norvegicus OX=10116 GN=Man2a2 PE=3 SV=3;tr|A0A0G2JWG1|A0A0G2JWG1_RAT Alpha-mannosidase OS=Rattus norvegicus OX=10116 GN=Man2a2 PE=3 SV=1Alpha-mannosidase (EC 3.2.1.-)Man2a2 4 4.6 131.96 1164 0 7.7297 0.986395281 0.879714479 1.100493232 1.774432049 1.368243467 1.697102268
tr|D3ZZZ9|D3ZZZ9_RAT Catenin (Cadherin associated protein), delta 1 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ctnnd1 PE=1 SV=1Catenin (Cadherin associated protein), delta 1 (Predicted), isoform CRA_a (Catenin delta 1)Ctnnd1 5 6.9 104.07 932 0 9.5782 3.064799377 2.773990542 2.490551431 3.823898078 3.393724848 3.505962948
sp|P50137|TKT_RAT Transketolase OS=Rattus norvegicus OX=10116 GN=Tkt PE=1 SV=1;tr|G3V826|G3V826_RAT Transketolase OS=Rattus norvegicus OX=10116 GN=Tkt PE=1 SV=1Transketolase (TK) (EC 2.2.1.1)Tkt 4 7.5 67.643 623 0 9.0138 2.031793658 1.505035846 2.012272983 2.863160484 2.6992217 3.502203801
tr|A0A0G2JZM2|A0A0G2JZM2_RAT Protein transport protein SEC23 OS=Rattus norvegicus OX=10116 GN=Sec23a PE=1 SV=1;tr|B5DFC3|B5DFC3_RAT Protein transport protein SEC23 OS=Rattus norvegicus OX=10116 GN=Sec23a PE=1 SV=1Protein transport protein SEC23Sec23a 5 7.3 84.712 751 0 13.279 0.992165142 0.863623646 1.029005309 1.404494919 1.499831266 1.212070765
sp|Q5QD51|AKA12_RAT A-kinase anchor protein 12 OS=Rattus norvegicus OX=10116 GN=Akap12 PE=1 SV=1A-kinase anchor protein 12 (AKAP-12)Akap12 4 3.6 181.11 1687 0 9.9924 1.380351321 0.956614841 1.188446704 2.050361906 2.286931238 1.683488062
sp|Q91Y81|SEPT2_RAT Septin-2 OS=Rattus norvegicus OX=10116 GN=Sept2 PE=1 SV=1Septin-2 (Vascular endothelial cell specific protein 11)Septin2 7 28.8 41.592 361 0 52.574 3.858431145 3.218265357 3.352705848 4.968170836 5.821681535 4.66550726
sp|P62076|TIM13_RAT Mitochondrial import inner membrane translocase subunit Tim13 OS=Rattus norvegicus OX=10116 GN=Timm13 PE=3 SV=1Mitochondrial import inner membrane translocase subunit Tim13Timm13 3 43.2 10.458 95 0 36.297 4.577054727 4.12290582 4.29019015 4.847048379 4.997154541 5.090697214
tr|D4A781|D4A781_RAT Importin 5 OS=Rattus norvegicus OX=10116 GN=Ipo5 PE=1 SV=1;tr|M0RB74|M0RB74_RAT Importin 5 OS=Rattus norvegicus OX=10116 GN=Ipo5 PE=1 SV=2Importin 5 Ipo5 8 10.3 123.7 1097 0 56.772 2.047598058 1.744917593 1.969005181 2.726091431 2.435506807 3.008130026
tr|D4A8D5|D4A8D5_RAT Filamin B OS=Rattus norvegicus OX=10116 GN=Flnb PE=1 SV=1;tr|A0A0G2JXT8|A0A0G2JXT8_RAT Filamin B OS=Rattus norvegicus OX=10116 GN=Flnb PE=1 SV=1Filamin B (Filamin, beta (Predicted))Flnb 11 5.9 275.31 2578 0 73.201 3.202021711 2.653013143 2.744441042 3.965207612 3.978427684 3.918859476
tr|A0A0U1RVI9|A0A0U1RVI9_RAT RCG34378, isoform CRA_h OS=Rattus norvegicus OX=10116 GN=rCG_34378 PE=3 SV=1;sp|P27952|RS2_RAT 40S ribosomal protein S2 OS=Rattus norvegicus OX=10116 GN=Rps2 PE=1 SV=1;tr|D3ZIY7|D3ZIY7_RAT Uncharacterized protein OS=Rattus norv40S ribosomal protein S2 Rps2 6 26.6 28.589 267 0 56.978 16.06680371 11.78135269 14.47413193 19.13352579 21.15166017 20.63568257
tr|A0A0G2K6J5|A0A0G2K6J5_RAT Myosin light polypeptide 6 OS=Rattus norvegicus OX=10116 GN=Myl6 PE=1 SV=1;sp|Q64119|MYL6_RAT Myosin light polypeptide 6 OS=Rattus norvegicus OX=10116 GN=Myl6 PE=1 SV=3;tr|B2GV99|B2GV99_RAT Myl6 protein OS=Rattus norvegicus OX=Myosin light polypeptide 6 (17 kDa myosin light chain) (LC17) (Myosin light chain 3) (MLC-3) (Myosin light chain alkali 3) (Myosin light chain A3) (Smooth muscle and nonmuscle myosin light chain alkali 6)Myl6 4 28.5 16.961 151 0 13.908 2.878156933 2.382035614 2.392352729 4.313225637 5.374336947 4.079994785
tr|E9PTU4|E9PTU4_RAT Myosin-11 OS=Rattus norvegicus OX=10116 GN=Myh11 PE=1 SV=2;tr|A0A0G2K6S9|A0A0G2K6S9_RAT Myosin-11 OS=Rattus norvegicus OX=10116 GN=Myh11 PE=1 SV=1;sp|Q63862|MYH11_RAT Myosin-11 (Fragments) OS=Rattus norvegicus OX=10116 GN=Myh11 PE=1 SVMyosin-11 (Myosin heavy chain 11) (Myosin heavy chain, smooth muscle isoform) (SMMHC) (Fragments)Myh11 8 5.1 227.29 1972 0 28.685 3.217625421 3.207505229 3.218786053 5.013084094 5.447411319 4.490960941
sp|P11980|KPYM_RAT Pyruvate kinase PKM OS=Rattus norvegicus OX=10116 GN=Pkm PE=1 SV=3;tr|A0A0G2JVG3|A0A0G2JVG3_RAT Pyruvate kinase OS=Rattus norvegicus OX=10116 GN=Pkm PE=1 SV=1;tr|M0RD14|M0RD14_RAT Pyruvate kinase OS=Rattus norvegicus OX=10116 PE=3 SV=2Pyruvate kinase PKM (EC 2.7.1.40) (Pyruvate kinase muscle isozyme)Pkm 37 76.6 57.817 531 0 323.31 161.6464047 143.405849 161.2983431 217.8293022 226.4011232 188.262123
sp|A2RRU1|GYS1_RAT Glycogen [starch] synthase, muscle OS=Rattus norvegicus OX=10116 GN=Gys1 PE=1 SV=1Glycogen [starch] synthase, muscle (EC 2.4.1.11)Gys1 8 15 84.071 738 0 38.246 6.883192707 5.835148162 6.15399877 7.745745284 8.123389436 7.735409208
sp|P05545|SPA3K_RAT Serine protease inhibitor A3K OS=Rattus norvegicus OX=10116 GN=Serpina3k PE=1 SV=3;tr|A0A0G2JSK1|A0A0G2JSK1_RAT RCG20603 OS=Rattus norvegicus OX=10116 GN=Serpina3c PE=3 SV=1Serine protease inhibitor A3K (Serpin A3K) (CPI-21) (Contrapsin-like protease inhibitor 1) (GHR-P63) (Growth hormone-regulated proteinase inhibitor) (Kallikrein-binding protein) (KBP) (SPI-2.3) (Serine protease inhibitor 2) (SPI-2) (Thyroid hormone-regulated protein)Serpina3k 3 13.2 46.561 416 0 15.687 3.249234222 1.453900561 2.105806446 5.334584185 4.227689491 4.537696277
tr|M0RB00|M0RB00_RAT Complement C4A OS=Rattus norvegicus OX=10116 GN=C4a PE=4 SV=2;tr|A0A0G2JW12|A0A0G2JW12_RAT Complement C4-like OS=Rattus norvegicus OX=10116 GN=LOC103689965 PE=4 SV=1;sp|P08649|CO4_RAT Complement C4 OS=Rattus norvegicus OX=10116 GN=C4 PComplement C4 [Cleaved into: Complement C4 beta chain; Complement C4 alpha chain; C4a anaphylatoxin; Complement C4 gamma chain]C4 4 4 190.6 1734 0 41.909 2.306689881 2.337070126 2.137777053 3.49678383 3.300966235 4.105394424
tr|C0JPT7|C0JPT7_RAT Filamin A OS=Rattus norvegicus OX=10116 GN=Flna PE=1 SV=1Filamin A (Filamin alpha) (Filamin, alpha (Predicted), isoform CRA_a)Flna 35 17.8 280.49 2639 0 323.31 26.27644642 26.39933171 24.6987802 36.13247731 41.98783319 35.22625111



sp|P63018|HSP7C_RAT Heat shock cognate 71 kDa protein OS=Rattus norvegicus OX=10116 GN=Hspa8 PE=1 SV=1;tr|M0RCB1|M0RCB1_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|D4A4S3|D4A4S3_RAT Heat shock cognate 71 kDa protein OS=Rattus norHeat shock cognate 71 kDa protein (Heat shock 70 kDa protein 8)Hspa8 27 47.8 70.87 646 0 323.31 111.6944647 93.97836323 108.8967348 136.274709 157.1449544 131.0519765
tr|G3V8L9|G3V8L9_RAT Caveolae-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Cavin1 PE=1 SV=1;sp|P85125|CAVN1_RAT Caveolae-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Cavin1 PE=1 SV=1Caveolae-associated protein 1 (Cavin-1) (Polymerase I and transcript release factor) (cav-p60)Cavin1 14 43.9 43.908 392 0 162.04 14.91333334 11.69003968 14.15899962 20.69892006 23.82008816 18.25827638
tr|Q499Q4|Q499Q4_RAT Phosphoglucomutase 1 OS=Rattus norvegicus OX=10116 GN=Pgm1 PE=1 SV=2;sp|P38652|PGM1_RAT Phosphoglucomutase-1 OS=Rattus norvegicus OX=10116 GN=Pgm1 PE=1 SV=2Phosphoglucomutase-1 (PGM 1) (EC 5.4.2.2) (Glucose phosphomutase 1)Pgm1 24 45 61.389 562 0 323.31 40.66898713 40.91958113 53.21573816 60.3641357 67.66525079 64.93366869
tr|M0RC65|M0RC65_RAT Cofilin 2 OS=Rattus norvegicus OX=10116 GN=Cfl2 PE=1 SV=1Cofilin 2 (Cofilin 2, muscle (Predicted), isoform CRA_b)Cfl2 7 41.6 18.709 166 0 46.164 10.97026085 8.545910614 10.16747623 13.41604413 13.34375787 14.0866397
tr|Q5XI86|Q5XI86_RAT Peptidyl-tRNA hydrolase 2 OS=Rattus norvegicus OX=10116 GN=Ptrh2 PE=1 SV=1Aminoacyl-tRNA hydrolase (EC 3.1.1.29)Ptrh2 3 27.6 19.529 181 0 19.158 4.369189231 4.402570424 4.204294871 5.173087576 4.878186228 4.740588592
tr|A0A0G2K3Z3|A0A0G2K3Z3_RAT RAB22A, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab22a PE=1 SV=1;tr|B0BN19|B0BN19_RAT RAB22A, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab22a PE=1 SV=1RAB22A, member RAS oncogene family (RAB22A, member RAS oncogene family (Predicted), isoform CRA_a)Rab22a 4 29.9 20.841 187 0 24.108 1.615912148 1.648816819 1.589428549 2.668815082 2.477356042 2.18853448
tr|B4F7A5|B4F7A5_RAT CD99 molecule (Xg blood group) OS=Rattus norvegicus OX=10116 GN=Cd99 PE=1 SV=1CD99 molecule (Xg blood group) (Cd99 protein) (RCG58573, isoform CRA_b)Cd99 2 24.8 16.588 165 0 60.549 1.894671669 2.15399988 1.94851472 2.26166923 2.437502196 2.359626448
sp|P51886|LUM_RAT Lumican OS=Rattus norvegicus OX=10116 GN=Lum PE=1 SV=1Lumican (Keratan sulfate proteoglycan lumican) (KSPG lumican)Lum 6 25.1 38.279 338 0 63.394 3.278986633 2.943141724 3.636965249 4.882106999 5.572527587 6.569464187
tr|Q5VLR5|Q5VLR5_RAT BWK4 OS=Rattus norvegicus OX=10116 GN=Erp44 PE=1 SV=1BWK4 (Endoplasmic reticulum protein 44) (RCG60340)Erp44 3 9.1 46.878 406 0 26.925 1.921564236 1.646003391 1.602097874 2.028801153 2.203556346 2.267679755
sp|P09456|KAP0_RAT cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Rattus norvegicus OX=10116 GN=Prkar1a PE=1 SV=2cAMP-dependent protein kinase type I-alpha regulatory subunit [Cleaved into: cAMP-dependent protein kinase type I-alpha regulatory subunit, N-terminally processed]Prkar1a 3 9.7 43.094 381 0.00054675 3.833 0.997433275 0.873495323 1.026398264 1.815881252 1.411063431 1.495429136
tr|F7EMB2|F7EMB2_RAT RNA transcription, translation and transport factor OS=Rattus norvegicus OX=10116 GN=Rtraf PE=1 SV=1;tr|Q6QI16|Q6QI16_RAT LRRGT00192 OS=Rattus norvegicus OX=10116 GN=Rtraf PE=1 SV=1RNA transcription, translation and transport factor proteinRtraf 9 40.6 28.17 244 0 36.628 4.676497018 3.740032835 4.944238328 9.083587017 8.334792786 6.525776808
tr|D3ZFR7|D3ZFR7_RAT PDZ and LIM domain 3, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Pdlim3 PE=1 SV=1;sp|Q66HS7|PDLI3_RAT PDZ and LIM domain protein 3 OS=Rattus norvegicus OX=10116 GN=Pdlim3 PE=1 SV=2;tr|A0A0G2K9W2|A0A0G2K9W2_RAT PDZ and LIM domain prPDZ and LIM domain protein 3 (Actinin-associated LIM protein) (Alpha-actinin-2-associated LIM protein) (SK-2)Pdlim3 8 32.4 39.404 364 0 39.115 7.277550129 7.619453746 7.993566444 9.104490794 9.916003556 10.77757475
sp|Q80U96|XPO1_RAT Exportin-1 OS=Rattus norvegicus OX=10116 GN=Xpo1 PE=1 SV=1Exportin-1 (Exp1) (Chromosome region maintenance 1 protein homolog)Xpo1 2 3 123.04 1071 0 4.8812 0.210017905 0.169822456 0.217871224 0.26667247 0.243874257 0.28762551
tr|Q4V8E2|Q4V8E2_RAT Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 14 OS=Rattus norvegicus OX=10116 GN=Psmd14 PE=1 SV=126S proteasome regulatory subunit RPN11Psmd14 2 12.6 34.577 310 0 11.656 0.884946082 0.8356868 0.763589814 0.928963853 1.007725254 1.044433149
sp|Q4AEF8|COPG1_RAT Coatomer subunit gamma-1 OS=Rattus norvegicus OX=10116 GN=Copg1 PE=2 SV=1;tr|A0A0G2K1F3|A0A0G2K1F3_RAT Coatomer subunit gamma OS=Rattus norvegicus OX=10116 GN=Copg1 PE=1 SV=1Coatomer subunit gamma-1 (Gamma-1-coat protein) (Gamma-1-COP)Copg1 2 3.1 97.613 874 0 4.8399 0.740498879 0.736871315 0.687711078 0.948912029 0.950937568 1.116974517
sp|Q9Z1X1|ESYT1_RAT Extended synaptotagmin-1 OS=Rattus norvegicus OX=10116 GN=Esyt1 PE=1 SV=1;tr|A0A0G2JXJ7|A0A0G2JXJ7_RAT Extended synaptotagmin-1 OS=Rattus norvegicus OX=10116 GN=Esyt1 PE=1 SV=1Extended synaptotagmin-1 (E-Syt1) (Membrane-bound C2 domain-containing protein) (vp115)Esyt1 12 16 121.16 1088 0 70.194 4.030372988 4.611455105 4.501315072 5.344140198 5.485701211 6.317702966
tr|Q5U3Y8|Q5U3Y8_RAT Transcription factor BTF3 OS=Rattus norvegicus OX=10116 GN=Btf3 PE=1 SV=1;tr|M0R5M7|M0R5M7_RAT Transcription factor BTF3 OS=Rattus norvegicus OX=10116 GN=rCG_63270 PE=3 SV=1;tr|A0A0G2K5C5|A0A0G2K5C5_RAT Transcription factor BTF3 OS=RatTranscription factor BTF3 Btf3 6 57.4 17.699 162 0 142.39 0.252273353 0.207448352 0.473338783 0.928844403 0.681344368 0.612456411
tr|G3V8V6|G3V8V6_RAT O-acetyl-ADP-ribose deacetylase MACROD1 OS=Rattus norvegicus OX=10116 GN=Macrod1 PE=1 SV=3;sp|Q8K4G6|MACD1_RAT ADP-ribose glycohydrolase MACROD1 (Fragment) OS=Rattus norvegicus OX=10116 GN=Macrod1 PE=2 SV=2;tr|A0A0G2K5F1|A0A0G2K5F1_RATADP-ribose glycohydrolase MACROD1 (MACRO domain-containing protein 1) (O-acetyl-ADP-ribose deacetylase MACROD1) (EC 3.1.1.106) (Protein LRP16) ([Protein ADP-ribosylaspartate] hydrolase MACROD1) (EC 3.2.2.-) ([Protein ADP-ribosylglutamate] hydrolase MACROD1) (EC 3.2.2.-) (Fragment)Macrod1 18 79.4 27.078 243 0 323.31 108.5285673 117.9566662 138.964656 191.2934503 154.2273724 165.5548459
sp|B1PRL5|CAVN4_RAT Caveolae-associated protein 4 OS=Rattus norvegicus OX=10116 GN=Cavin4 PE=1 SV=1Caveolae-associated protein 4 (Muscle-related coiled-coil protein) (Muscle-restricted coiled-coil protein)Cavin4 5 17.1 41.093 362 0 19.607 3.912918697 3.082875309 3.06433006 5.112884698 5.571448999 4.287763831
sp|A0JPQ4|TRI72_RAT Tripartite motif-containing protein 72 OS=Rattus norvegicus OX=10116 GN=Trim72 PE=1 SV=1Tripartite motif-containing protein 72 (Mitsugumin-53) (Mg53)Trim72 38 77.4 52.831 477 0 323.31 524.0538511 468.337027 602.4103887 769.617347 726.6990152 642.1943084
tr|Q80ZA3|Q80ZA3_RAT Alpha-2 antiplasmin OS=Rattus norvegicus OX=10116 GN=Serpinf1 PE=1 SV=1Alpha-2 antiplasmin (Serine (Or cysteine) peptidase inhibitor, clade F, member 1) (Serine (Or cysteine) peptidase inhibitor, clade F, member 1, isoform CRA_c) (Serpin family F member 1)Serpinf1 2 6.5 46.465 418 0 4.3588 0.33075349 0.185108748 0.285059809 0.653153446 0.600288441 0.428806863
tr|G3V9L3|G3V9L3_RAT Dual-specificity phosphatase 3 OS=Rattus norvegicus OX=10116 GN=Dusp3 PE=1 SV=2;tr|A0A0G2K3I9|A0A0G2K3I9_RAT Dual-specificity phosphatase 3 OS=Rattus norvegicus OX=10116 GN=Dusp3 PE=1 SV=1Dual specificity protein phosphatase (EC 3.1.3.16) (EC 3.1.3.48)Dusp3 2 15.1 21.095 192 0 10.125 2.393137443 2.171225956 2.364955886 2.563758671 2.782111228 2.916386531
tr|G3V6F1|G3V6F1_RAT Myosin-binding protein H OS=Rattus norvegicus OX=10116 GN=Mybph PE=1 SV=1;tr|F1LQV6|F1LQV6_RAT Myosin-binding protein H OS=Rattus norvegicus OX=10116 GN=Mybph PE=1 SV=1;tr|A0A0G2K9Z1|A0A0G2K9Z1_RAT Myosin-binding protein H OS=Rattus noMyosin-binding protein H (MyBP-H) (H-protein)Mybph 5 14.3 52.624 484 0 28.028 2.386564819 1.94476969 2.028875745 2.684343602 2.864946826 2.714713399
sp|P06302|PTMA_RAT Prothymosin alpha OS=Rattus norvegicus OX=10116 GN=Ptma PE=1 SV=2Prothymosin alpha [Cleaved into: Prothymosin alpha, N-terminally processed; Thymosin alpha]Ptma 2 25 12.382 112 0 25.087 1.575924506 0.943090644 1.331285338 1.940348314 2.365506412 1.944596349
tr|A0A0U1RRW6|A0A0U1RRW6_RAT Sn1-specific diacylglycerol lipase beta (Fragment) OS=Rattus norvegicus OX=10116 GN=Daglb PE=4 SV=1;sp|P0C1S9|DGLB_RAT Sn1-specific diacylglycerol lipase beta OS=Rattus norvegicus OX=10116 GN=Daglb PE=1 SV=1;tr|D3Z890|D3Z890_RADiacylglycerol lipase-beta (DAGL-beta) (DGL-beta) (EC 3.1.1.-) (PUFA-specific triacylglycerol lipase) (EC 3.1.1.3) (Sn1-specific diacylglycerol lipase beta)Daglb 2 5.8 39.569 359 0.0010712 3.571 0.721082044 0.902073827 0.6826342 1.122174479 1.028326295 1.098889975
tr|A0A1W2Q6E9|A0A1W2Q6E9_RAT Moesin OS=Rattus norvegicus OX=10116 GN=Msn PE=1 SV=1;tr|A0A096MK30|A0A096MK30_RAT Moesin OS=Rattus norvegicus OX=10116 GN=Msn PE=1 SV=1;sp|O35763|MOES_RAT Moesin OS=Rattus norvegicus OX=10116 GN=Msn PE=1 SV=3Moesin (Membrane-organizing extension spike protein)Msn 25 38.7 67.651 576 0 313.95 41.78282107 36.92155202 39.13998103 56.7800338 65.04428068 51.77157584
tr|Q6IRH7|Q6IRH7_RAT Caseinolytic peptidase B protein homolog OS=Rattus norvegicus OX=10116 GN=Clpb PE=1 SV=1;sp|Q9WTT2|CLPB_RAT Caseinolytic peptidase B protein homolog OS=Rattus norvegicus OX=10116 GN=Clpb PE=2 SV=1;tr|A0A0G2K3V9|A0A0G2K3V9_RAT CaseinolyCaseinolytic peptidase B protein homolog (EC 3.6.1.-) (Suppressor of potassium transport defect 3)Clpb 2 3.5 75.678 677 0 5.4159 2.182111067 1.693732949 2.493067001 4.328813883 3.143923747 3.455366867
sp|Q63041|A1M_RAT Alpha-1-macroglobulin OS=Rattus norvegicus OX=10116 GN=A1m PE=1 SV=1Alpha-1-macroglobulin (Alpha-1-M) (Alpha-1-macroglobulin 165 kDa subunit) [Cleaved into: Alpha-1-macroglobulin 45 kDa subunit]A1m 4 2.5 167.12 1500 0 5.7358 1.366252793 1.245854972 1.070397869 1.493186659 1.596311009 1.775536353
tr|D3ZZV1|D3ZZV1_RAT Presequence translocase-associated motor 16 OS=Rattus norvegicus OX=10116 GN=Pam16 PE=1 SV=1Presequence translocase-associated motor 16 (RCG49810, isoform CRA_a)Pam16 8 47.2 13.771 125 0 66.043 22.66601893 23.37761144 21.35581647 25.93262859 24.06924211 25.48802958
tr|D3ZAP9|D3ZAP9_RAT Glycerol-3-phosphate dehydrogenase [NAD(+)] OS=Rattus norvegicus OX=10116 GN=Gpd1l PE=1 SV=1Glycerol-3-phosphate dehydrogenase [NAD(+)] (EC 1.1.1.8)Gpd1l 4 15.1 38.066 351 0 47.783 3.47701828 3.616834308 3.213160324 4.18009844 4.19872939 4.862202063
sp|P04642|LDHA_RAT L-lactate dehydrogenase A chain OS=Rattus norvegicus OX=10116 GN=Ldha PE=1 SV=1L-lactate dehydrogenase A chain (LDH-A) (EC 1.1.1.27) (LDH muscle subunit) (LDH-M)Ldha 20 56.9 36.45 332 0 323.31 126.7362401 99.70393578 120.4363401 168.9025188 182.7883964 143.182844
sp|Q6P4Z9|CSN8_RAT COP9 signalosome complex subunit 8 OS=Rattus norvegicus OX=10116 GN=Cops8 PE=2 SV=1COP9 signalosome complex subunit 8 (SGN8) (Signalosome subunit 8) (COP9 homolog) (JAB1-containing signalosome subunit 8)Cops8 2 16.3 23.235 209 0.00055556 4.0739 0.921572153 0.891708566 0.821036283 1.130715165 0.991654285 1.035695673
tr|A0A140TAA4|A0A140TAA4_RAT Programmed cell death 6-interacting protein OS=Rattus norvegicus OX=10116 GN=Pdcd6ip PE=1 SV=1;sp|Q9QZA2|PDC6I_RAT Programmed cell death 6-interacting protein OS=Rattus norvegicus OX=10116 GN=Pdcd6ip PE=1 SV=2Programmed cell death 6-interacting protein (ALG-2-interacting protein 1)Pdcd6ip 7 10.4 95.881 868 0 30.264 3.828076662 3.641464142 3.268045486 4.262817672 5.22274133 4.823391415
sp|Q04462|SYVC_RAT Valine--tRNA ligase OS=Rattus norvegicus OX=10116 GN=Vars PE=2 SV=2Valine--tRNA ligase (EC 6.1.1.9) (Valyl-tRNA synthetase) (ValRS)Vars1 2 2.4 140.37 1264 0 14.675 0.701916072 0.592152533 0.729789702 0.983373399 0.80705386 0.986908047
tr|D4A5E5|D4A5E5_RAT Sarcoglycan, beta OS=Rattus norvegicus OX=10116 GN=Sgcb PE=4 SV=2;tr|A0A0G2K1V7|A0A0G2K1V7_RAT RCG57156 OS=Rattus norvegicus OX=10116 GN=Sgcb PE=4 SV=1Beta-sarcoglycan Sgcb 6 31 32.846 297 0 56.308 6.738193605 7.314418932 7.380682137 9.331446088 8.460987643 10.11921611
tr|Q6P9V1|Q6P9V1_RAT Tetraspanin OS=Rattus norvegicus OX=10116 GN=Cd81 PE=1 SV=1;sp|Q62745|CD81_RAT CD81 antigen OS=Rattus norvegicus OX=10116 GN=Cd81 PE=1 SV=1CD81 antigen (26 kDa cell surface protein TAPA-1) (Target of the antiproliferative antibody 1) (CD antigen CD81)Cd81 2 18.2 25.904 236 0 61.471 1.293100996 1.157898331 1.063948862 1.417753887 1.403081876 1.607492343
tr|M0R9X8|M0R9X8_RAT Cytoplasmic dynein 1 heavy chain 1 OS=Rattus norvegicus OX=10116 GN=Dync1h1 PE=1 SV=2;tr|F1LRT9|F1LRT9_RAT Cytoplasmic dynein 1 heavy chain 1 OS=Rattus norvegicus OX=10116 GN=Dync1h1 PE=1 SV=3;sp|P38650|DYHC1_RAT Cytoplasmic dynein 1 hCytoplasmic dynein 1 heavy chain 1 (Cytoplasmic dynein heavy chain 1) (Dynein heavy chain, cytosolic) (MAP 1C)Dync1h1 51 14.3 532.04 4644 0 304.99 29.7825147 27.81789167 26.24699914 35.00188159 39.1872781 32.97787508
sp|P19139|CSK21_RAT Casein kinase II subunit alpha OS=Rattus norvegicus OX=10116 GN=Csnk2a1 PE=1 SV=2Casein kinase II subunit alpha (CK II alpha) (EC 2.7.11.1)Csnk2a1 2 10.2 45.073 391 0 13.467 0.801358364 0.58889488 0.969775072 1.254107175 1.109975446 1.460784029
sp|P38983|RSSA_RAT 40S ribosomal protein SA OS=Rattus norvegicus OX=10116 GN=Rpsa PE=1 SV=340S ribosomal protein SA (37 kDa laminin receptor precursor) (37LRP) (37/67 kDa laminin receptor) (LRP/LR) (67 kDa laminin receptor) (67LR) (Laminin receptor 1) (LamR) (Laminin-binding protein precursor p40) (LBP/p40)Rpsa 8 37.3 32.824 295 0 323.31 17.51127574 11.92251767 20.30888201 29.69053046 28.27142299 23.20511004
sp|Q3B7U9|FKBP8_RAT Peptidyl-prolyl cis-trans isomerase FKBP8 OS=Rattus norvegicus OX=10116 GN=Fkbp8 PE=2 SV=1Peptidyl-prolyl cis-trans isomerase FKBP8 (PPIase FKBP8) (EC 5.2.1.8) (FK506-binding protein 8) (FKBP-8) (Rotamase)Fkbp8 3 9.4 43.555 403 0 16.262 1.50036442 1.198964507 1.349626129 1.785839538 1.775087056 1.677696944
sp|Q8VIF7|SBP1_RAT Methanethiol oxidase OS=Rattus norvegicus OX=10116 GN=Selenbp1 PE=1 SV=1;tr|F1LRJ9|F1LRJ9_RAT Methanethiol oxidase OS=Rattus norvegicus OX=10116 GN=Selenbp1 PE=1 SV=2Methanethiol oxidase (MTO) (EC 1.8.3.4) (56 kDa selenium-binding protein) (SBP56) (SP56) (Selenium-binding protein 1) (Selenium-binding protein 2)Selenbp1 3 6.6 52.531 472 0 5.8657 1.114686875 1.29570694 1.360328736 1.490797656 1.58870696 1.626389674
tr|G3V9N0|G3V9N0_RAT Polyadenylate-binding protein OS=Rattus norvegicus OX=10116 GN=Pabpc4 PE=1 SV=2;tr|D3ZSR2|D3ZSR2_RAT Polyadenylate-binding protein OS=Rattus norvegicus OX=10116 PE=3 SV=3;tr|A0A0G2JZS2|A0A0G2JZS2_RAT Polyadenylate-binding protein 1 OS=Polyadenylate-binding protein 1 (PABP-1) (Poly(A)-binding protein 1)Pabpc1 5 8.2 70.833 644 0 52.303 3.350783767 2.575668555 3.121730792 5.099327106 5.241077335 3.938874392
sp|P06761|BIP_RAT Endoplasmic reticulum chaperone BiP OS=Rattus norvegicus OX=10116 GN=Hspa5 PE=1 SV=1Endoplasmic reticulum chaperone BiP (EC 3.6.4.10) (78 kDa glucose-regulated protein) (GRP-78) (Binding-immunoglobulin protein) (BiP) (Heat shock protein 70 family protein 5) (HSP70 family protein 5) (Heat shock protein family A member 5) (Immunoglobulin heavy chain-binding protein) (Steroidogenesis-activator polypeptide)Hspa5 40 51.8 72.346 654 0 323.31 155.0486947 141.4710004 165.0991405 181.4985376 208.2053349 222.0639624
sp|O08557|DDAH1_RAT N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Rattus norvegicus OX=10116 GN=Ddah1 PE=1 SV=3N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 (DDAH-1) (Dimethylarginine dimethylaminohydrolase 1) (EC 3.5.3.18) (DDAHI) (Dimethylargininase-1)Ddah1 3 10.5 31.426 285 0 5.6346 0.190786709 0.201717844 0.259826356 0.369859487 0.285863708 0.388705913
sp|Q6P7Q4|LGUL_RAT Lactoylglutathione lyase OS=Rattus norvegicus OX=10116 GN=Glo1 PE=1 SV=3Lactoylglutathione lyase (EC 4.4.1.5) (Aldoketomutase) (Glyoxalase I) (Glx I) (Ketone-aldehyde mutase) (Methylglyoxalase) (S-D-lactoylglutathione methylglyoxal lyase)Glo1 3 25 20.819 184 0 31.672 2.880615395 2.757949067 3.547228009 4.633770128 3.798573049 4.921942013
tr|B2RYJ3|B2RYJ3_RAT Cullin 4A OS=Rattus norvegicus OX=10116 GN=Cul4a PE=1 SV=1Cullin 4A (RGD1563853 protein)Cul4a 2 4 87.773 759 0 10.992 0.327893646 0.329442534 0.34684678 0.458682622 0.427239699 0.519270216
tr|D4A133|D4A133_RAT ATPase H+-transporting V1 subunit A OS=Rattus norvegicus OX=10116 GN=Atp6v1a PE=1 SV=1H(+)-transporting two-sector ATPase (EC 7.1.2.2)Atp6v1a 5 9.6 68.264 617 0 13.089 4.006290092 3.808986497 4.894841683 6.04417783 5.727844334 7.442805368
tr|E9PT65|E9PT65_RAT Radixin OS=Rattus norvegicus OX=10116 GN=Rdx PE=1 SV=2;tr|A0A0G2K095|A0A0G2K095_RAT Radixin OS=Rattus norvegicus OX=10116 GN=Rdx PE=1 SV=1Radixin Rdx 9 17.7 68.485 583 0 43.35 4.624367583 4.117377681 4.431336491 5.892177508 5.801727648 5.008199187
tr|Q6P3V8|Q6P3V8_RAT Eukaryotic translation initiation factor 4A1 OS=Rattus norvegicus OX=10116 GN=Eif4a1 PE=1 SV=1RNA helicase (EC 3.6.4.13)Eif4a1 2 4.7 46.153 406 0 81.603 6.712605528 6.602671034 6.467758945 8.819004924 10.32478861 8.706894594
sp|Q07936|ANXA2_RAT Annexin A2 OS=Rattus norvegicus OX=10116 GN=Anxa2 PE=1 SV=2Annexin A2 (Annexin II) (Annexin-2) (Calpactin I heavy chain) (Calpactin-1 heavy chain) (Chromobindin-8) (Lipocortin II) (Placental anticoagulant protein IV) (PAP-IV) (Protein I) (p36)Anxa2 30 62.8 38.678 339 0 323.31 133.5396582 117.4680182 143.7442388 152.048102 179.7198121 181.1095847
sp|Q62667|MVP_RAT Major vault protein OS=Rattus norvegicus OX=10116 GN=Mvp PE=1 SV=4;tr|A0A140TAE0|A0A140TAE0_RAT Major vault protein OS=Rattus norvegicus OX=10116 GN=Mvp PE=1 SV=1Major vault protein (MVP) Mvp 22 33.1 95.797 861 0 209.19 17.24536043 15.44719987 17.42786839 28.16395748 26.93666969 21.82743363
tr|D4AA52|D4AA52_RAT Murinoglobulin-1 OS=Rattus norvegicus OX=10116 GN=LOC297568 PE=1 SV=3;tr|A0A0G2K926|A0A0G2K926_RAT Murinoglobulin-1 OS=Rattus norvegicus OX=10116 GN=LOC297568 PE=1 SV=1;sp|P14046|A1I3_RAT Alpha-1-inhibitor 3 OS=Rattus norvegicus OX=101Alpha-1-inhibitor 3 (Alpha-1-inhibitor 3 variant II) (Alpha-1-inhibitor III)A1i3 7 6.6 163.6 1477 0 194.95 17.37781636 12.71965557 14.28615025 20.76163139 19.842793 21.77866632
sp|A1L134|AUP1_RAT Ancient ubiquitous protein 1 OS=Rattus norvegicus OX=10116 GN=Aup1 PE=2 SV=1Lipid droplet-regulating VLDL assembly factor AUP1 (Ancient ubiquitous protein 1)Aup1 4 19.3 46.199 410 0 44.823 5.110591218 4.613478799 5.776205906 6.904816194 6.218062816 7.714479905
tr|F1M614|F1M614_RAT Laminin subunit alpha 2 OS=Rattus norvegicus OX=10116 GN=Lama2 PE=1 SV=3Laminin subunit alpha 2 Lama2 3 1.1 343.86 3121 0 5.3733 0.155254403 0.121648673 0.131898191 0.176099391 0.168383847 0.187225818
tr|D3ZWC6|D3ZWC6_RAT Syntrophin, basic 1 (Predicted) OS=Rattus norvegicus OX=10116 GN=Sntb1 PE=1 SV=1Syntrophin, basic 1 (Predicted) (Syntrophin, beta 1)Sntb1 5 8.7 58.292 539 0 9.3404 4.647798233 5.016292571 5.018790673 5.499425399 6.176537158 6.375512544
tr|G3V7Q7|G3V7Q7_RAT IQ motif containing GTPase activating protein 1 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Iqgap1 PE=1 SV=1IQ motif containing GTPase activating protein 1 (Predicted), isoform CRA_b (IQ motif-containing GTPase-activating protein 1)Iqgap1 23 19.5 188.83 1657 0 123.18 14.76883596 13.4457174 13.70711179 16.89861339 19.22907613 16.51078123
sp|P63029|TCTP_RAT Translationally-controlled tumor protein OS=Rattus norvegicus OX=10116 GN=Tpt1 PE=1 SV=1Translationally-controlled tumor protein (TCTP) (Lens epithelial protein)Tpt1 4 29.1 19.462 172 0 23.157 3.367742139 2.881493102 3.195780023 4.146652397 5.017809512 4.080197982
sp|Q5BJK8|GOLI4_RAT Golgi integral membrane protein 4 OS=Rattus norvegicus OX=10116 GN=Golim4 PE=1 SV=2;tr|D3ZM57|D3ZM57_RAT Golgi integral membrane protein 4 OS=Rattus norvegicus OX=10116 GN=Golim4 PE=1 SV=3;tr|A0A0G2K571|A0A0G2K571_RAT Golgi integral memGolgi integral membrane protein 4 (Golgi integral membrane protein, cis) (GIMPc) (Golgi phosphoprotein 4)Golim4 2 4.6 76.596 653 0.0010627 3.3737 0.260140432 0.219042637 0.272678631 0.494965606 0.364649207 0.396925236
sp|P26453|BASI_RAT Basigin OS=Rattus norvegicus OX=10116 GN=Bsg PE=1 SV=2Basigin (Glycoprotein CE9) (OX-47 antigen) (CD antigen CD147)Bsg 10 23.5 42.435 388 0 152 31.95097879 33.07258523 31.67971541 35.4689317 38.29906045 35.30143404
sp|Q6AYT3|RTCB_RAT tRNA-splicing ligase RtcB homolog OS=Rattus norvegicus OX=10116 GN=Rtcb PE=2 SV=1RNA-splicing ligase RtcB homolog (EC 6.5.1.8) (3'-phosphate/5'-hydroxy nucleic acid ligase) (p55)Rtcb 7 19.2 55.249 505 0 25.196 5.740760329 5.289244435 5.680156873 7.336031253 7.726468861 6.476298311
tr|M0RAK4|M0RAK4_RAT Frataxin, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fxn PE=1 SV=2;tr|A0A0A0MXX7|A0A0A0MXX7_RAT Frataxin, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fxn PE=1 SV=2;sp|D3ZYW7|FRDA_RAT Frataxin, mitochondrial OS=Rattus norvegicus Frataxin, mitochondrial (Fxn) (EC 1.16.3.1) [Cleaved into: Frataxin intermediate form; Frataxin mature form]Fxn 2 9.7 22.883 206 0 4.3032 0.664236375 0.600148592 0.67083389 0.453683633 0.521777982 0.566290028
tr|Q8R490|Q8R490_RAT Cadherin 13 OS=Rattus norvegicus OX=10116 GN=Cdh13 PE=1 SV=1;tr|F1M7X3|F1M7X3_RAT Cadherin 13 OS=Rattus norvegicus OX=10116 GN=Cdh13 PE=1 SV=3Cadherin-13 Cdh13 13 23.1 78.085 714 0 323.31 34.0863289 31.7571843 41.04861253 60.3701082 45.24301334 53.95188084
tr|D4A4Z9|D4A4Z9_RAT Kinectin 1 OS=Rattus norvegicus OX=10116 GN=Ktn1 PE=1 SV=2Kinectin 1 Ktn1 26 22.2 151.79 1325 0 123.43 15.04378236 14.38253953 14.78880685 16.5175674 17.62305782 16.05155576
sp|P17046|LAMP2_RAT Lysosome-associated membrane glycoprotein 2 OS=Rattus norvegicus OX=10116 GN=Lamp2 PE=1 SV=3Lysosome-associated membrane glycoprotein 2 (LAMP-2) (Lysosome-associated membrane protein 2) (CD107 antigen-like family member B) (LGP-110) (LGP-96) (Lysosomal membrane glycoprotein type B) (LGP-B) (CD antigen CD107b)Lamp2 2 7.3 45.155 411 0 7.1681 3.570941574 3.757258911 3.104624917 2.086137227 2.792843184 2.73919865
sp|B2GV54|NCEH1_RAT Neutral cholesterol ester hydrolase 1 OS=Rattus norvegicus OX=10116 GN=Nceh1 PE=1 SV=1Neutral cholesterol ester hydrolase 1 (NCEH) (EC 3.1.1.-) (Arylacetamide deacetylase-like 1)Nceh1 4 16.4 45.821 408 0 21.65 0.995928094 0.842251465 0.882050288 1.1191285 1.06634654 1.269473949
tr|Q68FT7|Q68FT7_RAT Phenylalanyl-tRNA synthetase subunit beta OS=Rattus norvegicus OX=10116 GN=Farsb PE=1 SV=1Phenylalanyl-tRNA synthetase beta subunit (EC 6.1.1.20)Farsb 9 18.2 65.651 589 0 41.708 11.13131521 12.01284351 13.69247575 17.07002436 14.39214591 15.4439964
sp|P10111|PPIA_RAT Peptidyl-prolyl cis-trans isomerase A OS=Rattus norvegicus OX=10116 GN=Ppia PE=1 SV=2;tr|A0A0G2K1P0|A0A0G2K1P0_RAT Peptidyl-prolyl cis-trans isomerase OS=Rattus norvegicus OX=10116 GN=Ppia PE=1 SV=1;tr|A0A0G2K2E4|A0A0G2K2E4_RAT Peptidyl-Peptidyl-prolyl cis-trans isomerase A (PPIase A) (EC 5.2.1.8) (Cyclophilin A) (Cyclosporin A-binding protein) (Rotamase A) (p1B15) (p31) [Cleaved into: Peptidyl-prolyl cis-trans isomerase A, N-terminally processed]Ppia 6 44.5 17.874 164 0 67.361 17.56847262 16.00198811 15.02206879 21.65810481 27.23112436 22.21757208



tr|D3ZH41|D3ZH41_RAT Cytoskeleton-associated protein 4 OS=Rattus norvegicus OX=10116 GN=Ckap4 PE=1 SV=2Cytoskeleton-associated protein 4 (Cytoskeleton-associated protein 4 (Predicted))Ckap4 11 31.9 36.315 326 0 43.76 13.42872314 10.13623775 10.37375296 24.47951746 18.13916243 17.86204201
sp|Q66HG5|TM9S2_RAT Transmembrane 9 superfamily member 2 OS=Rattus norvegicus OX=10116 GN=Tm9sf2 PE=2 SV=1Transmembrane 9 superfamily member 2Tm9sf2 2 4.4 75.585 663 0 4.7669 0.864375275 0.771817051 0.936295123 1.206506288 0.989982473 1.151822822
sp|Q63081|PDIA6_RAT Protein disulfide-isomerase A6 OS=Rattus norvegicus OX=10116 GN=Pdia6 PE=1 SV=2;tr|A0A0G2JSZ5|A0A0G2JSZ5_RAT Protein disulfide-isomerase A6 OS=Rattus norvegicus OX=10116 GN=Pdia6 PE=1 SV=1Protein disulfide-isomerase A6 (EC 5.3.4.1) (Calcium-binding protein 1) (CaBP1) (Protein disulfide isomerase P5) (Thioredoxin domain-containing protein 7)Pdia6 5 15 48.173 440 0 142.84 8.608631859 7.482237438 7.635440763 8.920537556 10.18565069 9.356210961
tr|G3V7I8|G3V7I8_RAT RCG57812, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Slk PE=1 SV=1;sp|O08815|SLK_RAT STE20-like serine/threonine-protein kinase OS=Rattus norvegicus OX=10116 GN=Slk PE=1 SV=1STE20-like serine/threonine-protein kinase (STE20-like kinase) (EC 2.7.11.1) (STE20-related serine/threonine-protein kinase) (STE20-related kinase)Slk 2 1.7 137.64 1203 0.0015699 3.1494 0.544725003 0.526111016 0.510843644 0.636370699 0.652330337 0.743650626
tr|D3ZW08|D3ZW08_RAT Adenylosuccinate lyase OS=Rattus norvegicus OX=10116 GN=Adsl PE=1 SV=1Adenylosuccinate lyase (ASL) (EC 4.3.2.2) (Adenylosuccinase)Adsl 2 4.5 54.852 484 0 7.4717 1.330078276 1.273051441 1.331559764 1.620699699 1.774655621 1.966440039
sp|P02625|PRVA_RAT Parvalbumin alpha OS=Rattus norvegicus OX=10116 GN=Pvalb PE=1 SV=2Parvalbumin alpha Pvalb 15 84.5 11.925 110 0 315.75 40.43066681 32.33023514 48.79748263 60.80610127 59.07429323 64.37995656
sp|Q08013|SSRG_RAT Translocon-associated protein subunit gamma OS=Rattus norvegicus OX=10116 GN=Ssr3 PE=1 SV=2Translocon-associated protein subunit gamma (TRAP-gamma) (Signal sequence receptor subunit gamma) (SSR-gamma)Ssr3 2 12.4 21.064 185 0 8.3546 3.112212579 3.16930184 2.860523159 4.207094175 4.440656795 3.617822957
sp|P97541|HSPB6_RAT Heat shock protein beta-6 OS=Rattus norvegicus OX=10116 GN=Hspb6 PE=1 SV=1Heat shock protein beta-6 (HspB6) (Heat shock 20 kDa-like protein p20)Hspb6 6 61.7 17.505 162 0 77.457 5.041854619 3.980112015 4.712348519 6.96334677 5.770987875 7.696192165
sp|Q5XI73|GDIR1_RAT Rho GDP-dissociation inhibitor 1 OS=Rattus norvegicus OX=10116 GN=Arhgdia PE=1 SV=1Rho GDP-dissociation inhibitor 1 (Rho GDI 1) (Rho-GDI alpha)Arhgdia 8 61.8 23.407 204 0 32.157 8.550431527 6.697439132 6.976361445 10.6513703 12.73866971 9.622500774
sp|Q3B7D0|HEM6_RAT Oxygen-dependent coproporphyrinogen-III oxidase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cpox PE=1 SV=1Oxygen-dependent coproporphyrinogen-III oxidase, mitochondrial (COX) (Coprogen oxidase) (Coproporphyrinogenase) (EC 1.3.3.3)Cpox 5 13.1 49.278 443 0 12.196 2.887037501 2.966044014 3.520242804 3.758917194 3.779320244 4.1774278
sp|P18422|PSA3_RAT Proteasome subunit alpha type-3 OS=Rattus norvegicus OX=10116 GN=Psma3 PE=1 SV=3Proteasome subunit alpha type-3 (Macropain subunit C8) (Multicatalytic endopeptidase complex subunit C8) (Proteasome component C8) (Proteasome subunit K)Psma3 4 18 28.419 255 0 33.481 2.219188692 1.936033256 2.142808193 2.399096633 2.821857215 2.885094176
tr|D4A4W6|D4A4W6_RAT RCG20695, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Slirp PE=1 SV=1RCG20695, isoform CRA_b (SRA stem-loop-interacting RNA-binding protein)Slirp 2 24.3 12.576 111 0 22.96 2.87810676 2.272953585 2.792739984 4.223876922 3.273785805 4.269476091
tr|F1LQS3|F1LQS3_RAT 60S ribosomal protein L6 OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P21533|RL6_RAT 60S ribosomal protein L6 OS=Rattus norvegicus OX=10116 GN=Rpl6 PE=1 SV=5;tr|A0A0G2KBA1|A0A0G2KBA1_RAT Uncharacterized protein OS=Rattus norvegicus OX=1060S ribosomal protein L6 (Neoplasm-related protein C140)Rpl6 11 29.9 33.545 298 0 73.052 41.11151035 38.40822655 40.11053364 54.11868436 53.66355392 46.12168018
tr|A0A0G2K428|A0A0G2K428_RAT Dynactin subunit 1 OS=Rattus norvegicus OX=10116 GN=Dctn1 PE=1 SV=1;sp|P28023|DCTN1_RAT Dynactin subunit 1 OS=Rattus norvegicus OX=10116 GN=Dctn1 PE=1 SV=2;tr|D4A8U7|D4A8U7_RAT Dynactin 1, isoform CRA_a OS=Rattus norvegicus OX=Dynactin subunit 1 (150 kDa dynein-associated polypeptide) (DAP-150) (DP-150) (p150-glued)Dctn1 2 1.9 139.84 1263 0.001548 2.9782 0.737889898 0.563475312 0.70719531 0.909493478 1.128527168 0.882373293
sp|P04785|PDIA1_RAT Protein disulfide-isomerase OS=Rattus norvegicus OX=10116 GN=P4hb PE=1 SV=2Protein disulfide-isomerase (PDI) (EC 5.3.4.1) (Cellular thyroid hormone-binding protein) (Prolyl 4-hydroxylase subunit beta)P4hb 23 48.5 56.951 509 0 250.32 82.488936 72.48772281 88.61209377 93.50558113 109.7302031 114.0951776
sp|P06686|AT1A2_RAT Sodium/potassium-transporting ATPase subunit alpha-2 OS=Rattus norvegicus OX=10116 GN=Atp1a2 PE=1 SV=1Sodium/potassium-transporting ATPase subunit alpha-2 (Na(+)/K(+) ATPase alpha-2 subunit) (EC 7.2.2.13) (Na(+)/K(+) ATPase alpha(+) subunit) (Sodium pump subunit alpha-2)Atp1a2 30 29.9 112.22 1020 0 323.31 180.6417889 181.5993666 179.401299 226.3162357 208.3347655 204.6296503
tr|D4ACB8|D4ACB8_RAT Chaperonin subunit 8 (Theta) (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Cct8 PE=1 SV=1CCT-theta (T-complex protein 1 subunit theta)Cct8 13 27 59.588 548 0 39.497 10.43843023 7.972366192 10.33807761 12.84566964 13.48397438 12.18674671
sp|Q07009|CAN2_RAT Calpain-2 catalytic subunit OS=Rattus norvegicus OX=10116 GN=Capn2 PE=1 SV=3Calpain-2 catalytic subunit (EC 3.4.22.53) (Calcium-activated neutral proteinase 2) (CANP 2) (Calpain M-type) (Calpain-2 large subunit) (Millimolar-calpain) (M-calpain)Capn2 8 16.3 79.918 700 0 81.629 6.15368165 5.573055143 6.259652707 8.912176045 10.55021361 8.087956195
sp|Q99J82|ILK_RAT Integrin-linked protein kinase OS=Rattus norvegicus OX=10116 GN=Ilk PE=2 SV=1Integrin-linked protein kinase (EC 2.7.11.1)Ilk 3 7.5 51.373 452 0 7.7682 0.840041515 0.911106411 0.847426899 0.934816911 0.970999315 0.962311037
tr|M0R3X6|M0R3X6_RAT Carbonyl reductase [NADPH] 1-like OS=Rattus norvegicus OX=10116 GN=LOC102556347 PE=1 SV=1;tr|A0A0G2JSV2|A0A0G2JSV2_RAT Carbonyl reductase [NADPH] 1-like OS=Rattus norvegicus OX=10116 GN=Cbr1 PE=1 SV=1;sp|P47727|CBR1_RAT Carbonyl reductCarbonyl reductase [NADPH] 1 (EC 1.1.1.184) (15-hydroxyprostaglandin dehydrogenase [NADP(+)]) (EC 1.1.1.196) (EC 1.1.1.197) (20-beta-hydroxysteroid dehydrogenase) (NADPH-dependent carbonyl reductase 1) (Prostaglandin 9-ketoreductase) (PG-9-KR) (Prostaglandin-E(2) 9-reductase) (EC 1.1.1.189)Cbr1 4 17.3 30.611 277 0 9.6914 0.671260553 0.655084473 0.713095465 0.973279861 0.844103376 1.062111297
sp|P62944|AP2B1_RAT AP-2 complex subunit beta OS=Rattus norvegicus OX=10116 GN=Ap2b1 PE=1 SV=1AP-2 complex subunit beta (AP105B) (Adaptor protein complex AP-2 subunit beta) (Adaptor-related protein complex 2 subunit beta) (Beta-2-adaptin) (Beta-adaptin) (Clathrin assembly protein complex 2 beta large chain) (Plasma membrane adaptor HA2/AP2 adaptin beta subunit)Ap2b1 13 19.5 104.55 937 0 60.474 16.35981228 14.77148359 18.43226685 18.91552925 22.1542082 22.44413686
tr|F1LU48|F1LU48_RAT Endoplasmic reticulum-golgi intermediate compartment 1 OS=Rattus norvegicus OX=10116 GN=Ergic1 PE=1 SV=2Endoplasmic reticulum-golgi intermediate compartment 1Ergic1 3 15 35.011 313 0 69.756 1.488724353 1.472261879 1.53294257 1.828423519 1.869355693 1.655650058
tr|A0A0G2K013|A0A0G2K013_RAT Alpha-actinin-4 OS=Rattus norvegicus OX=10116 GN=Actn4 PE=1 SV=1;sp|Q9QXQ0|ACTN4_RAT Alpha-actinin-4 OS=Rattus norvegicus OX=10116 GN=Actn4 PE=1 SV=2;tr|A0A0G2K5U9|A0A0G2K5U9_RAT Alpha-actinin-4 OS=Rattus norvegicus OX=10116 GNAlpha-actinin-4 (Non-muscle alpha-actinin 4)Actn4 12 21.1 102.97 892 0 248.98 9.370755171 7.213727829 8.139012123 11.09393312 12.47441553 9.919981344
sp|Q9R0T3|DNJC3_RAT DnaJ homolog subfamily C member 3 OS=Rattus norvegicus OX=10116 GN=Dnajc3 PE=1 SV=3DnaJ homolog subfamily C member 3 (Interferon-induced, double-stranded RNA-activated protein kinase inhibitor) (Protein kinase inhibitor of 58 kDa) (Protein kinase inhibitor p58)Dnajc3 5 11.5 57.56 504 0 10.799 2.396950568 2.44812649 2.525586459 3.013966304 2.834908136 3.302867435
tr|F1LRA1|F1LRA1_RAT Protein ERGIC-53 OS=Rattus norvegicus OX=10116 GN=Lman1 PE=1 SV=3;tr|A0A0G2JXC1|A0A0G2JXC1_RAT Protein ERGIC-53 OS=Rattus norvegicus OX=10116 GN=Lman1 PE=1 SV=1;sp|Q62902|LMAN1_RAT Protein ERGIC-53 OS=Rattus norvegicus OX=10116 GN=LmanProtein ERGIC-53 (ER-Golgi intermediate compartment 53 kDa protein) (Lectin mannose-binding 1) (p58)Lman1 5 7.9 57.985 517 0 44.89 4.062433343 3.688996265 3.123971936 4.421148852 5.192055487 4.532413152
sp|P85108|TBB2A_RAT Tubulin beta-2A chain OS=Rattus norvegicus OX=10116 GN=Tubb2a PE=1 SV=1;sp|Q3KRE8|TBB2B_RAT Tubulin beta-2B chain OS=Rattus norvegicus OX=10116 GN=Tubb2b PE=1 SV=1Tubulin beta-2A chain Tubb2a 2 6.1 49.906 445 0 7.335 1.688863253 1.559724936 1.604384756 2.056453864 2.18813253 1.844216976
tr|A0A0G2JUE5|A0A0G2JUE5_RAT Myosin-binding protein C, slow-type OS=Rattus norvegicus OX=10116 GN=Mybpc1 PE=1 SV=1;tr|A0A0G2K7Q0|A0A0G2K7Q0_RAT Myosin-binding protein C, slow-type OS=Rattus norvegicus OX=10116 GN=Mybpc1 PE=1 SV=1Myosin-binding protein C, slow-typeMybpc1 35 30.3 129.63 1158 0 221.62 43.56294847 43.44722397 52.92759106 67.95519303 59.55965806 79.71930644
sp|Q7M6Z3|SMYD2_RAT N-lysine methyltransferase SMYD2 OS=Rattus norvegicus OX=10116 GN=Smyd2 PE=1 SV=1N-lysine methyltransferase SMYD2 (EC 2.1.1.-) (Histone methyltransferase SMYD2) (EC 2.1.1.354) (SET and MYND domain-containing protein 2)Smyd2 2 5.3 49.648 433 0 20.258 1.362891222 1.725569106 1.669149247 2.058006716 2.045381339 2.5528669
tr|D3ZJ32|D3ZJ32_RAT Extended synaptotagmin 2 OS=Rattus norvegicus OX=10116 GN=Esyt2 PE=1 SV=3Extended synaptotagmin 2Esyt2 6 10.3 93.95 845 0 33.726 2.074540798 2.450693126 2.549141341 2.888842267 2.732226509 3.122022007
sp|Q5RJY4|DRS7B_RAT Dehydrogenase/reductase SDR family member 7B OS=Rattus norvegicus OX=10116 GN=Dhrs7b PE=1 SV=1Dehydrogenase/reductase SDR family member 7B (EC 1.1.-.-) (Short-chain dehydrogenase/reductase family 32C member 1)Dhrs7b 2 8.6 35.342 325 0 6.9676 0.999139147 1.100247739 1.018897292 1.330734449 1.144921714 1.263378036
sp|Q6NYB7|RAB1A_RAT Ras-related protein Rab-1A OS=Rattus norvegicus OX=10116 GN=Rab1A PE=1 SV=3;tr|E9PU16|E9PU16_RAT RAB1A, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab1a PE=1 SV=2;tr|A0A0G2K235|A0A0G2K235_RAT RAB1A, member RAS oncogene Ras-related protein Rab-1ARab1A 6 36.6 22.677 205 0 138.12 7.764225319 6.742848845 7.060976069 8.672081234 8.099121195 8.245535554
tr|D4A4T0|D4A4T0_RAT STIP1 homology and U-Box containing protein 1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Stub1 PE=1 SV=1STIP1 homology and U-Box containing protein 1, isoform CRA_b (STIP1 homology and U-box-containing protein 1)Stub1 3 10.5 34.886 304 0 6.9538 1.416626183 1.276012944 1.243148915 1.484645973 1.60844513 1.765782892
sp|Q4FZT9|PSMD2_RAT 26S proteasome non-ATPase regulatory subunit 2 OS=Rattus norvegicus OX=10116 GN=Psmd2 PE=1 SV=126S proteasome non-ATPase regulatory subunit 2Psmd2 5 8 100.19 908 0 32.98 0.547785538 0.50246835 0.503205459 0.973100686 0.718286025 0.937774985
sp|Q4V885|COL12_RAT Collectin-12 OS=Rattus norvegicus OX=10116 GN=Colec12 PE=2 SV=1Collectin-12 (Collectin placenta protein 1) (CL-P1) (Nurse cell scavenger receptor 2)Colec12 2 2.8 81.545 742 0 71.094 0.976812296 0.934847794 0.919189248 1.567843006 1.679200537 1.26937235
sp|P14480|FIBB_RAT Fibrinogen beta chain OS=Rattus norvegicus OX=10116 GN=Fgb PE=1 SV=4Fibrinogen beta chain (Liver regeneration-related protein LRRG036/LRRG043/LRRG189) [Cleaved into: Fibrinopeptide B; Fibrinogen beta chain]Fgb 10 26.9 54.235 479 0 97.643 14.76733078 15.42597577 12.60209053 17.31967519 16.92359317 18.39848239
sp|Q9WTT7|BZW2_RAT Basic leucine zipper and W2 domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Bzw2 PE=1 SV=1Basic leucine zipper and W2 domain-containing protein 2 (Brain development-related molecule 2)Bzw2 3 9.1 48.049 419 0 8.4414 0.635838627 0.861402518 0.767706201 1.390519251 0.986369201 1.315498094
sp|P05197|EF2_RAT Elongation factor 2 OS=Rattus norvegicus OX=10116 GN=Eef2 PE=1 SV=4Elongation factor 2 (EF-2) Eef2 26 43.6 95.283 858 0 323.31 40.84559504 39.80753674 39.27765131 61.63627984 70.44800917 53.93562507
tr|B1PLB1|B1PLB1_RAT CD34 antigen (Predicted) OS=Rattus norvegicus OX=10116 GN=Cd34 PE=1 SV=1;tr|B1PLB2|B1PLB2_RAT CD34 antigen isoform 2 OS=Rattus norvegicus OX=10116 GN=Cd34 PE=2 SV=1CD34 antigen (Predicted) (CD34 antigen isoform 1) (CD34 molecule)Cd34 4 11.4 41.238 386 0 35.74 7.05829543 5.885493714 6.878482906 10.49130709 12.34714208 8.940063278
tr|Q5RKG9|Q5RKG9_RAT Eukaryotic translation initiation factor 4B OS=Rattus norvegicus OX=10116 GN=Eif4b PE=1 SV=1Eukaryotic translation initiation factor 4BEif4b 2 4.9 69.063 611 0 20.2 0.232605654 0.1965747 0.227425816 0.410365034 0.369389603 0.294717089
sp|P62083|RS7_RAT 40S ribosomal protein S7 OS=Rattus norvegicus OX=10116 GN=Rps7 PE=1 SV=140S ribosomal protein S7 (S8)Rps7 9 46.9 22.127 194 0 163.48 7.75569596 5.863282441 7.585129365 9.899431574 10.27193777 8.37730888
sp|Q5XIB4|UFSP2_RAT Ufm1-specific protease 2 OS=Rattus norvegicus OX=10116 GN=Ufsp2 PE=2 SV=1Ufm1-specific protease 2 (UfSP2) (EC 3.4.22.-)Ufsp2 2 3.5 52.306 461 0.0097357 2.037 1.830450613 1.435144375 1.342902697 2.250321465 2.305698679 1.856612
tr|D4AA43|D4AA43_RAT Kelch-like family member 40 OS=Rattus norvegicus OX=10116 GN=Klhl40 PE=4 SV=2Kelch-like family member 40Klhl40 3 7.9 62.711 560 0 15.122 1.007016261 0.784650231 1.03344186 1.407839524 1.160992683 1.561163401
sp|P31720|C1QA_RAT Complement C1q subcomponent subunit A OS=Rattus norvegicus OX=10116 GN=C1qa PE=1 SV=2Complement C1q subcomponent subunit AC1qa 2 9.8 25.917 245 0.0010661 3.4088 0.467704892 0.424136594 0.518710517 0.671190419 0.63793118 0.540199519
sp|P61227|RAP2B_RAT Ras-related protein Rap-2b OS=Rattus norvegicus OX=10116 GN=Rap2b PE=2 SV=1Ras-related protein Rap-2b (EC 3.6.5.2)Rap2b 2 19.7 20.504 183 0.00054526 3.8171 2.590466672 2.352025717 3.496230546 4.503868084 3.843226614 5.510502444
sp|P63245|RACK1_RAT Receptor of activated protein C kinase 1 OS=Rattus norvegicus OX=10116 GN=Rack1 PE=1 SV=3;tr|A0A0G2JZE6|A0A0G2JZE6_RAT Receptor of-activated protein C kinase 1 OS=Rattus norvegicus OX=10116 GN=Rack1 PE=1 SV=1Receptor of activated protein C kinase 1 (Guanine nucleotide-binding protein subunit beta-2-like 1) (Receptor for activated C kinase) (Receptor of activated protein kinase C 1) [Cleaved into: Receptor of activated protein C kinase 1, N-terminally processed]Rack1 14 54.6 35.076 317 0 89.524 13.10811959 10.27690914 13.0919406 16.19923273 19.04679467 14.94108355
sp|P19804|NDKB_RAT Nucleoside diphosphate kinase B OS=Rattus norvegicus OX=10116 GN=Nme2 PE=1 SV=1;sp|Q05982|NDKA_RAT Nucleoside diphosphate kinase A OS=Rattus norvegicus OX=10116 GN=Nme1 PE=1 SV=1Nucleoside diphosphate kinase B (NDK B) (NDP kinase B) (EC 2.7.4.6) (Histidine protein kinase NDKB) (EC 2.7.13.3) (P18)Nme2 8 51.3 17.283 152 0 23.922 10.59296214 10.46693892 9.694091708 11.11065614 12.72464806 12.18573073
sp|P18420|PSA1_RAT Proteasome subunit alpha type-1 OS=Rattus norvegicus OX=10116 GN=Psma1 PE=1 SV=2Proteasome subunit alpha type-1 (Macropain subunit C2) (Multicatalytic endopeptidase complex subunit C2) (Proteasome component C2) (Proteasome nu chain)Psma1 2 7.6 29.517 263 0.0039235 2.5033 1.854232472 1.634552246 2.089661061 2.641102646 3.176766767 2.378726976
tr|F2Z3T8|F2Z3T8_RAT Guanine nucleotide-binding protein subunit gamma OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P63219|GBG5_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-5 OS=Rattus norvegicus OX=10116 GN=Gng5 PE=3 SV=1Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-5Gng5 4 49.3 7.1872 67 0 6.8191 2.609431952 2.648620246 2.947013027 2.967619644 3.312507132 3.201472077
sp|P48500|TPIS_RAT Triosephosphate isomerase OS=Rattus norvegicus OX=10116 GN=Tpi1 PE=1 SV=2;tr|A0A0G2JWJ4|A0A0G2JWJ4_RAT Triosephosphate isomerase OS=Rattus norvegicus OX=10116 GN=LOC100911515 PE=1 SV=1;tr|A0A0G2JWU1|A0A0G2JWU1_RAT Triosephosphate isomeraTriosephosphate isomerase (TIM) (EC 5.3.1.1) (Methylglyoxal synthase) (EC 4.2.3.3) (Triose-phosphate isomerase)Tpi1 23 91.2 26.849 249 0 323.31 95.28799176 92.59632848 120.1207504 126.5216039 132.5045997 145.8142466
tr|Q6P9V7|Q6P9V7_RAT Proteasome (Prosome, macropain) activator subunit 1 OS=Rattus norvegicus OX=10116 GN=Psme1 PE=1 SV=1;sp|Q63797|PSME1_RAT Proteasome activator complex subunit 1 OS=Rattus norvegicus OX=10116 GN=Psme1 PE=2 SV=1Proteasome activator complex subunit 1 (11S regulator complex subunit alpha) (REG-alpha) (Activator of multicatalytic protease subunit 1) (Proteasome activator 28 subunit alpha) (PA28a) (PA28alpha)Psme1 5 22.9 28.635 249 0 11.812 4.128259925 3.517377164 3.956625579 5.290327903 6.559975377 7.434067892
tr|D3ZN27|D3ZN27_RAT DnaJ heat shock protein family (Hsp40) member C13 OS=Rattus norvegicus OX=10116 GN=Dnajc13 PE=1 SV=2DnaJ heat shock protein family (Hsp40) member C13Dnajc13 6 4.4 254.51 2243 0 43.53 2.980208205 3.129568341 3.002721466 3.179643669 3.370211618 3.450083742
sp|Q63569|PRS6A_RAT 26S proteasome regulatory subunit 6A OS=Rattus norvegicus OX=10116 GN=Psmc3 PE=1 SV=1;tr|Q6P6U2|Q6P6U2_RAT 26S proteasome regulatory subunit 6A OS=Rattus norvegicus OX=10116 GN=Psmc3 PE=1 SV=126S proteasome regulatory subunit 6A (26S proteasome AAA-ATPase subunit RPT5) (Proteasome 26S subunit ATPase 3) (Spermatogenic cell/sperm-associated Tat-binding protein homolog SATA) (Tat-binding protein 1) (TBP-1)Psmc3 5 14.8 49.16 439 0 11.293 0.729260194 0.767374797 0.947363631 1.418291412 1.22888983 1.815464585
sp|P63012|RAB3A_RAT Ras-related protein Rab-3A OS=Rattus norvegicus OX=10116 GN=Rab3a PE=1 SV=1Ras-related protein Rab-3ARab3a 2 14.5 24.97 220 0 7.7406 1.419987754 0.961748113 1.145819228 1.744211159 1.737983611 1.571018461
sp|Q5HZY2|SAR1B_RAT GTP-binding protein SAR1b OS=Rattus norvegicus OX=10116 GN=Sar1b PE=2 SV=1GTP-binding protein SAR1bSar1b 6 42.4 22.41 198 0 63.884 7.38441798 6.476313571 5.869510681 7.961352813 8.684255467 7.940130297
tr|Q5BJU0|Q5BJU0_RAT RAS-related 2 OS=Rattus norvegicus OX=10116 GN=Rras2 PE=1 SV=1;tr|A0A0G2K508|A0A0G2K508_RAT RAS-related 2 OS=Rattus norvegicus OX=10116 GN=Rras2 PE=1 SV=1RAS-related 2 (RCG40097) (Related RAS viral (R-ras) oncogene homolog 2)Rras2 4 23 23.399 204 0 14.847 4.61558736 5.39783288 4.742535358 2.951374423 3.711638814 4.178646982
tr|A0A0G2K8Q8|A0A0G2K8Q8_RAT Ubiquinol-cytochrome c reductase, complex III subunit X OS=Rattus norvegicus OX=10116 GN=Uqcr10 PE=1 SV=1Ubiquinol-cytochrome c reductase, complex III subunit XUqcr10 4 53.2 7.099 62 0 223.68 65.46533891 67.66047285 59.65102338 45.39583681 56.53421726 41.49589796
sp|Q641Y8|DDX1_RAT ATP-dependent RNA helicase DDX1 OS=Rattus norvegicus OX=10116 GN=Ddx1 PE=1 SV=1ATP-dependent RNA helicase DDX1 (EC 3.6.4.13) (DEAD box protein 1)Ddx1 11 18.6 82.496 740 0 125.45 11.65461647 8.941764854 11.62330515 15.65991529 14.35978826 12.71709117
sp|Q99068|AMRP_RAT Alpha-2-macroglobulin receptor-associated protein OS=Rattus norvegicus OX=10116 GN=Lrpap1 PE=1 SV=2Alpha-2-macroglobulin receptor-associated protein (Alpha-2-MRAP) (Gp330-binding 45 kDa protein) (Low density lipoprotein receptor-related protein-associated protein 1) (RAP)Lrpap1 5 13.9 42.031 360 0 11.658 1.904806554 1.986428166 1.995395796 2.339849356 2.239958708 2.596046286
tr|A0A0G2JVQ1|A0A0G2JVQ1_RAT Creatine kinase S-type, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ckmt2 PE=1 SV=1Creatine kinase (EC 2.7.3.2)Ckmt2 6 7.9 47.273 417 0 323.31 214.1922734 159.5805915 163.7910442 254.8887127 259.0014612 216.2118856
tr|G3V8R5|G3V8R5_RAT Hormone-sensitive lipase OS=Rattus norvegicus OX=10116 GN=Lipe PE=1 SV=1;sp|P15304|LIPS_RAT Hormone-sensitive lipase OS=Rattus norvegicus OX=10116 GN=Lipe PE=1 SV=3Hormone-sensitive lipase (HSL) (EC 3.1.1.79) (Monoacylglycerol lipase LIPE) (EC 3.1.1.23) (Retinyl ester hydrolase) (REH)Lipe 3 3.2 116.84 1068 0 9.0441 0.329785157 0.247976521 0.242400317 0.399130747 0.377775629 0.392627617
tr|A2VD14|A2VD14_RAT ATP-binding cassette subfamily F member 2 OS=Rattus norvegicus OX=10116 GN=Abcf2 PE=1 SV=1;tr|A0A096MIV5|A0A096MIV5_RAT ATP-binding cassette subfamily F member 2 OS=Rattus norvegicus OX=10116 GN=Abcf2 PE=1 SV=1;tr|F1M8H5|F1M8H5_RAT ATPATP-binding cassette subfamily F member 2 (Abcf2 protein)Abcf2 5 9.3 71.426 624 0 16.632 3.017737384 3.082480442 3.135086181 3.724814175 3.901524323 3.403348407
sp|P02680|FIBG_RAT Fibrinogen gamma chain OS=Rattus norvegicus OX=10116 GN=Fgg PE=1 SV=3Fibrinogen gamma chain Fgg 5 16.2 50.632 445 0 57.751 8.116437672 9.897836753 7.25627577 10.33243838 11.22055637 12.08616414
tr|G3V811|G3V811_RAT Coagulation factor XIII A chain OS=Rattus norvegicus OX=10116 GN=F13a1 PE=1 SV=1;sp|O08619|F13A_RAT Coagulation factor XIII A chain OS=Rattus norvegicus OX=10116 GN=F13a1 PE=2 SV=3Coagulation factor XIII A chain (Coagulation factor XIIIa) (EC 2.3.2.13) (Protein-glutamine gamma-glutamyltransferase A chain) (Transglutaminase A chain)F13a1 4 7.1 83.053 732 0 16.45 1.915292648 1.868264195 2.120305277 2.615420863 2.930039643 3.521710724
tr|A0A0G2K0W9|A0A0G2K0W9_RAT Proteasome subunit alpha type OS=Rattus norvegicus OX=10116 GN=Psma7 PE=1 SV=1;sp|P48004|PSA7_RAT Proteasome subunit alpha type-7 OS=Rattus norvegicus OX=10116 GN=Psma7 PE=1 SV=1Proteasome subunit alpha type-7 (Proteasome subunit RC6-1)Psma7 3 20.6 27.855 248 0 16.743 4.496075989 4.210023367 4.070283601 4.785471824 4.946730528 4.522558092
tr|A0A0G2K0X9|A0A0G2K0X9_RAT Protein transport protein Sec31A OS=Rattus norvegicus OX=10116 GN=Sec31a PE=1 SV=1;tr|G3V699|G3V699_RAT Protein transport protein Sec31A OS=Rattus norvegicus OX=10116 GN=Sec31a PE=1 SV=1;sp|Q9Z2Q1|SC31A_RAT Protein transport prProtein transport protein Sec31A (SEC31-like protein 1) (SEC31-related protein A) (Vesicle-associated protein 1)Sec31a 2 2.2 131.97 1216 0.0010616 3.3513 1.723131207 1.349902445 1.801331011 2.55939874 2.230790706 3.202894457
tr|G3V8G2|G3V8G2_RAT Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 5 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Psmd5 PE=1 SV=126S proteasome non-ATPase regulatory subunit 5Psmd5 2 4.6 55.852 504 0.0015682 3.1354 0.130047638 0.104496635 0.129766818 0.26452834 0.21591185 0.176944044
tr|B0BNJ1|B0BNJ1_RAT LOC683667 protein OS=Rattus norvegicus OX=10116 GN=Sri PE=1 SV=1LOC683667 protein (Sorcin)Sri 2 11.6 21.624 198 0 5.5702 0.474829415 0.507256113 0.460715196 0.59214428 0.615226892 0.73067649



sp|P62859|RS28_RAT 40S ribosomal protein S28 OS=Rattus norvegicus OX=10116 GN=Rps28 PE=1 SV=1;tr|F1M168|F1M168_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=3;tr|A0A0A0MY14|A0A0A0MY14_RAT Ribosomal protein S28-like OS=Rattus norvegicus 40S ribosomal protein S28 Rps28 2 36.2 7.8409 69 0.0010532 3.2193 0.95794736 1.088352368 1.067379185 1.426354298 1.176416498 1.281970571
tr|A0A0G2KAY8|A0A0G2KAY8_RAT Selenoprotein F OS=Rattus norvegicus OX=10116 GN=Selenof PE=1 SV=1;sp|Q923V8|SEP15_RAT Selenoprotein F OS=Rattus norvegicus OX=10116 GN=Selenof PE=1 SV=3Selenoprotein F (15 kDa selenoprotein)Selenof 2 18 17.672 161 0 10.388 1.287331136 1.328283473 1.290853269 1.508595729 1.598899622 1.776958733
tr|G3V6P8|G3V6P8_RAT Guanine nucleotide-binding protein subunit gamma OS=Rattus norvegicus OX=10116 GN=Gng12 PE=1 SV=1Guanine nucleotide-binding protein subunit gammaGng12 4 45.8 7.9851 72 0 40.368 2.693722088 2.645313235 3.042238783 4.719654789 3.750683719 5.336565718
sp|P63036|DNJA1_RAT DnaJ homolog subfamily A member 1 OS=Rattus norvegicus OX=10116 GN=Dnaja1 PE=1 SV=1DnaJ homolog subfamily A member 1 (DnaJ-like protein 1) (Heat shock protein J2) (HSJ-2)Dnaja1 2 5 44.868 397 0 6.0916 0.9859939 1.050839996 0.97425736 1.323149364 1.43560132 1.164014648
tr|B5DFL0|B5DFL0_RAT Snta1 protein OS=Rattus norvegicus OX=10116 GN=Snta1 PE=1 SV=1Snta1 protein (Syntrophin, alpha 1)Snta1 4 8.6 53.362 499 0 14.578 3.913871978 4.029914624 4.150827576 5.500321275 6.286013893 4.974366868
sp|Q5U2Z3|NP1L4_RAT Nucleosome assembly protein 1-like 4 OS=Rattus norvegicus OX=10116 GN=Nap1l4 PE=1 SV=1;tr|A0A0H2UHZ2|A0A0H2UHZ2_RAT Nucleosome assembly protein 1-like 4 OS=Rattus norvegicus OX=10116 GN=Nap1l4 PE=1 SV=1Nucleosome assembly protein 1-like 4Nap1l4 5 15.8 43.916 386 0 20.489 1.355766698 1.264808591 1.410045545 2.139411996 2.250852452 3.007926829
tr|M0R6L8|M0R6L8_RAT DnaJ heat shock protein family (Hsp40) member C19 OS=Rattus norvegicus OX=10116 GN=Dnajc19 PE=1 SV=1DnaJ heat shock protein family (Hsp40) member C19 (Similar to homolog of yeast TIM14 isoform c (Predicted), isoform CRA_a)Dnajc19 4 21.3 19.364 178 0 41.425 12.95609631 13.24236086 18.61658952 22.12097416 22.67516645 20.12870578
sp|B0BNE5|ESTD_RAT S-formylglutathione hydrolase OS=Rattus norvegicus OX=10116 GN=Esd PE=2 SV=1S-formylglutathione hydrolase (FGH) (EC 3.1.2.12) (Esterase D)Esd 2 9.6 31.363 282 0 8.3888 0.479174371 0.422591677 0.512490199 0.543133881 0.573863022 0.655402121
tr|G3V7V5|G3V7V5_RAT Peptidylprolyl isomerase OS=Rattus norvegicus OX=10116 GN=Fkbp11 PE=1 SV=1Peptidylprolyl isomerase (EC 5.2.1.8)Fkbp11 3 23.4 22.185 201 0 16.928 3.659546562 2.45395078 3.128591437 7.52655425 5.615131834 4.806526054
sp|Q63610|TPM3_RAT Tropomyosin alpha-3 chain OS=Rattus norvegicus OX=10116 GN=Tpm3 PE=1 SV=2Tropomyosin alpha-3 chain (Gamma-tropomyosin) (Tropomyosin-3) (Tropomyosin-5)Tpm3 6 21 29.006 248 0 19.687 2.585198538 2.745214604 2.476692928 3.265110255 3.937441321 3.216915058
sp|P0C595|DUPD1_RAT Dual specificity phosphatase DUPD1 OS=Rattus norvegicus OX=10116 GN=Dupd1 PE=2 SV=1Dual specificity phosphatase 29 (Dual specificity phosphatase DUPD1) (EC 3.1.3.16) (EC 3.1.3.48)Dusp29 2 11.6 24.073 215 0 4.8451 0.740950433 0.632132825 0.668867172 0.839256787 0.905421133 0.754958545
tr|R9PXU3|R9PXU3_RAT Protein kinase C and casein kinase substrate in neurons 2 protein OS=Rattus norvegicus OX=10116 GN=Pacsin2 PE=1 SV=2;sp|Q9QY17|PACN2_RAT Protein kinase C and casein kinase substrate in neurons 2 protein OS=Rattus norvegicus OX=10116 GNProtein kinase C and casein kinase substrate in neurons 2 protein (Synaptic dynamin-associated protein II) (Syndapin-2) (Syndapin-II) (SdpII)Pacsin2 7 15.3 55.342 484 0 12.416 4.63119107 4.692106704 4.428043381 4.896799368 5.52345181 5.327015453
tr|G3V667|G3V667_RAT Integrin subunit alpha 6 OS=Rattus norvegicus OX=10116 GN=Itga6 PE=1 SV=1Integrin subunit alpha 6 (Integrin, alpha 6, isoform CRA_a)Itga6 2 1.7 119.48 1073 0.0071702 2.2607 1.023422734 1.09195553 1.195536038 1.352534102 1.385231236 1.19835496
tr|Q5XI77|Q5XI77_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa11 PE=1 SV=1Annexin Anxa11 12 30.8 54.16 503 0 218.08 19.23972525 23.13081952 23.08927283 25.44467471 29.21357006 32.81938133
tr|Q5XFV4|Q5XFV4_RAT Fabp4 protein OS=Rattus norvegicus OX=10116 GN=Fabp4 PE=1 SV=1;sp|P70623|FABP4_RAT Fatty acid-binding protein, adipocyte OS=Rattus norvegicus OX=10116 GN=Fabp4 PE=1 SV=3;tr|A0A0G2K586|A0A0G2K586_RAT Fatty acid-binding protein, adipocytFatty acid-binding protein, adipocyte (Adipocyte lipid-binding protein) (ALBP) (Adipocyte-type fatty acid-binding protein) (A-FABP) (AFABP) (Fatty acid-binding protein 4)Fabp4 7 59.8 14.736 132 0 119.68 30.74482708 27.62588755 30.9566034 46.94032731 41.72573618 35.93744099
tr|F1M949|F1M949_RAT Cytoskeleton-associated protein 5 OS=Rattus norvegicus OX=10116 GN=Ckap5 PE=1 SV=3Cytoskeleton-associated protein 5Ckap5 2 1.6 187.92 1698 0 5.3005 0.070838835 0.067176761 0.072109955 0.102105992 0.087678461 0.083892975
tr|D3ZWP4|D3ZWP4_RAT Smoothelin-like 1 OS=Rattus norvegicus OX=10116 GN=Smtnl1 PE=1 SV=2Smoothelin-like 1 Smtnl1 4 10 50.601 470 0 16.451 1.716508411 0.822804262 1.255177913 2.183728004 2.380013428 1.899892985
sp|M0RC99|RAB5A_RAT Ras-related protein Rab-5A OS=Rattus norvegicus OX=10116 GN=Rab5a PE=2 SV=1Ras-related protein Rab-5A (EC 3.6.5.2) (Small GTP-binding protein rab5)Rab5a 4 32.1 23.624 215 0 46.941 3.750610013 3.747140442 4.103306174 4.929648161 4.38376125 5.38492663
sp|D4A7N1|MIC25_RAT MICOS complex subunit Mic25 OS=Rattus norvegicus OX=10116 GN=Chchd6 PE=1 SV=1MICOS complex subunit Mic25 (Coiled-coil-helix-coiled-coil-helix domain-containing protein 6)Chchd6 2 11.1 29.211 261 0 7.25 3.413148433 3.846795019 3.387557926 4.0723544 4.858501987 5.180611935
tr|A0A0G2JSR0|A0A0G2JSR0_RAT Voltage-dependent anion-selective channel protein 3 OS=Rattus norvegicus OX=10116 GN=Vdac3 PE=1 SV=1;sp|Q9R1Z0|VDAC3_RAT Voltage-dependent anion-selective channel protein 3 OS=Rattus norvegicus OX=10116 GN=Vdac3 PE=1 SV=2Voltage-dependent anion-selective channel protein 3 (VDAC-3) (rVDAC3) (Outer mitochondrial membrane protein porin 3)Vdac3 20 68.2 30.783 283 0 323.31 319.1635963 380.0200705 306.917825 231.7273277 292.2435594 243.0948634
sp|P20411|FCERG_RAT High affinity immunoglobulin epsilon receptor subunit gamma OS=Rattus norvegicus OX=10116 GN=Fcer1g PE=1 SV=1High affinity immunoglobulin epsilon receptor subunit gamma (Fc receptor gamma-chain) (FcRgamma) (Fc-epsilon RI-gamma) (IgE Fc receptor subunit gamma) (FceRI gamma)Fcer1g 2 15.1 9.7644 86 0.00056085 4.1946 1.163153703 1.600939187 1.589657237 2.065651526 2.044680257 2.80533931
sp|Q63750|RM23_RAT 39S ribosomal protein L23, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl23 PE=2 SV=139S ribosomal protein L23, mitochondrial (L23mt) (MRP-L23) (L23 mitochondrial-related protein)Mrpl23 3 27.4 17.05 146 0 8.234 1.227475105 1.016535919 1.365451351 1.692250342 1.385878389 1.736725705
sp|P97570|PLPL9_RAT 85/88 kDa calcium-independent phospholipase A2 OS=Rattus norvegicus OX=10116 GN=Pla2g6 PE=1 SV=285/88 kDa calcium-independent phospholipase A2 (CaI-PLA2) (EC 3.1.1.4) (2-lysophosphatidylcholine acylhydrolase) (EC 3.1.1.5) (Group VI phospholipase A2) (GVI PLA2) (Intracellular membrane-associated calcium-independent phospholipase A2 beta) (iPLA2-beta) (Palmitoyl-CoA hydrolase) (EC 3.1.2.2) (Patatin-like phospholipase domain-containing protein 9) (PNPLA9)Pla2g6 2 3.7 89.555 807 0 9.0535 0.805522698 0.912537804 0.779826674 0.919109216 1.048603759 0.974259027
sp|O35796|C1QBP_RAT Complement component 1 Q subcomponent-binding protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=C1qbp PE=1 SV=2Complement component 1 Q subcomponent-binding protein, mitochondrial (GC1q-R protein) (Glycoprotein gC1qBP) (C1qBP)C1qbp 5 31.9 30.997 279 0 323.31 52.65123134 49.2986604 38.49873939 28.10662141 34.13840524 33.77034381
tr|B5DFK6|B5DFK6_RAT Adaptor-related protein complex 3 subunit delta 1 OS=Rattus norvegicus OX=10116 GN=Ap3d1 PE=1 SV=1AP-3 complex subunit deltaAp3d1 2 2.6 135.67 1204 0.00055835 4.1459 0.394272128 0.409802919 0.453474928 0.65978293 0.580873847 0.8227959
tr|Q3KR94|Q3KR94_RAT Vitronectin OS=Rattus norvegicus OX=10116 GN=Vtn PE=1 SV=1;tr|Q7TQ11|Q7TQ11_RAT Aa1018 OS=Rattus norvegicus OX=10116 GN=Vtn PE=1 SV=1Vitronectin (Vitronectin, isoform CRA_b)Vtn 3 9.8 54.724 478 0 28.71 1.370868681 0.959477628 1.282986395 1.429758627 1.793746638 1.745767976
tr|G3V6T1|G3V6T1_RAT Coatomer subunit alpha OS=Rattus norvegicus OX=10116 GN=Copa PE=1 SV=1Coatomer subunit alpha Copa 6 7 138.36 1224 0 9.8728 3.341853026 3.533764148 3.062820718 4.009762519 3.635544394 4.334194371
sp|Q5FVQ4|MLEC_RAT Malectin OS=Rattus norvegicus OX=10116 GN=Mlec PE=2 SV=1;tr|A0A0G2K121|A0A0G2K121_RAT Unc-119 lipid-binding chaperone B OS=Rattus norvegicus OX=10116 GN=Mlec PE=1 SV=1Malectin Mlec 7 35.1 32.418 291 0 167.78 8.523338269 7.036037646 7.073325231 10.33721639 10.75676331 8.517718084
tr|F7F588|F7F588_RAT Nicotinamide-nucleotide adenylyltransferase OS=Rattus norvegicus OX=10116 GN=Nmnat3 PE=1 SV=1Nicotinamide-nucleotide adenylyltransferase (EC 2.7.7.1) (EC 2.7.7.18) (Nicotinate-nucleotide adenylyltransferase)Nmnat3 6 28.2 27.577 245 0 23.161 2.46518544 1.6952137 2.179352563 4.66261734 3.076565894 3.47903933
tr|M0RBJ7|M0RBJ7_RAT Complement C3 OS=Rattus norvegicus OX=10116 GN=C3 PE=1 SV=1;tr|M0RBF1|M0RBF1_RAT Complement C3 OS=Rattus norvegicus OX=10116 GN=C3 PE=1 SV=1;sp|P01026|CO3_RAT Complement C3 OS=Rattus norvegicus OX=10116 GN=C3 PE=1 SV=3Complement C3 [Cleaved into: Complement C3 beta chain; C3-beta-c (C3bc) (Neutrophil chemotactic factor-2) (ENCF-2); Complement C3 alpha chain; C3a anaphylatoxin (Neutrophil chemotactic factor-1) (ENCF-1); Acylation stimulating protein (ASP) (C3adesArg); Complement C3b alpha' chain; Complement C3c alpha' chain fragment 1; Complement C3dg fragment; Complement C3g fragment; Complement C3d fragment; Complement C3f fragment; Complement C3c alpha' chain fragment 2]C3 5 5.8 186.23 1662 0 47.221 3.723466582 2.224286219 2.339662974 4.741753067 4.501543117 4.048905627
tr|A0A0G2K3Z9|A0A0G2K3Z9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;sp|Q63716|PRDX1_RAT Peroxiredoxin-1 OS=Rattus norvegicus OX=10116 GN=Prdx1 PE=1 SV=1Peroxiredoxin-1 (EC 1.11.1.24) (HBP23) (Heme-binding 23 kDa protein) (Thioredoxin peroxidase 2) (Thioredoxin-dependent peroxide reductase 2) (Thioredoxin-dependent peroxiredoxin 1)Prdx1 7 29.6 22.164 199 0 63.575 11.02946463 10.28628724 12.43194653 16.18012071 19.00472972 13.88750653
tr|D4A871|D4A871_RAT Leiomodin 3 OS=Rattus norvegicus OX=10116 GN=Lmod3 PE=4 SV=3Leiomodin 3 Lmod3 2 4.3 66.09 578 0 8.2828 0.413538445 0.465607508 0.566186182 1.01538604 0.653462855 0.977611779
sp|P13221|AATC_RAT Aspartate aminotransferase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Got1 PE=1 SV=3Aspartate aminotransferase, cytoplasmic (cAspAT) (EC 2.6.1.1) (EC 2.6.1.3) (Cysteine aminotransferase, cytoplasmic) (Cysteine transaminase, cytoplasmic) (cCAT) (Glutamate oxaloacetate transaminase 1) (Transaminase A)Got1 12 25.9 46.428 413 0 82.534 10.89098798 9.752723104 15.52564015 19.62267417 15.89515902 18.27656412
sp|P29314|RS9_RAT 40S ribosomal protein S9 OS=Rattus norvegicus OX=10116 GN=Rps9 PE=1 SV=4;tr|A0A0G2K4C4|A0A0G2K4C4_RAT Ribosomal protein S9-like 1 OS=Rattus norvegicus OX=10116 GN=Rps9 PE=1 SV=1;tr|D3ZV50|D3ZV50_RAT Uncharacterized protein OS=Rattus norve40S ribosomal protein S9 Rps9 9 29.9 22.591 194 0 26.518 13.4482905 10.02320705 12.22475504 16.05828155 18.43901004 14.08968765
tr|A0A0G2JTW5|A0A0G2JTW5_RAT 26S proteasome non-ATPase regulatory subunit 1 OS=Rattus norvegicus OX=10116 GN=Psmd1 PE=1 SV=1;tr|G3V8B6|G3V8B6_RAT 26S proteasome non-ATPase regulatory subunit 1 OS=Rattus norvegicus OX=10116 GN=Psmd1 PE=1 SV=1;sp|O88761|PSMD26S proteasome non-ATPase regulatory subunit 1 (26S proteasome regulatory subunit RPN2) (26S proteasome regulatory subunit S1) (26S proteasome subunit p112)Psmd1 3 5.3 105.62 952 0.00055897 4.1633 0.589679743 0.515350888 0.537097046 0.997169892 0.712623435 0.836684423
tr|A0A0G2JVM2|A0A0G2JVM2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|A0A0G2K0A8|A0A0G2K0A8_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1Uncharacterized protein Mia3 10 8.6 153.47 1377 0 54.617 1.802404073 1.785539543 1.708849514 1.952591954 2.209111077 2.314923083
sp|P60192|SNAPN_RAT SNARE-associated protein Snapin OS=Rattus norvegicus OX=10116 GN=Snapin PE=1 SV=1SNARE-associated protein Snapin (Biogenesis of lysosome-related organelles complex 1 subunit 7) (BLOC-1 subunit 7) (Synaptosomal-associated protein 25-binding protein) (SNAP-associated protein)Snapin 2 25.7 14.904 136 0 101.3 0.808432714 0.759428097 0.639503611 0.518091156 0.585943213 0.597369026
tr|D3ZEA3|D3ZEA3_RAT Growth factor receptor-bound protein 10 OS=Rattus norvegicus OX=10116 GN=Grb10 PE=4 SV=2;sp|P0CE43|GRB10_RAT Growth factor receptor-bound protein 10 OS=Rattus norvegicus OX=10116 GN=Grb10 PE=3 SV=1;tr|A0A0G2JYJ1|A0A0G2JYJ1_RAT Growth fGrowth factor receptor-bound protein 10 (GRB10 adapter protein)Grb10 3 6.7 50.162 434 0 5.4987 3.109954807 2.552667548 2.623968112 3.99082967 4.067465167 3.150164807
sp|Q5FVI3|LRC57_RAT Leucine-rich repeat-containing protein 57 OS=Rattus norvegicus OX=10116 GN=Lrrc57 PE=2 SV=1;tr|F8WFF9|F8WFF9_RAT Leucine-rich repeat-containing protein 57 OS=Rattus norvegicus OX=10116 GN=Lrrc57 PE=4 SV=3;tr|A0A0G2KBC0|A0A0G2KBC0_RAT LeLeucine-rich repeat-containing protein 57Lrrc57 2 16.7 26.724 239 0 128.43 1.008370924 1.022952509 1.057316905 0.869537401 0.921114596 0.978546486
tr|A0A0G2JUP3|A0A0G2JUP3_RAT Obscurin, cytoskeletal calmodulin and titin-interacting RhoGEF OS=Rattus norvegicus OX=10116 GN=Obscn PE=1 SV=1Non-specific serine/threonine protein kinase (EC 2.7.11.1)Obscn 2 0.4 815.45 7496 0 57.366 0.779081685 0.775173421 0.848981978 0.989286182 0.863841545 0.912669982
tr|D3ZLS5|D3ZLS5_RAT HECT domain E3 ubiquitin protein ligase 1 OS=Rattus norvegicus OX=10116 GN=Hectd1 PE=1 SV=3HECT-type E3 ubiquitin transferase (EC 2.3.2.26)Hectd1 2 0.9 289.03 2610 0.0010582 3.312 0.313980756 0.229857059 0.419359226 1.384248118 0.689271994 1.077960672
sp|Q9NQR8|NDUF4_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 4 OS=Rattus norvegicus OX=10116 GN=Ndufaf4 PE=1 SV=1NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 4 (Hormone-regulated proliferation-associated protein of 20 kDa homolog) (Protein HRPAP20)Ndufaf4 10 63.2 20.158 174 0 128.3 19.75048334 17.46941287 17.75900886 23.97543781 20.51745012 21.09998797
sp|Q66H98|CAVN2_RAT Caveolae-associated protein 2 OS=Rattus norvegicus OX=10116 GN=Cavin2 PE=1 SV=3Caveolae-associated protein 2 (Cavin-2) (Phosphatidylserine-binding protein) (Serum deprivation-response protein)Cavin2 2 4.8 46.386 417 0 11.579 0.293264449 0.313963745 0.276625789 0.444647228 0.599101993 0.434821497
sp|P16617|PGK1_RAT Phosphoglycerate kinase 1 OS=Rattus norvegicus OX=10116 GN=Pgk1 PE=1 SV=2Phosphoglycerate kinase 1 (EC 2.7.2.3)Pgk1 14 44.6 44.538 417 0 323.31 32.97400014 31.58689787 41.07422561 46.70919126 44.81643158 46.82982211
sp|P05964|S10A6_RAT Protein S100-A6 OS=Rattus norvegicus OX=10116 GN=S100a6 PE=1 SV=3Protein S100-A6 (Calcyclin) (Prolactin receptor-associated protein) (S100 calcium-binding protein A6)S100a6 2 16.9 10.035 89 0.001569 3.1457 10.00744673 10.43288164 11.50027091 12.63543737 13.00562037 15.57912248
sp|P50398|GDIA_RAT Rab GDP dissociation inhibitor alpha OS=Rattus norvegicus OX=10116 GN=Gdi1 PE=1 SV=1Rab GDP dissociation inhibitor alpha (Rab GDI alpha) (Guanosine diphosphate dissociation inhibitor 1) (GDI-1)Gdi1 3 9.6 50.536 447 0 13.203 0.315420713 0.253613249 0.282283535 0.35869687 0.423232742 0.506925992
sp|Q9Z1N1|F16P2_RAT Fructose-1,6-bisphosphatase isozyme 2 OS=Rattus norvegicus OX=10116 GN=Fbp2 PE=1 SV=1Fructose-1,6-bisphosphatase isozyme 2 (FBPase 2) (EC 3.1.3.11) (D-fructose-1,6-bisphosphate 1-phosphohydrolase 2) (Muscle FBPase)Fbp2 2 10.9 36.887 339 0 5.9589 0.425128339 0.249644835 0.460486508 0.64096953 0.605627454 0.625461026
tr|F1LMW7|F1LMW7_RAT Myristoylated alanine-rich C-kinase substrate OS=Rattus norvegicus OX=10116 GN=Marcks PE=1 SV=3;sp|P30009|MARCS_RAT Myristoylated alanine-rich C-kinase substrate OS=Rattus norvegicus OX=10116 GN=Marcks PE=1 SV=2Myristoylated alanine-rich C-kinase substrate (MARCKS) (Protein kinase C substrate 80 kDa protein)Marcks 2 11 29.959 309 0 25.876 1.496751985 1.179961529 1.212733388 2.179129173 2.155019862 1.562077788
sp|P07483|FABPH_RAT Fatty acid-binding protein, heart OS=Rattus norvegicus OX=10116 GN=Fabp3 PE=1 SV=2Fatty acid-binding protein, heart (Fatty acid-binding protein 3) (Heart-type fatty acid-binding protein) (H-FABP)Fabp3 7 57.9 14.775 133 0 24.338 12.56224062 11.72508413 13.35996314 17.82733834 15.73337074 21.25746573
sp|Q498T4|RM02_RAT 39S ribosomal protein L2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl2 PE=2 SV=139S ribosomal protein L2, mitochondrial (L2mt) (MRP-L2)Mrpl2 2 6.6 32.999 304 0.0024752 2.5701 1.570656372 1.583762469 1.777684654 1.778075278 1.953485598 1.867279849
sp|Q641X3|HEXA_RAT Beta-hexosaminidase subunit alpha OS=Rattus norvegicus OX=10116 GN=Hexa PE=2 SV=1Beta-hexosaminidase subunit alpha (EC 3.2.1.52) (Beta-N-acetylhexosaminidase subunit alpha) (Hexosaminidase subunit A) (N-acetyl-beta-glucosaminidase subunit alpha)Hexa 2 5.7 60.537 528 0.00055036 3.9102 1.084232046 1.057947604 1.035088414 1.549985208 1.596850303 2.119447463
tr|D3ZQ55|D3ZQ55_RAT Junctophilin 1 OS=Rattus norvegicus OX=10116 GN=Jph1 PE=1 SV=1Junctophilin Jph1 17 30.3 72.025 660 0 149.86 43.73052528 48.39935065 52.44277213 36.3218058 42.35886764 40.99806503
tr|Q6IN22|Q6IN22_RAT Cathepsin B OS=Rattus norvegicus OX=10116 GN=Ctsb PE=1 SV=1;sp|P00787|CATB_RAT Cathepsin B OS=Rattus norvegicus OX=10116 GN=Ctsb PE=1 SV=2Cathepsin B (EC 3.4.22.1) (Cathepsin B1) (RSG-2) [Cleaved into: Cathepsin B light chain; Cathepsin B heavy chain]Ctsb 4 18.9 37.544 339 0 74.223 8.743596422 9.026167691 8.590442579 6.218575056 7.883403491 6.209297308
tr|D3ZHD3|D3ZHD3_RAT PET100 homolog OS=Rattus norvegicus OX=10116 GN=Pet100 PE=1 SV=1PET100 cytochrome c oxidase chaperone (RCG58941, isoform CRA_a)Pet100 2 11.8 9.4378 76 0.0097177 2.0257 1.486416409 1.376605331 1.333343531 0.992989136 1.151986469 0.706445235
tr|D4ACA5|D4ACA5_RAT Mitochondrial import inner membrane translocase subunit TIM17 OS=Rattus norvegicus OX=10116 GN=LOC100911130 PE=1 SV=1Mitochondrial import inner membrane translocase subunit TIM17LOC100911130 2 21.5 18.377 172 0.00054496 3.8157 1.982975621 2.128580312 2.475412274 2.587708427 2.557117663 2.871581568
tr|F1LMZ4|F1LMZ4_RAT Ribosome-releasing factor 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gfm2 PE=1 SV=2;sp|Q5BJP6|RRF2M_RAT Ribosome-releasing factor 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gfm2 PE=2 SV=2Ribosome-releasing factor 2, mitochondrial (RRF2mt) (Elongation factor G 2, mitochondrial) (EF-G2mt) (mEF-G 2)Gfm2 2 4 85.913 779 0 6.3822 0.611454694 0.600592817 0.664613572 0.904118221 0.998341534 1.302493479
tr|A2IBE0|A2IBE0_RAT Carbonic anhydrase 14 OS=Rattus norvegicus OX=10116 GN=Car14 PE=1 SV=1Carbonic anhydrase 14 (Membrane-bound carbonic anhydrase 14) (RCG52058, isoform CRA_b)Ca14 2 9.2 37.525 337 0 142.67 1.113583076 1.265400892 1.298857355 1.480823568 1.385716601 1.693343122
tr|A0A0G2K059|A0A0G2K059_RAT Mitochondrial calcium uniporter OS=Rattus norvegicus OX=10116 GN=Mcu PE=1 SV=1;tr|M0RDI5|M0RDI5_RAT Mitochondrial calcium uniporter OS=Rattus norvegicus OX=10116 GN=Mcu PE=1 SV=1Calcium uniporter protein Mcu 14 46.5 36.057 310 0 193.71 24.01867492 22.95954592 21.30093131 19.21475189 21.22716136 20.07993848
sp|Q6DGG0|PPID_RAT Peptidyl-prolyl cis-trans isomerase D OS=Rattus norvegicus OX=10116 GN=Ppid PE=1 SV=3;tr|M0RB67|M0RB67_RAT Peptidylprolyl isomerase D-like 1 OS=Rattus norvegicus OX=10116 GN=Ppidl1 PE=4 SV=2Peptidyl-prolyl cis-trans isomerase D (PPIase D) (EC 5.2.1.8) (40 kDa peptidyl-prolyl cis-trans isomerase) (Cyclophilin-40) (CYP-40) (Rotamase D)Ppid 2 6.5 40.765 370 0 6.1711 3.097511977 2.892302588 3.20067395 2.567401901 2.915910134 2.587207212
sp|P62278|RS13_RAT 40S ribosomal protein S13 OS=Rattus norvegicus OX=10116 GN=Rps13 PE=1 SV=2;tr|M0RCY2|M0RCY2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=140S ribosomal protein S13 Rps13 8 46.4 17.222 151 0 125.38 14.90279707 11.00988115 14.51392367 19.09350998 19.7861671 15.45720421
tr|Q6IMZ5|Q6IMZ5_RAT Tropomodulin-1 OS=Rattus norvegicus OX=10116 GN=Tmod1 PE=1 SV=1;sp|P70567|TMOD1_RAT Tropomodulin-1 OS=Rattus norvegicus OX=10116 GN=Tmod1 PE=2 SV=1Tropomodulin-1 (Erythrocyte tropomodulin) (E-Tmod)Tmod1 3 11.1 40.454 359 0 31.314 2.197463913 2.161502354 2.448061168 3.675600711 3.474241481 2.705874324
tr|D3ZVQ0|D3ZVQ0_RAT Ubiquitin carboxyl-terminal hydrolase OS=Rattus norvegicus OX=10116 GN=Usp5 PE=1 SV=1Ubiquitin carboxyl-terminal hydrolase (EC 3.4.19.12)Usp5 2 3.3 95.778 858 0 19.818 0.331696737 0.316249038 0.301136588 0.441386239 0.447500984 0.357870751
sp|Q9ESN0|NIBAN_RAT Protein Niban OS=Rattus norvegicus OX=10116 GN=Fam129a PE=1 SV=2Protein Niban 1 (Protein FAM129A) (Protein Niban)Niban1 4 5.9 103.46 937 0 11.221 3.455795228 2.528580656 2.801292922 4.260667569 4.505479965 3.386076652
sp|Q5XI74|EEPD1_RAT Endonuclease/exonuclease/phosphatase family domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Eepd1 PE=1 SV=1Endonuclease/exonuclease/phosphatase family domain-containing protein 1Eepd1 4 9.3 62.868 569 0 32.631 1.041735769 1.314117617 1.224442223 0.815187581 1.046554441 0.918146145
sp|Q6AYH5|DCTN2_RAT Dynactin subunit 2 OS=Rattus norvegicus OX=10116 GN=Dctn2 PE=1 SV=1;tr|A0A0G2JUC7|A0A0G2JUC7_RAT Dynactin subunit 2 OS=Rattus norvegicus OX=10116 GN=Dctn2 PE=1 SV=1Dynactin subunit 2 Dctn2 4 14.4 44.147 402 0 54.253 2.839373436 2.446053438 2.521790236 2.953464801 3.08443959 2.998173368
sp|O08730|GLYG_RAT Glycogenin-1 OS=Rattus norvegicus OX=10116 GN=Gyg1 PE=2 SV=4;tr|A0A0G2JXP1|A0A0G2JXP1_RAT Glycogenin-1 OS=Rattus norvegicus OX=10116 GN=Gyg1 PE=1 SV=1;tr|F8WFR6|F8WFR6_RAT Glycogenin-1 OS=Rattus norvegicus OX=10116 GN=Gyg1 PE=1 SV=1Glycogenin-1 (GN-1) (GN1) (EC 2.4.1.186)Gyg1 6 24.6 37.378 333 0 308.33 8.1987209 6.449660044 9.501993642 11.66550211 9.592966295 13.07573407
sp|Q62991|SCFD1_RAT Sec1 family domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Scfd1 PE=1 SV=1Sec1 family domain-containing protein 1 (SLY1 homolog) (Sly1p) (Syntaxin-binding protein 1-like 2) (Vesicle transport-related protein Ra410)Scfd1 5 11 72.262 637 0 33.394 1.648725093 1.414759362 1.554073357 1.876263306 1.930134156 2.384010101



tr|A0A140TAI6|A0A140TAI6_RAT 60S ribosomal protein L36 OS=Rattus norvegicus OX=10116 GN=Rpl36 PE=3 SV=1;tr|D3ZZ95|D3ZZ95_RAT 60S ribosomal protein L36 OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|M0RCN1|M0RCN1_RAT Ribosomal protein L36-like OS=Rattus norvegi60S ribosomal protein L36 Rpl36 3 30.5 12.254 105 0 19.999 13.47638721 12.6974443 14.74764298 20.09689128 18.85480591 15.45618822
tr|A0A0G2K2B9|A0A0G2K2B9_RAT Ankyrin-3 OS=Rattus norvegicus OX=10116 GN=Ank3 PE=1 SV=1;tr|A0A0G2K1Q7|A0A0G2K1Q7_RAT Ankyrin-3 OS=Rattus norvegicus OX=10116 GN=Ank3 PE=1 SV=1;tr|A0A0G2K4D0|A0A0G2K4D0_RAT Ankyrin-3 OS=Rattus norvegicus OX=10116 GN=Ank3 PE=1 Ankyrin-3 (ANK-3) (Ankyrin-G)Ank3 5 3.4 202.06 1848 0 9.9361 0.958549433 0.911994862 0.948141171 1.040410848 1.248358353 1.157613939
tr|G3V743|G3V743_RAT Mannosyl-oligosaccharide glucosidase OS=Rattus norvegicus OX=10116 GN=Mogs PE=4 SV=2;tr|A0A0G2K8S6|A0A0G2K8S6_RAT Glucosidase 1 OS=Rattus norvegicus OX=10116 GN=LOC103692171 PE=1 SV=1;sp|O88941|MOGS_RAT Mannosyl-oligosaccharide glucosiMannosyl-oligosaccharide glucosidase (EC 3.2.1.106) (Glycoprotein-processing glucosidase I)Mogs 5 8.1 81.025 730 0 14.348 2.403473019 2.581690278 2.510218614 2.606999627 2.902859213 2.861116917
tr|M0R6E0|M0R6E0_RAT Phospholipid-transporting ATPase OS=Rattus norvegicus OX=10116 GN=Atp9a PE=1 SV=2Phospholipid-transporting ATPase (EC 7.6.2.1)Atp9a 5 6.6 90.85 808 0 10.424 1.632770175 1.746299628 1.759755501 2.012675382 2.098717542 2.474026421
sp|Q9JLA3|UGGG1_RAT UDP-glucose:glycoprotein glucosyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Uggt1 PE=1 SV=2UDP-glucose:glycoprotein glucosyltransferase 1 (UGT1) (rUGT1) (EC 2.4.1.-) (UDP--Glc:glycoprotein glucosyltransferase) (UDP-glucose ceramide glucosyltransferase-like 1)Uggt1 9 6.4 176.43 1551 0 16.417 2.816795721 2.609528406 3.045165991 3.121710344 3.200981079 3.344624442
tr|Q6P7Q2|Q6P7Q2_RAT Glypican-1 OS=Rattus norvegicus OX=10116 GN=Gpc1 PE=2 SV=1;sp|P35053|GPC1_RAT Glypican-1 OS=Rattus norvegicus OX=10116 GN=Gpc1 PE=1 SV=1Glypican-1 (HSPG M12) [Cleaved into: Secreted glypican-1]Gpc1 5 12.4 61.628 558 0 21.065 4.230511888 3.695412855 3.898996159 4.222264345 4.502729564 4.581383656
tr|D3Z841|D3Z841_RAT Butyrophilin-like 10 OS=Rattus norvegicus OX=10116 GN=Btnl10 PE=1 SV=3Butyrophilin-like 10 Btnl10 2 5.1 50.132 453 0.0015228 2.8359 0.641708832 0.689487267 0.636164763 0.854367232 1.050868795 0.816324072
tr|G3V7L8|G3V7L8_RAT ATPase, H+ transporting, V1 subunit E isoform 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Atp6v1e1 PE=1 SV=1;sp|Q6PCU2|VATE1_RAT V-type proton ATPase subunit E 1 OS=Rattus norvegicus OX=10116 GN=Atp6v1e1 PE=1 SV=1V-type proton ATPase subunit E 1 (V-ATPase subunit E 1) (Vacuolar proton pump subunit E 1)Atp6v1e1 4 19.5 26.143 226 0 10.377 1.177101714 1.163870696 1.321817647 1.634615642 1.444391816 1.91005284
tr|Q6PDW1|Q6PDW1_RAT 40S ribosomal protein S12 OS=Rattus norvegicus OX=10116 GN=Rps12 PE=1 SV=1;tr|D3ZHB3|D3ZHB3_RAT 40S ribosomal protein S12 OS=Rattus norvegicus OX=10116 GN=LOC100360573 PE=3 SV=3;sp|P63324|RS12_RAT 40S ribosomal protein S12 OS=Rattus no40S ribosomal protein S12 Rps12 8 67.4 14.515 132 0 193.7 7.291598485 5.076509799 7.628580118 14.43256495 11.0765648 9.132795738
sp|P14669|ANXA3_RAT Annexin A3 OS=Rattus norvegicus OX=10116 GN=Anxa3 PE=1 SV=4Annexin A3 (35-alpha calcimedin) (Annexin III) (Annexin-3) (Lipocortin III) (Placental anticoagulant protein III) (PAP-III)Anxa3 7 33 36.363 324 0 250.89 7.453656306 6.005928171 6.693702861 8.086775476 8.754903015 7.483241593
tr|Q4QR73|Q4QR73_RAT DnaJ (Hsp40) homolog, subfamily A, member 4 OS=Rattus norvegicus OX=10116 GN=Dnaja4 PE=1 SV=1DnaJ (Hsp40) homolog, subfamily A, member 4 (DnaJ heat shock protein family (Hsp40) member A4)Dnaja4 3 5.8 61.875 555 0 8.6911 4.185707667 3.365254624 4.238872523 6.600815551 6.825847447 4.738455022
sp|Q8CFN2|CDC42_RAT Cell division control protein 42 homolog OS=Rattus norvegicus OX=10116 GN=Cdc42 PE=1 SV=2Cell division control protein 42 homolog (EC 3.6.5.2)Cdc42 3 14.7 21.258 191 0 130.88 33.54145338 37.24188793 40.46179868 41.70124352 42.42358295 45.95912249
tr|B0BNI6|B0BNI6_RAT Similar to solute carrier family 25, member 35, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Slc25a35 PE=1 SV=1Similar to solute carrier family 25, member 35, isoform CRA_a (Solute carrier family 25, member 35)Slc25a35 2 6.7 32.491 300 0.0015322 2.8819 2.790003499 3.165353169 2.99471738 3.249462284 3.26105846 3.458414824
tr|A0A0G2KAK2|A0A0G2KAK2_RAT Erythrocyte membrane protein band 4.1 OS=Rattus norvegicus OX=10116 GN=Epb41 PE=1 SV=1;tr|D3ZIP3|D3ZIP3_RAT Erythrocyte membrane protein band 4.1 OS=Rattus norvegicus OX=10116 GN=Epb41 PE=1 SV=1;tr|A0A0G2K161|A0A0G2K161_RAT EryBand 4.1 (Erythrocyte membrane protein band 4.1) (Protein 4.1)Epb41 15 24 72.372 638 0 279.9 28.88843718 34.25126344 32.24228832 42.10737405 47.85104038 36.51655276
sp|P61314|RL15_RAT 60S ribosomal protein L15 OS=Rattus norvegicus OX=10116 GN=Rpl15 PE=1 SV=260S ribosomal protein L15 Rpl15 5 31.4 24.146 204 0 54.628 3.255405464 3.056912799 3.392268902 4.070204298 4.63555774 3.692396297
tr|M0R649|M0R649_RAT Exocyst complex component 4 OS=Rattus norvegicus OX=10116 GN=Exoc4 PE=1 SV=2;tr|M0RBF8|M0RBF8_RAT Exocyst complex component 4 OS=Rattus norvegicus OX=10116 GN=Exoc4 PE=1 SV=2;sp|Q62824|EXOC4_RAT Exocyst complex component 4 OS=Rattus noExocyst complex component 4 (Exocyst complex component Sec8) (rSec8)Exoc4 3 4.6 110.2 973 0 8.2433 0.892471987 0.700839695 1.113391245 2.34683719 2.373326179 1.338662565
sp|P49242|RS3A_RAT 40S ribosomal protein S3a OS=Rattus norvegicus OX=10116 GN=Rps3a PE=1 SV=2;tr|M0R6L4|M0R6L4_RAT 40S ribosomal protein S3a OS=Rattus norvegicus OX=10116 GN=LOC100365839 PE=3 SV=140S ribosomal protein S3a (V-fos transformation effector protein) [Cleaved into: 40S ribosomal protein S3b]Rps3a 14 50 29.945 264 0 48.277 37.28182816 30.39637365 42.3681433 58.26718823 56.74454202 42.3716775
sp|Q6AXV4|SAM50_RAT Sorting and assembly machinery component 50 homolog OS=Rattus norvegicus OX=10116 GN=Samm50 PE=1 SV=1Sorting and assembly machinery component 50 homologSamm50 20 49 51.96 469 0 323.31 135.2354955 143.435464 115.2268235 99.01820577 113.5591923 103.1123738
tr|A0A140TAH5|A0A140TAH5_RAT AP-2 complex subunit mu OS=Rattus norvegicus OX=10116 GN=Ap2m1 PE=1 SV=1;sp|P84092|AP2M1_RAT AP-2 complex subunit mu OS=Rattus norvegicus OX=10116 GN=Ap2m1 PE=1 SV=1AP-2 complex subunit mu (AP-2 mu chain) (Adaptor protein complex AP-2 subunit mu) (Adaptor-related protein complex 2 subunit mu) (Clathrin assembly protein complex 2 mu medium chain) (Clathrin coat assembly protein AP50) (Clathrin coat-associated protein AP50) (Mu2-adaptin) (Plasma membrane adaptor AP-2 50 kDa protein)Ap2m1 13 38.2 49.526 434 0 71.218 12.54066635 12.1535149 13.34852873 18.54702553 15.76411051 21.8436894
tr|D3ZNY3|D3ZNY3_RAT Metabolism of cobalamin-associated A OS=Rattus norvegicus OX=10116 GN=Mmaa PE=1 SV=1Metabolism of cobalamin-associated A (Methylmalonic aciduria (Cobalamin deficiency) cblA type (Predicted), isoform CRA_a)Mmaa 5 18.1 46.329 415 0 9.7645 6.554059796 5.592798497 5.678784744 7.241665631 6.548650198 6.892344395
tr|A0A0G2K876|A0A0G2K876_RAT Phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Pde2a PE=1 SV=1;sp|Q01062|PDE2A_RAT cGMP-dependent 3,5-cyclic phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Pde2a PE=1 SV=2;tr|F8WFW5|F8WFW5_RAT Phosphodiesterase OS=RatcGMP-dependent 3',5'-cyclic phosphodiesterase (EC 3.1.4.17) (Cyclic GMP-stimulated phosphodiesterase) (CGS-PDE) (cGSPDE)Pde2a 2 3.5 103.27 916 0.0024594 2.5374 0.795287467 0.614314448 0.681216334 0.888470251 0.787207831 0.910607532
sp|Q68FR6|EF1G_RAT Elongation factor 1-gamma OS=Rattus norvegicus OX=10116 GN=Eef1g PE=2 SV=3Elongation factor 1-gamma (EF-1-gamma) (eEF-1B gamma)Eef1g 15 33.2 50.06 437 0 96.431 25.08133271 21.66043326 21.92204839 35.21271111 40.82349688 28.31958131
tr|G3V6H5|G3V6H5_RAT Mitochondrial 2-oxoglutarate/malate carrier protein OS=Rattus norvegicus OX=10116 GN=Slc25a11 PE=1 SV=1;sp|P97700|M2OM_RAT Mitochondrial 2-oxoglutarate/malate carrier protein OS=Rattus norvegicus OX=10116 GN=Slc25a11 PE=1 SV=3Mitochondrial 2-oxoglutarate/malate carrier protein (OGCP) (Solute carrier family 25 member 11)Slc25a11 19 66.9 34.136 314 0 323.31 191.5593684 248.3170943 188.7820879 135.1339601 151.3259693 146.6575146
tr|G3V7Z6|G3V7Z6_RAT ATP-binding cassette sub-family D member 2 OS=Rattus norvegicus OX=10116 GN=Abcd2 PE=1 SV=1;sp|Q9QY44|ABCD2_RAT ATP-binding cassette sub-family D member 2 OS=Rattus norvegicus OX=10116 GN=Abcd2 PE=1 SV=1ATP-binding cassette sub-family D member 2 (Adrenoleukodystrophy-related protein)Abcd2 2 3.9 83.467 741 0 4.2539 0.282417111 0.282157202 0.263192646 0.369208483 0.303617275 0.366059595
sp|P62243|RS8_RAT 40S ribosomal protein S8 OS=Rattus norvegicus OX=10116 GN=Rps8 PE=1 SV=2;tr|M0R7Q5|M0R7Q5_RAT 40S ribosomal protein S8 OS=Rattus norvegicus OX=10116 GN=LOC100363452 PE=3 SV=1;tr|D3ZIE1|D3ZIE1_RAT 40S ribosomal protein S8 OS=Rattus norvegi40S ribosomal protein S8 Rps8 8 42.8 24.205 208 0 315.55 18.02203383 14.21768253 18.73322049 22.87470463 26.51871664 19.76599894
sp|P82995|HS90A_RAT Heat shock protein HSP 90-alpha OS=Rattus norvegicus OX=10116 GN=Hsp90aa1 PE=1 SV=3Heat shock protein HSP 90-alpha (Heat shock 86 kDa) (HSP 86) (HSP86)Hsp90aa1 4 6.8 84.814 733 0 8.6163 1.151062082 0.897927723 1.030697602 1.193366771 1.629639394 1.415775869
sp|P21670|PSA4_RAT Proteasome subunit alpha type-4 OS=Rattus norvegicus OX=10116 GN=Psma4 PE=1 SV=1Proteasome subunit alpha type-4 (Macropain subunit C9) (Multicatalytic endopeptidase complex subunit C9) (Proteasome component C9) (Proteasome subunit L)Psma4 3 14.9 29.497 261 0 18.734 1.769591128 1.540179016 1.567291534 1.788706342 2.142292518 1.908427263
sp|Q66X93|SND1_RAT Staphylococcal nuclease domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Snd1 PE=1 SV=1;tr|D4A8Y5|D4A8Y5_RAT Staphylococcal nuclease domain-containing protein OS=Rattus norvegicus OX=10116 GN=Snd1 PE=1 SV=2Staphylococcal nuclease domain-containing protein 1 (EC 3.1.31.1) (100 kDa coactivator) (SND p102) (p100 co-activator) (p105 coactivator)Snd1 12 17.9 101.95 909 0 85.715 5.18886063 4.579569589 5.826059928 7.093547439 8.439955167 6.158091636
sp|Q794F9|4F2_RAT 4F2 cell-surface antigen heavy chain OS=Rattus norvegicus OX=10116 GN=Slc3a2 PE=1 SV=1;tr|A0A0H2UHQ0|A0A0H2UHQ0_RAT 4F2 cell-surface antigen heavy chain OS=Rattus norvegicus OX=10116 GN=Slc3a2 PE=1 SV=14F2 cell-surface antigen heavy chain (4F2hc) (Solute carrier family 3 member 2) (CD antigen CD98)Slc3a2 6 13.5 58.071 527 0 41.222 6.801912934 6.756669192 7.271826566 7.929101271 7.768533813 9.094086688
sp|Q6AY56|TBA8_RAT Tubulin alpha-8 chain OS=Rattus norvegicus OX=10116 GN=Tuba8 PE=2 SV=1Tubulin alpha-8 chain (Alpha-tubulin 8)Tuba8 5 16.5 50.037 449 0 71.078 7.039229804 5.517280169 5.655915927 9.420436453 9.841580948 7.022288948
sp|P08753|GNAI3_RAT Guanine nucleotide-binding protein G(k) subunit alpha OS=Rattus norvegicus OX=10116 GN=Gnai3 PE=1 SV=3Guanine nucleotide-binding protein G(i) subunit alpha (G(i) alpha-3)Gnai3 2 10.2 40.522 354 0 10.264 0.432799744 0.53667371 0.568564539 0.609136064 0.610427173 0.702960404
tr|D3ZSA9|D3ZSA9_RAT Nodal modulator 1 OS=Rattus norvegicus OX=10116 GN=Nomo1 PE=1 SV=1Nodal modulator 1 (Similar to pM5 protein; DNA segment, Chr 7, ERATO Doi 156, expressed (Predicted))Nomo1 16 17.8 133.44 1214 0 190.41 18.27490423 17.68412184 17.01302804 18.96390657 21.37870305 19.45104342
sp|Q78P75|DYL2_RAT Dynein light chain 2, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Dynll2 PE=1 SV=1;tr|A0A0G2JU43|A0A0G2JU43_RAT Dynein light chain OS=Rattus norvegicus OX=10116 GN=LOC100361920 PE=3 SV=1;sp|P63170|DYL1_RAT Dynein light chain 1, cytoplasDynein light chain 2, cytoplasmic (Dynein light chain LC8-type 2)Dynll2 2 37.1 10.35 89 0 43.933 0.237582786 0.232344721 0.248812734 0.312099364 0.29834837 0.260051662
tr|D4A8C5|D4A8C5_RAT 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Plcb4 PE=1 SV=2;sp|Q9QW07|PLCB4_RAT 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-4 OS=Rattus norvegicus OX=10116 GN=Plcb4 PE=11-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-4 (EC 3.1.4.11) (Phosphoinositide phospholipase C-beta-4) (Phospholipase C-beta-4) (PLC-beta-4)Plcb4 2 3 137.55 1206 0.0039101 2.4772 0.137242403 0.14962007 0.134034139 0.321207439 0.199425624 0.320167527
tr|B0BNK1|B0BNK1_RAT RAB5C, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab5c PE=1 SV=1RAB5C, member RAS oncogene family (RCG32615, isoform CRA_a) (Rab5c protein)Rab5c 3 20.8 23.425 216 0 30.297 2.084675683 2.011156716 2.037886059 2.651315635 2.342748194 2.950625244
sp|P17078|RL35_RAT 60S ribosomal protein L35 OS=Rattus norvegicus OX=10116 GN=Rpl35 PE=1 SV=3;tr|D3ZN79|D3ZN79_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|F1M6G3|F1M6G3_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE60S ribosomal protein L35 Rpl35 4 27.6 14.552 123 0 86.413 13.16180438 11.58194482 14.08444728 17.19903053 18.19740621 14.24716541
tr|D3ZE72|D3ZE72_RAT Methionine aminopeptidase OS=Rattus norvegicus OX=10116 GN=Metap1 PE=1 SV=1Methionine aminopeptidase (EC 3.4.11.18)Metap1 5 13.7 43.205 386 0 15.333 1.878666577 1.548816733 1.977375168 2.569193653 3.415350548 2.385534079
tr|D4A994|D4A994_RAT ER membrane protein complex subunit 1 OS=Rattus norvegicus OX=10116 GN=Emc1 PE=1 SV=1ER membrane protein complex subunit 1Emc1 16 26.4 111.18 993 0 162.99 9.76059705 10.91264513 11.36854652 11.9241117 12.63512521 11.84537557
tr|D3ZBS2|D3ZBS2_RAT Inter-alpha-trypsin inhibitor heavy chain H3 OS=Rattus norvegicus OX=10116 GN=Itih3 PE=1 SV=3;sp|Q63416|ITIH3_RAT Inter-alpha-trypsin inhibitor heavy chain H3 OS=Rattus norvegicus OX=10116 GN=Itih3 PE=2 SV=1Inter-alpha-trypsin inhibitor heavy chain H3 (ITI heavy chain H3) (ITI-HC3) (Inter-alpha-inhibitor heavy chain 3)Itih3 2 2.9 99.066 887 0.0015504 2.9989 0.185498506 0.191456236 0.18792222 0.2527625 0.298299834 0.227712842
sp|Q63638|SPEG_RAT Striated muscle-specific serine/threonine-protein kinase OS=Rattus norvegicus OX=10116 GN=Speg PE=1 SV=2Striated muscle-specific serine/threonine-protein kinase (EC 2.7.11.1) (Aortic preferentially expressed protein 1) (APEG-1)Speg 30 12.4 354.16 3259 0 164.33 21.8105744 21.82183517 24.3680971 25.476329 25.54421191 29.71656145
tr|A0A0G2JWP4|A0A0G2JWP4_RAT Embigin OS=Rattus norvegicus OX=10116 GN=Emb PE=1 SV=1;tr|A0A0G2JU92|A0A0G2JU92_RAT Embigin OS=Rattus norvegicus OX=10116 GN=Emb PE=1 SV=1;sp|O88775|EMB_RAT Embigin OS=Rattus norvegicus OX=10116 GN=Emb PE=1 SV=1Embigin Emb 2 7.4 33.238 296 0 6.1139 3.087176401 4.351731288 4.515722427 5.312008106 5.733776571 5.136518162
sp|P97531|CIP4_RAT Cdc42-interacting protein 4 OS=Rattus norvegicus OX=10116 GN=Trip10 PE=1 SV=3;tr|A0A0G2K7Y5|A0A0G2K7Y5_RAT Cdc42-interacting protein 4 OS=Rattus norvegicus OX=10116 GN=Trip10 PE=1 SV=1Cdc42-interacting protein 4 (Salt tolerant protein) (Thyroid receptor-interacting protein 10) (TR-interacting protein 10) (TRIP-10)Trip10 6 11.7 62.798 547 0 14.798 2.210709506 2.662835461 2.778652793 3.326089559 3.175903896 2.817327939
tr|D3ZUV3|D3ZUV3_RAT Eukaryotic translation initiation factor 2A OS=Rattus norvegicus OX=10116 GN=Eif2a PE=1 SV=3Eukaryotic translation initiation factor 2A (eIF-2A)Eif2a 3 6.6 65.348 589 0 11.695 0.822932625 0.575370683 0.915255811 1.232247796 1.254074872 0.911765755
tr|D3ZML4|D3ZML4_RAT Similar to RIKEN cDNA 5730502D15 gene (Predicted) OS=Rattus norvegicus OX=10116 GN=Trabd PE=1 SV=1Similar to RIKEN cDNA 5730502D15 gene (Predicted) (TraB domain-containing)Trabd 6 21.5 42.114 376 0 48.976 2.003094873 1.90414774 1.989404166 2.569611729 2.165805748 2.645524782
sp|A0JPQ9|CHID1_RAT Chitinase domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Chid1 PE=2 SV=2;tr|A0A0G2JSR1|A0A0G2JSR1_RAT Chitinase domain-containing protein 1-like OS=Rattus norvegicus OX=10116 GN=LOC100911881 PE=1 SV=1;tr|Q7TP14|Q7TP14_RAT Chitinase domain-containing protein 1Chid1 2 5.3 44.874 393 0 4.2551 0.590482506 0.555824763 0.69018091 0.760300235 0.677299661 0.830090677
tr|G3V715|G3V715_RAT Non-specific serine/threonine protein kinase OS=Rattus norvegicus OX=10116 GN=Prkaa2 PE=1 SV=1;sp|Q09137|AAPK2_RAT 5-AMP-activated protein kinase catalytic subunit alpha-2 OS=Rattus norvegicus OX=10116 GN=Prkaa2 PE=1 SV=15'-AMP-activated protein kinase catalytic subunit alpha-2 (AMPK subunit alpha-2) (EC 2.7.11.1) (Acetyl-CoA carboxylase kinase) (ACACA kinase) (EC 2.7.11.27) (Hydroxymethylglutaryl-CoA reductase kinase) (HMGCR kinase) (EC 2.7.11.31)Prkaa2 5 10.5 62.213 552 0 146.55 8.191194995 7.912642547 8.313272512 10.424415 11.36562653 9.127919007
tr|A0A0G2K542|A0A0G2K542_RAT UTP--glucose-1-phosphate uridylyltransferase OS=Rattus norvegicus OX=10116 GN=Ugp2 PE=1 SV=1;tr|Q4V8I9|Q4V8I9_RAT UTP--glucose-1-phosphate uridylyltransferase OS=Rattus norvegicus OX=10116 GN=Ugp2 PE=1 SV=1UTP--glucose-1-phosphate uridylyltransferase (EC 2.7.7.9)Ugp2 13 31.8 56.885 507 0 140.89 12.30334948 9.114519198 10.55807563 15.635428 19.17406812 13.10926159
tr|D3ZF13|D3ZF13_RAT Acyl carrier protein OS=Rattus norvegicus OX=10116 GN=Ndufab1 PE=1 SV=1Acyl carrier protein Ndufab1 7 28.8 17.514 156 0 120.88 65.69613333 77.80855661 45.84283142 31.55873088 43.85433062 29.3406468
sp|P51638|CAV3_RAT Caveolin-3 OS=Rattus norvegicus OX=10116 GN=Cav3 PE=1 SV=1Caveolin-3 Cav3 2 10.6 17.402 151 0.0010718 3.5752 9.802742118 8.820836813 15.23017503 30.17251184 17.5502531 35.34512142
tr|D3ZF11|D3ZF11_RAT Hepatitis B virus x interacting protein (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Lamtor5 PE=1 SV=1Late endosomal/lysosomal adaptor and MAPK and MTOR activator 5 (Ragulator complex protein LAMTOR5)Lamtor5 4 47.4 16.39 156 0 138.47 4.122791101 4.107604721 6.047430081 8.840505952 6.367986621 10.88425323
sp|Q63707|PYRD_RAT Dihydroorotate dehydrogenase (quinone), mitochondrial OS=Rattus norvegicus OX=10116 GN=Dhodh PE=1 SV=1Dihydroorotate dehydrogenase (quinone), mitochondrial (DHOdehase) (EC 1.3.5.2) (Dihydroorotate oxidase)Dhodh 8 28.6 42.662 395 0 37.584 7.884138072 7.186580717 7.290578996 9.950197889 8.098042606 9.66080343
sp|Q4KLZ1|TM186_RAT Transmembrane protein 186 OS=Rattus norvegicus OX=10116 GN=Tmem186 PE=2 SV=1;tr|F1M8C8|F1M8C8_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=2Transmembrane protein 186Tmem186 4 19.4 24.64 216 0 35.662 1.93074584 1.987662126 1.406203584 1.018133394 1.509969998 0.831858492
sp|Q66HG9|MAVS_RAT Mitochondrial antiviral-signaling protein OS=Rattus norvegicus OX=10116 GN=Mavs PE=1 SV=1Mitochondrial antiviral-signaling protein (MAVS) (Interferon beta promoter stimulator protein 1) (IPS-1) (Virus-induced-signaling adapter) (VISA)Mavs 6 17 53.804 507 0 42.055 3.6898007 2.828975782 3.441482597 4.159553013 3.980207356 5.167505721
sp|Q9JLZ1|GLRX3_RAT Glutaredoxin-3 OS=Rattus norvegicus OX=10116 GN=Glrx3 PE=1 SV=2;tr|A0A0G2K5P8|A0A0G2K5P8_RAT Glutaredoxin-3 OS=Rattus norvegicus OX=10116 GN=Glrx3 PE=1 SV=1Glutaredoxin-3 (PKC-interacting cousin of thioredoxin) (PICOT) (PKC-theta-interacting protein) (PKCq-interacting protein) (Thioredoxin-like protein 2)Glrx3 2 8.6 37.849 337 0 40.252 0.451012434 0.402404098 0.41812431 0.473004695 0.534413647 0.598699967
sp|P11661|NU5M_RAT NADH-ubiquinone oxidoreductase chain 5 OS=Rattus norvegicus OX=10116 GN=Mtnd5 PE=3 SV=3NADH-ubiquinone oxidoreductase chain 5 (EC 7.1.1.2) (NADH dehydrogenase subunit 5)Mtnd5 5 9 68.617 609 0 142.09 40.30523506 38.80852304 29.57669896 25.34254483 30.42806073 22.78449202
tr|D3ZUC1|D3ZUC1_RAT Smoothelin-like 2 OS=Rattus norvegicus OX=10116 GN=Smtnl2 PE=1 SV=1Smoothelin-like 2 Smtnl2 2 5.5 49.579 456 0.00056054 4.1922 0.314191482 0.403332035 0.53238607 0.64425441 0.530983735 0.639156512
tr|Q5XIM0|Q5XIM0_RAT BCS1 homolog, ubiquinol-cytochrome c reductase complex chaperone OS=Rattus norvegicus OX=10116 GN=Bcs1l PE=1 SV=1BCS1-like protein (Mitochondrial chaperone BCS1)Bcs1l 7 21.1 47.393 418 0 75.083 10.14642511 9.989149764 8.219052984 7.166412033 8.356364557 7.325052643
sp|P19633|CASQ1_RAT Calsequestrin-1 OS=Rattus norvegicus OX=10116 GN=Casq1 PE=1 SV=2Calsequestrin-1 (Aspartactin) (Calsequestrin, skeletal muscle isoform) (Laminin-binding protein)Casq1 11 25.1 46.448 406 0 275.3 366.2406406 381.5501804 457.2116931 245.458123 360.6206786 282.6167014
tr|M0R6J0|M0R6J0_RAT Mitochondrial ribosomal protein L39 OS=Rattus norvegicus OX=10116 GN=Mrpl39 PE=1 SV=2Mitochondrial ribosomal protein L39Mrpl39 6 17 38.374 336 0 68.77 3.051453439 3.305432263 3.093419196 4.317167492 3.556483856 4.621413487
sp|P63025|VAMP3_RAT Vesicle-associated membrane protein 3 OS=Rattus norvegicus OX=10116 GN=Vamp3 PE=1 SV=1Vesicle-associated membrane protein 3 (VAMP-3) (Cellubrevin) (CEB) (Synaptobrevin-3)Vamp3 3 32 11.48 103 0 323.31 11.86935563 13.16388103 14.04419816 15.1283621 14.02488652 15.73964819
tr|A0A0G2JVL6|A0A0G2JVL6_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8 OS=Rattus norvegicus OX=10116 GN=Ndufa8 PE=1 SV=1;tr|F7EXQ7|F7EXQ7_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8 OS=Rattus norvegicus OX=10116 GN=NNADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8Ndufa8 16 81.4 19.965 172 0 323.31 243.3074912 237.9814487 201.1495443 198.2932294 196.4702918 166.0221993
tr|Q7TP42|Q7TP42_RAT Ab2-292 OS=Rattus norvegicus OX=10116 GN=Sec62 PE=1 SV=1Translocation protein SEC62Sec62 3 4.6 67.93 605 0 5.2015 4.740517383 5.501485486 5.390180268 6.603801805 5.855117779 7.545216712
sp|P70673|KCJ11_RAT ATP-sensitive inward rectifier potassium channel 11 OS=Rattus norvegicus OX=10116 GN=Kcnj11 PE=1 SV=1ATP-sensitive inward rectifier potassium channel 11 (BIR) (Inward rectifier K(+) channel Kir6.2) (Potassium channel, inwardly rectifying subfamily J member 11)Kcnj11 3 9.7 43.607 390 0 45.294 1.05382739 1.433515548 1.072410325 0.773977278 0.751722269 0.875423952
sp|P0DMW1|HS71B_RAT Heat shock 70 kDa protein 1B OS=Rattus norvegicus OX=10116 GN=Hspa1b PE=2 SV=1;sp|P0DMW0|HS71A_RAT Heat shock 70 kDa protein 1A OS=Rattus norvegicus OX=10116 GN=Hspa1a PE=2 SV=1Heat shock 70 kDa protein 1B (Heat shock 70 kDa protein 1) (HSP70-1) (HSP70.1)Hspa1b 3 6.9 70.184 641 0 28.343 1.761162114 1.772607646 2.196321226 2.93710013 2.357309139 3.54589118
sp|Q6P9X4|TP4A2_RAT Protein tyrosine phosphatase type IVA 2 OS=Rattus norvegicus OX=10116 GN=Ptp4a2 PE=2 SV=1Protein tyrosine phosphatase type IVA 2 (EC 3.1.3.48) (Protein-tyrosine phosphatase 4a2) (Protein-tyrosine phosphatase of regenerating liver 2) (PRL-2)Ptp4a2 5 40.7 19.127 167 0 15.299 3.269303302 3.046399463 2.859333981 3.41961903 3.604319256 4.177529398
sp|Q9JJW3|USMG5_RAT Up-regulated during skeletal muscle growth protein 5 OS=Rattus norvegicus OX=10116 GN=Atp5md PE=1 SV=1ATP synthase membrane subunit DAPIT, mitochondrial (Diabetes-associated protein in insulin-sensitive tissues) (Up-regulated during skeletal muscle growth protein 5)Atp5md 4 44.8 6.4075 58 0 66.324 55.87733595 55.7651023 32.57022716 20.40865619 33.58670721 21.61001272
sp|P36972|APT_RAT Adenine phosphoribosyltransferase OS=Rattus norvegicus OX=10116 GN=Aprt PE=1 SV=1Adenine phosphoribosyltransferase (APRT) (EC 2.4.2.7)Aprt 4 31.1 19.546 180 0 52.553 2.334335038 2.495362464 2.401866157 2.710144836 3.11917014 2.692260118



sp|Q8VH49|HIG1A_RAT HIG1 domain family member 1A, mitochondrial OS=Rattus norvegicus OX=10116 GN=Higd1a PE=1 SV=2HIG1 domain family member 1A, mitochondrial (Hypoxia-inducible gene 1 protein)Higd1a 2 43 10.301 93 0 178.91 3.00780319 2.614168094 2.526043836 4.390211262 3.410496899 3.35671467
sp|P50399|GDIB_RAT Rab GDP dissociation inhibitor beta OS=Rattus norvegicus OX=10116 GN=Gdi2 PE=1 SV=2Rab GDP dissociation inhibitor beta (Rab GDI beta) (GDI-3) (Guanosine diphosphate dissociation inhibitor 2) (GDI-2)Gdi2 5 12.8 50.537 445 0 36.936 8.867021264 7.168318115 7.468955772 10.52535038 12.79529561 9.283974388
tr|Q6PDV8|Q6PDV8_RAT 60S ribosomal protein L22 OS=Rattus norvegicus OX=10116 GN=LOC100360057 PE=1 SV=1;sp|P47198|RL22_RAT 60S ribosomal protein L22 OS=Rattus norvegicus OX=10116 GN=Rpl22 PE=2 SV=260S ribosomal protein L22 Rpl22 3 39.1 14.759 128 0 107.55 4.032781277 3.208245605 4.164777555 5.281727492 5.40318919 4.198661898
tr|D3ZIQ3|D3ZIQ3_RAT Fat storage-inducing transmembrane protein 1 OS=Rattus norvegicus OX=10116 GN=Fitm1 PE=4 SV=1Fat storage-inducing transmembrane protein 1 (Similar to CG10671-like (Predicted))Fitm1 4 15.4 32.262 292 0 17.801 15.01317701 21.05678022 17.27693419 10.49190434 15.36233629 10.87714133
tr|A0A0G2K1I6|A0A0G2K1I6_RAT Secretory carrier-associated membrane protein OS=Rattus norvegicus OX=10116 GN=Scamp1 PE=1 SV=1;sp|P56603|SCAM1_RAT Secretory carrier-associated membrane protein 1 OS=Rattus norvegicus OX=10116 GN=Scamp1 PE=1 SV=1;tr|A0A0G2JY82Secretory carrier-associated membrane protein 1 (Secretory carrier membrane protein 1) (SCAMP 37)Scamp1 3 16.8 33.955 304 0 13.098 1.44201357 1.339241034 1.339472374 1.739672054 1.488560016 1.829993179
sp|Q9QWE9|GGT5_RAT Glutathione hydrolase 5 proenzyme OS=Rattus norvegicus OX=10116 GN=Ggt5 PE=2 SV=1Glutathione hydrolase 5 proenzyme (EC 3.4.19.13) (Gamma-glutamyl leukotrienase) (GGL) (Gamma-glutamyl transpeptidase-related enzyme) (GGT-rel) (Gamma-glutamyltransferase 5) (GGT 5) (EC 2.3.2.2) (Gamma-glutamyltransferase-like activity 1) (Gamma-glutamyltranspeptidase 5) (Leukotriene-C4 hydrolase) (EC 3.4.19.14) [Cleaved into: Glutathione hydrolase 5 heavy chain; Glutathione hydrolase 5 light chain]Ggt5 3 8.6 61.608 572 0 44.035 2.950556139 2.737119829 4.121006638 5.286983299 3.834058611 5.041625111
sp|Q3SWT0|PECA1_RAT Platelet endothelial cell adhesion molecule OS=Rattus norvegicus OX=10116 GN=Pecam1 PE=1 SV=1Platelet endothelial cell adhesion molecule (PECAM-1) (CD antigen CD31)Pecam1 5 9 76.188 678 0 21.453 2.847651932 3.155382775 3.272207611 4.007074891 3.73644635 4.974874861
tr|G3V7U4|G3V7U4_RAT Lamin-B1 OS=Rattus norvegicus OX=10116 GN=Lmnb1 PE=1 SV=1;sp|P70615|LMNB1_RAT Lamin-B1 OS=Rattus norvegicus OX=10116 GN=Lmnb1 PE=1 SV=3Lamin-B1 Lmnb1 7 10.7 66.686 587 0 15.07 4.964438143 3.926755601 5.322031192 6.645609359 8.185947571 5.708924423
sp|Q08163|CAP1_RAT Adenylyl cyclase-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Cap1 PE=1 SV=3Adenylyl cyclase-associated protein 1 (CAP 1)Cap1 5 12.2 51.588 474 0 18.74 4.957263447 3.811602491 3.921499075 5.384872701 6.386322625 4.916049297
sp|Q68FS4|AMPL_RAT Cytosol aminopeptidase OS=Rattus norvegicus OX=10116 GN=Lap3 PE=1 SV=1Cytosol aminopeptidase (EC 3.4.11.1) (Cysteinylglycine-S-conjugate dipeptidase) (EC 3.4.13.23) (Leucine aminopeptidase 3) (LAP-3) (Leucyl aminopeptidase) (LAP) (Peptidase S) (Proline aminopeptidase) (EC 3.4.11.5) (Prolyl aminopeptidase)Lap3 20 49.7 56.149 519 0 276.74 29.36658301 26.92746642 28.02436363 31.73372536 32.47953609 37.97753998
tr|D4A3E8|D4A3E8_RAT Mitochondrial ribosomal protein S27 OS=Rattus norvegicus OX=10116 GN=Mrps27 PE=1 SV=1Mitochondrial ribosomal protein S27 (Mitochondrial ribosomal protein S27 (Predicted), isoform CRA_b)Mrps27 6 20.7 47.648 415 0 36.912 8.840429733 7.45805183 8.002256595 9.318306571 8.755981603 9.965497497
sp|P17220|PSA2_RAT Proteasome subunit alpha type-2 OS=Rattus norvegicus OX=10116 GN=Psma2 PE=1 SV=3Proteasome subunit alpha type-2 (Macropain subunit C3) (Multicatalytic endopeptidase complex subunit C3) (Proteasome component C3)Psma2 2 15 25.926 234 0 19.118 0.994974813 1.029072949 1.060152638 1.468998003 1.165145248 1.522352753
tr|M0RB60|M0RB60_RAT Leucine-rich repeats and immunoglobulin-like domains 1 OS=Rattus norvegicus OX=10116 GN=Lrig1 PE=4 SV=2;tr|D3ZD84|D3ZD84_RAT Leucine-rich repeats and immunoglobulin-like domains 1 OS=Rattus norvegicus OX=10116 GN=Lrig1 PE=4 SV=3Leucine-rich repeats and immunoglobulin-like domains 1Lrig1 3 4.8 101.2 922 0 12.076 1.45781797 1.392696164 1.555262536 1.650621963 1.628614735 1.906700088
tr|F1M9Q2|F1M9Q2_RAT ATP-binding cassette sub-family C member 9 OS=Rattus norvegicus OX=10116 GN=Abcc9 PE=4 SV=3;sp|Q63563|ABCC9_RAT ATP-binding cassette sub-family C member 9 OS=Rattus norvegicus OX=10116 GN=Abcc9 PE=1 SV=1;tr|D3ZZ00|D3ZZ00_RAT ATP-bindinATP-binding cassette sub-family C member 9 (Sulfonylurea receptor 2)Abcc9 11 10 174.38 1545 0 98.863 7.111478492 8.159928051 7.414527987 5.787479447 6.660823404 6.958485055
tr|M0R402|M0R402_RAT Thioredoxin-related transmembrane protein 3 OS=Rattus norvegicus OX=10116 GN=Tmx3 PE=1 SV=2Thioredoxin-related transmembrane protein 3Tmx3 2 5.4 52.1 459 0 12.254 4.559494282 5.034555173 4.958874371 5.38815758 6.858205103 6.919979202
tr|A0A0G2JWF4|A0A0G2JWF4_RAT ASPSCR1, UBX domain-containing tether for SLC2A4 OS=Rattus norvegicus OX=10116 GN=Aspscr1 PE=1 SV=1;tr|F1LR71|F1LR71_RAT ASPSCR1, UBX domain-containing tether for SLC2A4 OS=Rattus norvegicus OX=10116 GN=Aspscr1 PE=1 SV=2ASPSCR1 tether for SLC2A4, UBX domain-containingAspscr1 4 11.8 48.177 441 0 21.582 2.347680977 1.996151768 2.043923427 2.519442664 2.445645539 2.467524113
tr|A0A0G2JSK5|A0A0G2JSK5_RAT Integrin beta OS=Rattus norvegicus OX=10116 GN=Itgb1 PE=1 SV=1;sp|P49134|ITB1_RAT Integrin beta-1 OS=Rattus norvegicus OX=10116 GN=Itgb1 PE=2 SV=1Integrin beta-1 (Beta oligodendroglia) (Beta OL) (Fibronectin receptor subunit beta) (VLA-4 subunit beta) (CD antigen CD29)Itgb1 9 14.5 88.344 798 0 46.087 7.886646707 7.362296565 7.427791901 8.278492974 10.30375613 9.553312158
sp|O88767|PARK7_RAT Protein/nucleic acid deglycase DJ-1 OS=Rattus norvegicus OX=10116 GN=Park7 PE=1 SV=1;tr|Q5BKC3|Q5BKC3_RAT Park7 protein OS=Rattus norvegicus OX=10116 GN=Park7 PE=1 SV=1Parkinson disease protein 7 homolog (Contraception-associated protein 1) (Protein CAP1) (Fertility protein SP22) (Maillard deglycase) (Parkinsonism-associated deglycase) (Protein DJ-1) (DJ-1) (Protein/nucleic acid deglycase DJ-1) (EC 3.1.2.-) (EC 3.5.1.-) (EC 3.5.1.124)Park7 9 66.7 19.974 189 0 215.92 8.317630199 9.267036605 12.0495799 14.28862751 11.98958999 17.61109358
tr|D3ZD09|D3ZD09_RAT Cytochrome c oxidase subunit OS=Rattus norvegicus OX=10116 GN=Cox6b1 PE=1 SV=1;tr|D3ZSB0|D3ZSB0_RAT Cytochrome c oxidase subunit 6B1 OS=Rattus norvegicus OX=10116 GN=Cox6b1 PE=1 SV=1Cytochrome c oxidase subunitCox6b1 12 80.2 10.071 86 0 323.31 270.5412327 289.837367 182.8956543 149.6531264 179.6928474 126.6019598
sp|P62329|TYB4_RAT Thymosin beta-4 OS=Rattus norvegicus OX=10116 GN=Tmsb4x PE=1 SV=2Thymosin beta-4 (T beta 4) [Cleaved into: Hematopoietic system regulatory peptide (Seraspenide)]Tmsb4x 6 88.6 5.0526 44 0 36.729 10.30547257 6.178682515 7.742009452 11.95218248 15.44916266 10.31936527
sp|Q5U2V4|PLBL1_RAT Phospholipase B-like 1 OS=Rattus norvegicus OX=10116 GN=Plbd1 PE=2 SV=1Phospholipase B-like 1 (EC 3.1.1.-) (LAMA-like protein 1) (Lamina ancestor homolog 1) (Phospholipase B domain-containing protein 1) [Cleaved into: Phospholipase B-like 1 chain A; Phospholipase B-like 1 chain B; Phospholipase B-like 1 chain C]Plbd1 5 13.8 63.027 550 0 50.018 4.494671153 3.865946072 4.57696512 4.954015992 5.111484924 4.940636147
tr|F1M853|F1M853_RAT Ribosome-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Rrbp1 PE=1 SV=3Ribosome-binding protein 1Rrbp1 16 12 157.5 1453 0 40.322 7.945348766 6.598722363 6.958066391 10.80964175 12.13519944 8.359529133
sp|P47820|ACE_RAT Angiotensin-converting enzyme OS=Rattus norvegicus OX=10116 GN=Ace PE=1 SV=1;tr|A0A0A0MXV4|A0A0A0MXV4_RAT Angiotensin-converting enzyme (Fragment) OS=Rattus norvegicus OX=10116 GN=Ace PE=1 SV=2Angiotensin-converting enzyme (ACE) (EC 3.2.1.-) (EC 3.4.15.1) (Dipeptidyl carboxypeptidase I) (Kininase II) (CD antigen CD143) [Cleaved into: Angiotensin-converting enzyme, soluble form]Ace 3 3.2 150.91 1313 0 14.21 0.520240726 0.568065642 0.487151549 0.467486098 0.437227428 0.465788737
sp|Q6AY94|TIDC1_RAT Complex I assembly factor TIMMDC1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Timmdc1 PE=2 SV=1Complex I assembly factor TIMMDC1, mitochondrial (Translocase of inner mitochondrial membrane domain-containing protein 1) (TIMM domain containing-protein 1)Timmdc1 2 10.2 32.05 285 0 4.3548 1.095771767 0.923396649 0.861376877 1.302365037 1.552358527 2.075556887
sp|P29117|PPIF_RAT Peptidyl-prolyl cis-trans isomerase F, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ppif PE=1 SV=2Peptidyl-prolyl cis-trans isomerase F, mitochondrial (PPIase F) (EC 5.2.1.8) (Cyclophilin D) (CyP-D) (CypD) (Cyclophilin F) (Rotamase F)Ppif 6 27.7 21.81 206 0 24.105 26.1755993 21.28432237 23.17571696 35.84818594 26.52518817 36.88027559
sp|Q8CG45|ARK72_RAT Aflatoxin B1 aldehyde reductase member 2 OS=Rattus norvegicus OX=10116 GN=Akr7a2 PE=1 SV=2;tr|A0A0G2K3V2|A0A0G2K3V2_RAT Aflatoxin B1 aldehyde reductase member 2 OS=Rattus norvegicus OX=10116 GN=Akr7a2 PE=1 SV=1;tr|A0A0A0MXY9|A0A0A0MXY9_Aflatoxin B1 aldehyde reductase member 2 (rAFAR2) (EC 1.1.1.n11) (Succinic semialdehyde reductase) (SSA reductase)Akr7a2 3 12.8 40.675 367 0 16.087 1.93837209 1.95607276 2.034364261 2.800628328 2.394196867 3.339036521
tr|G3V6S0|G3V6S0_RAT Spectrin beta chain OS=Rattus norvegicus OX=10116 GN=Sptbn1 PE=1 SV=3;tr|A0A0G2K8W9|A0A0G2K8W9_RAT Spectrin beta chain OS=Rattus norvegicus OX=10116 GN=Sptbn1 PE=1 SV=1;tr|A0A0G2JZY6|A0A0G2JZY6_RAT Spectrin beta chain OS=Rattus norvegiSpectrin beta chain Sptbn1 37 19.7 273.31 2356 0 317.54 38.09211726 37.64021009 35.35976551 48.09839656 58.13592121 43.95661497
sp|P07943|ALDR_RAT Aldose reductase OS=Rattus norvegicus OX=10116 GN=Akr1b1 PE=1 SV=3Aldo-keto reductase family 1 member B1 (EC 1.1.1.21) (EC 1.1.1.300) (EC 1.1.1.372) (EC 1.1.1.54) (Aldehyde reductase) (Aldose reductase) (AR)Akr1b1 10 31 35.797 316 0 82.026 10.023502 9.004943586 12.60254791 13.64120767 13.16633006 17.95652867
sp|Q68FR9|EF1D_RAT Elongation factor 1-delta OS=Rattus norvegicus OX=10116 GN=Eef1d PE=1 SV=2Elongation factor 1-delta (EF-1-delta)Eef1d 4 20.3 31.33 281 0 70.204 7.282065672 5.407704556 5.569929173 10.76425069 12.64483251 7.605464655
sp|P15178|SYDC_RAT Aspartate--tRNA ligase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Dars PE=1 SV=1Aspartate--tRNA ligase, cytoplasmic (EC 6.1.1.12) (Aspartyl-tRNA synthetase) (AspRS)Dars1 4 7.6 57.126 501 0 4.4611 0.522799534 0.438776291 0.489712856 0.520121809 0.657130056 0.633771788
tr|E9PTX9|E9PTX9_RAT Solute carrier family 12 member 2 OS=Rattus norvegicus OX=10116 GN=Slc12a2 PE=1 SV=1Solute carrier family 12 member 2Slc12a2 11 12 130.37 1203 0 88.028 20.58937088 26.48422813 25.13283035 17.81957408 19.28893779 18.96235437
sp|P0C5H9|MANF_RAT Mesencephalic astrocyte-derived neurotrophic factor OS=Rattus norvegicus OX=10116 GN=Manf PE=1 SV=1Mesencephalic astrocyte-derived neurotrophic factor (Arginine-rich protein) (Protein ARMET)Manf 2 10.6 20.388 179 0.0015472 2.9682 0.588776634 0.704739007 0.764550304 1.142122655 0.788502137 1.151314829
sp|Q9JHW5|VAMP7_RAT Vesicle-associated membrane protein 7 OS=Rattus norvegicus OX=10116 GN=Vamp7 PE=1 SV=1Vesicle-associated membrane protein 7 (VAMP-7) (Synaptobrevin-like protein 1)Vamp7 2 15.5 24.775 220 0 14.272 0.259066736 0.348159234 0.248515439 0.168938354 0.230289435 0.190212815
tr|D4A0W1|D4A0W1_RAT ER membrane protein complex subunit 4 OS=Rattus norvegicus OX=10116 GN=Emc4 PE=1 SV=1ER membrane protein complex subunit 4Emc4 4 26.8 20.158 183 0 18.597 2.968317275 2.884355889 3.235022914 3.663894596 3.358832509 3.218540634
sp|Q80W89|NDUAB_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 11 OS=Rattus norvegicus OX=10116 GN=Ndufa11 PE=2 SV=1NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 11 (Complex I-B14.7) (CI-B14.7) (NADH-ubiquinone oxidoreductase subunit B14.7)Ndufa11 8 77.3 14.854 141 0 149.2 67.55252323 73.00105001 53.60450805 46.05699341 53.20838956 45.54460039
tr|B1WC67|B1WC67_RAT RCG29001 OS=Rattus norvegicus OX=10116 GN=Slc25a24 PE=1 SV=1RCG29001 (Slc25a24 protein) (Solute carrier family 25 member 24)Slc25a24 6 14.1 52.89 475 0 25.127 6.85108218 7.009384119 5.652714292 7.031433359 8.315917487 8.106040737
sp|Q75Q39|TOM70_RAT Mitochondrial import receptor subunit TOM70 OS=Rattus norvegicus OX=10116 GN=Tomm70 PE=1 SV=1;tr|R9PXR4|R9PXR4_RAT Mitochondrial import receptor subunit TOM70 OS=Rattus norvegicus OX=10116 GN=Tomm70 PE=1 SV=1Mitochondrial import receptor subunit TOM70 (Mitochondrial precursor proteins import receptor) (Translocase of outer membrane 70 kDa subunit) (Translocase of outer mitochondrial membrane protein 70)Tomm70 16 32.3 67.444 610 0 139.24 17.99644575 15.90475209 15.12863748 19.13531754 19.13469963 18.10486256
tr|B5DEL7|B5DEL7_RAT RCG23282, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Sec61g PE=1 SV=1;tr|A0A0G2K7E7|A0A0G2K7E7_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1Protein transport protein Sec61 subunit gammaSec61g 2 36.8 7.7412 68 0.00055525 4.0578 1.703814718 1.731492112 2.043740476 2.755894245 2.028555359 2.763277508
sp|Q7M0E3|DEST_RAT Destrin OS=Rattus norvegicus OX=10116 GN=Dstn PE=1 SV=3Destrin (Actin-depolymerizing factor) (ADF)Dstn 2 15.2 18.533 165 0 8.9572 0.749580137 0.606960049 0.620385279 0.821160089 0.761105989 0.785773387
sp|Q62930|CO9_RAT Complement component C9 OS=Rattus norvegicus OX=10116 GN=C9 PE=1 SV=1;tr|F7F389|F7F389_RAT Complement component C9 OS=Rattus norvegicus OX=10116 GN=C9 PE=1 SV=1Complement component C9C9 2 4 62.28 554 0.0010471 3.1677 1.11273014 0.974482576 1.702949359 2.073833861 1.543514101 2.193309613
sp|P12368|KAP2_RAT cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Rattus norvegicus OX=10116 GN=Prkar2a PE=1 SV=4;tr|A0A0G2K405|A0A0G2K405_RAT cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Rattus norvegicus OX=10116 GcAMP-dependent protein kinase type II-alpha regulatory subunitPrkar2a 4 13.2 45.48 401 0 36.041 2.815591576 2.265253678 2.218275291 3.113169658 3.499642241 2.708007894
tr|A0A0G2K2Y3|A0A0G2K2Y3_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Erap1 PE=1 SV=1;tr|Q4KMA8|Q4KMA8_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Erap1 PE=1 SV=1;sp|Q9JJ22|ERAP1_RAT Endoplasmic reticulum aminopeptidase 1 OS=Rattus norvegicuEndoplasmic reticulum aminopeptidase 1 (EC 3.4.11.-) (ARTS-1) (Adipocyte-derived leucine aminopeptidase) (A-LAP) (Aminopeptidase PILS) (Puromycin-insensitive leucyl-specific aminopeptidase) (PILS-AP)Erap1 5 7.9 100.74 884 0 17.179 1.710688378 1.545065496 1.610925237 1.812238023 1.948308373 2.265546185
tr|B0BN81|B0BN81_RAT 40S ribosomal protein S5 OS=Rattus norvegicus OX=10116 GN=Rps5 PE=1 SV=1;sp|P24050|RS5_RAT 40S ribosomal protein S5 OS=Rattus norvegicus OX=10116 GN=Rps5 PE=1 SV=3;tr|A0A0G2K200|A0A0G2K200_RAT 40S ribosomal protein S5 OS=Rattus norvegi40S ribosomal protein S5 [Cleaved into: 40S ribosomal protein S5, N-terminally processed]Rps5 6 29.4 22.906 204 0 69.284 9.987377654 7.247785114 9.546816524 14.35611685 14.2341327 10.03245095
tr|B2RYP4|B2RYP4_RAT Sorting nexin 2 OS=Rattus norvegicus OX=10116 GN=Snx2 PE=1 SV=1Sorting nexin-2 Snx2 3 7.3 58.53 519 0 7.2876 2.429612996 2.794178121 3.969020478 6.775212777 4.119560992 7.996720692
sp|P08503|ACADM_RAT Medium-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acadm PE=1 SV=1;tr|G3V796|G3V796_RAT Acetyl-Coenzyme A dehydrogenase, medium chain OS=Rattus norvegicus OX=10116 GN=Acadm PE=1 SV=1Medium-chain specific acyl-CoA dehydrogenase, mitochondrial (MCAD) (EC 1.3.8.7)Acadm 26 58.2 46.555 421 0 323.31 117.7703786 103.1935735 104.3229713 146.1233743 121.7510721 165.4634072
sp|P07687|HYEP_RAT Epoxide hydrolase 1 OS=Rattus norvegicus OX=10116 GN=Ephx1 PE=1 SV=1Epoxide hydrolase 1 (EC 3.3.2.9) (Epoxide hydratase) (Microsomal epoxide hydrolase) (mEH)Ephx1 3 7.3 52.581 455 0 7.3616 0.929348921 0.905134047 0.900848456 1.496531264 1.066831905 1.49583553
tr|D3ZX69|D3ZX69_RAT 39S ribosomal protein L10, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl10 PE=1 SV=1;sp|P0C2C4|RM10_RAT 39S ribosomal protein L10, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl10 PE=1 SV=139S ribosomal protein L10, mitochondrial (L10mt) (MRP-L10) (MRP-L8)Mrpl10 2 14.5 29.465 262 0 55.948 0.72193498 0.756515952 0.769169805 1.013534563 0.949211827 1.314075715
tr|A0A0G2K5L2|A0A0G2K5L2_RAT RCG47744, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=LOC100911440 PE=1 SV=1;tr|Q5FVG4|Q5FVG4_RAT Solute carrier family 25 (Mitochondrial carrier, glutamate), member 22 OS=Rattus norvegicus OX=10116 GN=Slc25a22 PE=1 SV=1Mitochondrial glutamate carrier 1-like (RCG47744, isoform CRA_c)LOC100911440 6 28.8 34.662 323 0 45.574 6.544025256 6.53011421 6.228551115 7.434577631 6.660284109 7.495636617
tr|A0A0G2K943|A0A0G2K943_RAT AP-2 complex subunit alpha OS=Rattus norvegicus OX=10116 GN=Ap2a2 PE=1 SV=1;sp|P18484|AP2A2_RAT AP-2 complex subunit alpha-2 OS=Rattus norvegicus OX=10116 GN=Ap2a2 PE=1 SV=3;tr|Q66HM2|Q66HM2_RAT AP-2 complex subunit alpha OS=RaAP-2 complex subunit alpha-2 (100 kDa coated vesicle protein C) (Adaptor protein complex AP-2 subunit alpha-2) (Adaptor-related protein complex 2 subunit alpha-2) (Alpha-adaptin C) (Alpha2-adaptin) (Clathrin assembly protein complex 2 alpha-C large chain) (Plasma membrane adaptor HA2/AP2 adaptin alpha C subunit)Ap2a2 11 15.5 101.58 915 0 138.45 13.85368591 14.62636995 15.02984419 15.68738882 17.63168653 19.37586049
sp|Q1HCL7|NAKD2_RAT NAD kinase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nadk2 PE=1 SV=1;tr|A0A096MKG5|A0A096MKG5_RAT NAD kinase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nadk2 PE=1 SV=1NAD kinase 2, mitochondrial (EC 2.7.1.23) (Mitochondrial NAD kinase) (NAD kinase domain-containing protein 1, mitochondrial)Nadk2 3 9.6 48.116 425 0 8.4693 0.093662396 0.078405793 0.090212911 0.099937972 0.103851896 0.097501086
tr|D3ZYY0|D3ZYY0_RAT Short chain dehydrogenase/reductase family 39U, member 1 OS=Rattus norvegicus OX=10116 GN=Sdr39u1 PE=1 SV=1Short chain dehydrogenase/reductase family 39U, member 1 (Similar to HCDI protein (Predicted), isoform CRA_a)Sdr39u1 4 11.1 31.943 298 0 7.8952 8.801295027 10.58145037 9.807063666 7.084588677 7.754512163 9.101503383
tr|F1LVX2|F1LVX2_RAT EH domain-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Ehbp1 PE=1 SV=3EH domain-binding protein 1Ehbp1 3 3.8 136.19 1205 0.0015306 2.8747 0.263446813 0.190735603 0.340146217 0.375419891 0.395329657 0.407400047
tr|A0A0G2JTE7|A0A0G2JTE7_RAT Myosin XVA OS=Rattus norvegicus OX=10116 GN=Myo15a PE=3 SV=1;tr|A0A0G2K1F7|A0A0G2K1F7_RAT Myosin XVA OS=Rattus norvegicus OX=10116 GN=Myo15a PE=3 SV=1Myosin XVA Myo15a 2 0.7 392.77 3490 0.0010576 3.3019 2.106450635 1.24284411 2.726969266 3.547430695 2.773967884 3.316176846
sp|D3ZAF6|ATPK_RAT ATP synthase subunit f, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5mf PE=1 SV=1ATP synthase subunit f, mitochondrial (ATP synthase membrane subunit f)Atp5mf 6 46.6 10.452 88 0 70.809 132.2652716 119.7878622 141.2927016 291.1657247 171.2043557 243.6333357
tr|Q5XI19|Q5XI19_RAT Fermitin family homolog 2 (Drosophila) OS=Rattus norvegicus OX=10116 GN=Fermt2 PE=1 SV=1;tr|A0A0G2JWC7|A0A0G2JWC7_RAT Fermitin family member 2 OS=Rattus norvegicus OX=10116 GN=Fermt2 PE=1 SV=1Fermitin family homolog 2 (Drosophila) (Fermitin family member 2) (RCG61183, isoform CRA_b)Fermt2 6 11 77.875 680 0 18.629 2.343566815 2.134799468 2.147427694 2.719820298 3.249948998 2.523809713
tr|F1M5Z5|F1M5Z5_RAT Anoctamin OS=Rattus norvegicus OX=10116 GN=Ano6 PE=1 SV=2;tr|A0A0G2K1M7|A0A0G2K1M7_RAT Anoctamin OS=Rattus norvegicus OX=10116 GN=Ano6 PE=1 SV=1Anoctamin Ano6 3 4.9 92.226 799 0 30.911 2.219138519 3.167870447 2.798274238 3.245520429 3.358293215 3.995363189
sp|Q5XIC0|ECI2_RAT Enoyl-CoA delta isomerase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Eci2 PE=1 SV=1Enoyl-CoA delta isomerase 2 (EC 5.3.3.8) (Delta(3),delta(2)-enoyl-CoA isomerase) (D3,D2-enoyl-CoA isomerase) (Dodecenoyl-CoA isomerase) (Peroxisomal 3,2-trans-enoyl-CoA isomerase) (pECI)Eci2 13 30.7 43.021 391 0 323.31 59.98648007 51.97931424 54.04816311 76.035996 59.73223222 77.01272093
tr|A0A1B0GWV4|A0A1B0GWV4_RAT Translocase of outer mitochondrial membrane 5 OS=Rattus norvegicus OX=10116 GN=Tomm5 PE=1 SV=1;tr|A0A1B0GWY3|A0A1B0GWY3_RAT RCG54790, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Tomm5 PE=1 SV=1Translocase of outer mitochondrial membrane 5Tomm5 2 38.3 5.4384 47 0.0010846 3.7637 0.569610663 0.60661454 0.604788746 0.8302383 0.659664739 0.873930453
sp|P42123|LDHB_RAT L-lactate dehydrogenase B chain OS=Rattus norvegicus OX=10116 GN=Ldhb PE=1 SV=2L-lactate dehydrogenase B chain (LDH-B) (EC 1.1.1.27) (LDH heart subunit) (LDH-H)Ldhb 8 30.2 36.612 334 0 23.21 9.817793928 7.198920313 9.115053251 11.36030697 10.89374405 10.75217511
tr|A0A0G2JSG6|A0A0G2JSG6_RAT Adenylate kinase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ak2 PE=1 SV=1;sp|P29410|KAD2_RAT Adenylate kinase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ak2 PE=2 SV=2Adenylate kinase 2, mitochondrial (AK 2) (EC 2.7.4.3) (ATP-AMP transphosphorylase 2) (ATP:AMP phosphotransferase) (Adenylate monophosphate kinase)Ak2 7 42.2 25.529 232 0 26.432 9.551376891 9.582930263 9.709642504 14.53111132 11.23080296 12.09733998
tr|M0R7R2|M0R7R2_RAT Similar to Protein C6orf203 OS=Rattus norvegicus OX=10116 GN=LOC683897 PE=1 SV=1Similar to Protein C6orf203 LOC683897 3 19.4 29.264 253 0 23.617 2.374272507 2.116833017 1.997088088 2.358184955 2.526216102 2.870565582
tr|Q5XI04|Q5XI04_RAT RCG45489, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Stom PE=1 SV=1RCG45489, isoform CRA_a (Stomatin)Stom 7 32.7 31.378 284 0 66.481 6.221414795 6.826758098 6.070298898 7.386200318 9.086568985 7.376969504
tr|A0A0G2K0I3|A0A0G2K0I3_RAT Nicotinamide phosphoribosyltransferase OS=Rattus norvegicus OX=10116 GN=Nampt PE=1 SV=1;sp|Q80Z29|NAMPT_RAT Nicotinamide phosphoribosyltransferase OS=Rattus norvegicus OX=10116 GN=Nampt PE=1 SV=1Nicotinamide phosphoribosyltransferase (NAmPRTase) (Nampt) (EC 2.4.2.12) (Pre-B-cell colony-enhancing factor 1 homolog) (PBEF) (Visfatin)Nampt 4 13.8 54.091 478 0 68.852 2.709978043 1.76120586 1.92473115 3.823061927 4.446966537 2.590661562
sp|Q923V4|FBX6_RAT F-box only protein 6 OS=Rattus norvegicus OX=10116 GN=Fbxo6 PE=1 SV=1F-box only protein 6 (F-box only protein 6b) (F-box protein that recognizes sugar chains 2) (F-box/G-domain protein 2)Fbxo6 2 6.7 32.786 284 0.0015244 2.8391 0.165966274 0.178672414 0.161769441 0.259947427 0.260004549 0.190182336
tr|A0A0G2K1Q1|A0A0G2K1Q1_RAT NLR family member X1 OS=Rattus norvegicus OX=10116 GN=Nlrx1 PE=1 SV=1;sp|Q5FVQ8|NLRX1_RAT NLR family member X1 OS=Rattus norvegicus OX=10116 GN=Nlrx1 PE=2 SV=1NLR family member X1 Nlrx1 24 33.8 107.33 971 0 250.88 38.34197731 37.56567893 34.52276679 40.93019277 38.91763097 44.76838742
tr|G3V824|G3V824_RAT Insulin-like growth factor 2 receptor OS=Rattus norvegicus OX=10116 GN=Igf2r PE=1 SV=1Insulin-like growth factor 2 receptor (Insulin-like growth factor 2 receptor, isoform CRA_b)Igf2r 11 4.5 273.59 2481 0 22.578 7.815401473 7.605633398 8.219967737 8.413471649 9.413381306 10.22487861
sp|Q641Y0|OST48_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit OS=Rattus norvegicus OX=10116 GN=Ddost PE=2 SV=1Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit (DDOST 48 kDa subunit) (Oligosaccharyl transferase 48 kDa subunit)Ddost 9 23.8 48.895 441 0 38.668 11.9988012 12.40869775 10.79819821 12.69157894 12.78019537 14.13235905



sp|P53534|PYGB_RAT Glycogen phosphorylase, brain form (Fragment) OS=Rattus norvegicus OX=10116 GN=Pygb PE=1 SV=3;tr|G3V6Y6|G3V6Y6_RAT Alpha-1,4 glucan phosphorylase OS=Rattus norvegicus OX=10116 GN=Pygb PE=1 SV=2Glycogen phosphorylase, brain form (EC 2.4.1.1) (Fragment)Pygb 2 5.3 96.173 838 0.001065 3.3919 0.588124389 0.539684571 0.664156196 0.948553679 0.666621635 0.92196625
tr|D3ZZC1|D3ZZC1_RAT RCG43947 OS=Rattus norvegicus OX=10116 GN=Txndc5 PE=1 SV=1RCG43947 (Thioredoxin domain-containing 5)Txndc5 5 18.9 46.353 417 0 59.812 2.542601916 1.790327306 1.660687784 2.605864851 2.62123975 3.01493713
tr|G3V7K5|G3V7K5_RAT NPC intracellular cholesterol transporter 1 OS=Rattus norvegicus OX=10116 GN=Npc1 PE=1 SV=1NPC intracellular cholesterol transporter 1 (RCG41239)Npc1 2 1.9 142.95 1278 0.0010633 3.3797 0.301603151 0.183544087 0.246749966 0.414778717 0.423335208 0.711261006
sp|Q9Z2L0|VDAC1_RAT Voltage-dependent anion-selective channel protein 1 OS=Rattus norvegicus OX=10116 GN=Vdac1 PE=1 SV=4Voltage-dependent anion-selective channel protein 1 (VDAC-1) (rVDAC1) (Outer mitochondrial membrane protein porin 1)Vdac1 27 88.3 30.755 283 0 323.31 1418.23171 1754.838628 1388.86902 1151.559217 1247.225835 1156.19156
tr|D3Z9Z0|D3Z9Z0_RAT Ankyrin 1 OS=Rattus norvegicus OX=10116 GN=Ank1 PE=1 SV=1Ankyrin 1 (Ankyrin 1, erythroid)Ank1 45 31.9 187.12 1707 0 323.31 59.11347509 62.62098184 58.61277907 71.37146745 84.21079868 67.74286874
sp|Q5PQJ6|P5CR3_RAT Pyrroline-5-carboxylate reductase 3 OS=Rattus norvegicus OX=10116 GN=Pycr3 PE=2 SV=1Pyrroline-5-carboxylate reductase 3 (P5C reductase 3) (P5CR 3) (EC 1.5.1.2) (Pyrroline-5-carboxylate reductase-like protein)Pycr3 2 10.6 28.878 274 0.0015658 3.0882 1.49740423 1.496546204 1.616962605 2.180025049 2.118293923 1.676172966
sp|P31044|PEBP1_RAT Phosphatidylethanolamine-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Pebp1 PE=1 SV=3Phosphatidylethanolamine-binding protein 1 (PEBP-1) (23 kDa morphine-binding protein) (HCNPpp) (P23K) [Cleaved into: Hippocampal cholinergic neurostimulating peptide (HCNP)]Pebp1 6 50.8 20.801 187 0 64.77 7.022672813 6.599215947 7.687581667 7.484746696 8.553746256 9.029165211
tr|F1MAH8|F1MAH8_RAT CAP-Gly domain-containing linker protein 1 OS=Rattus norvegicus OX=10116 GN=Clip1 PE=1 SV=3;sp|Q9JK25|CLIP1_RAT CAP-Gly domain-containing linker protein 1 OS=Rattus norvegicus OX=10116 GN=Clip1 PE=1 SV=2;tr|A0A0G2K681|A0A0G2K681_RAT CACAP-Gly domain-containing linker protein 1 (Cytoplasmic linker protein 170) (CLIP-170) (Restin)Clip1 5 3.4 148.15 1319 0 6.975 0.691731014 0.706170401 0.664247671 0.799002085 0.825713441 1.006201612
sp|P02651|APOA4_RAT Apolipoprotein A-IV OS=Rattus norvegicus OX=10116 GN=Apoa4 PE=1 SV=2;tr|A0A0G2JVX7|A0A0G2JVX7_RAT Apolipoprotein A-IV OS=Rattus norvegicus OX=10116 GN=Apoa4 PE=1 SV=1Apolipoprotein A-IV (Apo-AIV) (ApoA-IV) (Apolipoprotein A4)Apoa4 5 14.1 44.456 391 0 11.638 1.96456224 1.685786249 1.943895219 2.13415619 1.989672242 2.311265535
tr|F7EZZ0|F7EZZ0_RAT Death-associated protein 3 OS=Rattus norvegicus OX=10116 GN=Dap3 PE=1 SV=1;tr|A0A0G2K264|A0A0G2K264_RAT Death-associated protein 3 OS=Rattus norvegicus OX=10116 GN=Dap3 PE=1 SV=1Death-associated protein 3 (RCG62665)Dap3 8 21.7 45.111 396 0 24.734 3.114972077 2.894523716 3.329333917 3.812848939 3.487939555 4.51006147
sp|P07895|SODM_RAT Superoxide dismutase [Mn], mitochondrial OS=Rattus norvegicus OX=10116 GN=Sod2 PE=1 SV=2Superoxide dismutase [Mn], mitochondrial (EC 1.15.1.1)Sod2 10 44.1 24.674 222 0 188.86 102.3673597 116.8510384 97.86939107 70.72046411 79.18996912 98.89501778
sp|P21531|RL3_RAT 60S ribosomal protein L3 OS=Rattus norvegicus OX=10116 GN=Rpl3 PE=1 SV=360S ribosomal protein L3 (L4)Rpl3 4 13.4 46.135 403 0 79.971 4.245965079 3.444425472 3.383533014 5.142747237 5.640478664 4.055306336
sp|P04166|CYB5B_RAT Cytochrome b5 type B OS=Rattus norvegicus OX=10116 GN=Cyb5b PE=1 SV=2Cytochrome b5 type B (Cytochrome b5 outer mitochondrial membrane isoform)Cyb5b 5 52.1 16.265 146 0 17.512 2.014233213 1.904789399 2.327908401 3.046994272 2.357578786 3.452623706
tr|B0BNE6|B0BNE6_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 8 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ndufs8 PE=1 SV=1Complex I-23kD (NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial) (NADH-ubiquinone oxidoreductase 23 kDa subunit)Ndufs8 10 46.7 23.97 212 0 323.31 120.9613623 123.6970463 100.0144861 97.656474 101.4466432 76.82577959
tr|F1M446|F1M446_RAT Ecm29 proteasome adaptor and scaffold OS=Rattus norvegicus OX=10116 GN=Ecpas PE=1 SV=3Ecm29 proteasome adaptor and scaffoldEcpas 2 1.9 203.92 1839 0 6.1448 0.314392172 0.244852136 0.384415673 0.461453865 0.361623766 0.457996128
tr|Q6IRK8|Q6IRK8_RAT Spectrin alpha chain, non-erythrocytic 1 OS=Rattus norvegicus OX=10116 GN=Sptan1 PE=1 SV=1;sp|P16086|SPTN1_RAT Spectrin alpha chain, non-erythrocytic 1 OS=Rattus norvegicus OX=10116 GN=Sptan1 PE=1 SV=2;tr|A0A0G2K1E7|A0A0G2K1E7_RAT SpecSpectrin alpha chain, non-erythrocytic 1 (Alpha-II spectrin) (Fodrin alpha chain)Sptan1 63 31.7 282.38 2452 0 323.31 46.01187795 45.50053275 45.53044337 62.57396356 73.79163358 53.16449204
sp|O08700|VPS45_RAT Vacuolar protein sorting-associated protein 45 OS=Rattus norvegicus OX=10116 GN=Vps45 PE=1 SV=1Vacuolar protein sorting-associated protein 45 (rVps45)Vps45 2 4 64.893 570 0.0010515 3.1946 0.496478935 0.468929328 0.460760934 0.515355748 0.58810039 0.516344178
tr|Q5M9H7|Q5M9H7_RAT DnaJ (Hsp40) homolog, subfamily A, member 2 OS=Rattus norvegicus OX=10116 GN=Dnaja2 PE=1 SV=1;sp|O35824|DNJA2_RAT DnaJ homolog subfamily A member 2 OS=Rattus norvegicus OX=10116 GN=Dnaja2 PE=1 SV=1DnaJ homolog subfamily A member 2 (RDJ2)Dnaja2 3 8.3 45.745 412 0 8.4652 1.553647827 1.377691216 1.491824436 2.168318934 2.372571167 1.662457161
tr|F1LXA0|F1LXA0_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12 OS=Rattus norvegicus OX=10116 GN=Ndufa12 PE=1 SV=2NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12Ndufa12 11 80 17.177 145 0 213.6 90.13023821 96.65852348 81.91610403 78.26971389 79.10907498 75.54868575
tr|B0BNF6|B0BNF6_RAT Membrane-associated ring finger (C3HC4) 5 OS=Rattus norvegicus OX=10116 GN=March5 PE=1 SV=1Membrane-associated ring finger (C3HC4) 5 (Membrane-associated ring finger (C3HC4) 5 (Predicted)) (Membrane-associated ring-CH-type finger 5)March5 5 24.8 31.231 278 0 15.097 0.939182771 0.942054118 0.856254262 0.959841718 1.160183741 1.17519049
tr|F1LYS7|F1LYS7_RAT Sarcoglycan, delta OS=Rattus norvegicus OX=10116 GN=Sgcd PE=4 SV=3Sarcoglycan, delta Sgcd 7 24.2 32.087 289 0 47.794 12.42326224 13.04640807 18.61796165 23.0013218 17.57344275 28.42117987
sp|Q5XHZ0|TRAP1_RAT Heat shock protein 75 kDa, mitochondrial OS=Rattus norvegicus OX=10116 GN=Trap1 PE=1 SV=1Heat shock protein 75 kDa, mitochondrial (HSP 75) (TNFR-associated protein 1) (Tumor necrosis factor type 1 receptor-associated protein) (TRAP-1)Trap1 15 28 80.46 706 0 130.83 13.90084825 11.35785775 11.58442816 15.47954555 13.55516122 17.96465655
tr|D3ZLT1|D3ZLT1_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 7 (Predicted) OS=Rattus norvegicus OX=10116 GN=Ndufb7 PE=1 SV=1Complex I-B18 (NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 7) (NADH-ubiquinone oxidoreductase B18 subunit)Ndufb7 11 59.9 16.568 137 0 287.71 61.15550398 58.77102789 52.7720831 69.72902783 61.47415268 77.05640831
sp|Q5RKI0|WDR1_RAT WD repeat-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Wdr1 PE=1 SV=3WD repeat-containing protein 1Wdr1 6 12.2 66.181 606 0 19.532 5.287199122 4.489194388 4.972595662 5.451107811 5.772605758 5.358714203
sp|P62902|RL31_RAT 60S ribosomal protein L31 OS=Rattus norvegicus OX=10116 GN=Rpl31 PE=2 SV=1;tr|D3ZX87|D3ZX87_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=2;tr|D4ABZ9|D4ABZ9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE60S ribosomal protein L31 Rpl31 8 54.4 14.463 125 0 24.317 17.14752367 15.44226403 16.49390588 18.98421309 20.2461851 17.08989299
tr|D4A9G1|D4A9G1_RAT Ribosomal protein L3-like OS=Rattus norvegicus OX=10116 GN=Rpl3l PE=3 SV=2Ribosomal protein L3-like Rpl3l 11 30 46.394 407 0 150.5 28.19103665 24.74878735 28.233842 34.34968375 34.68417103 28.35615679
sp|P81795|IF2G_RAT Eukaryotic translation initiation factor 2 subunit 3, X-linked OS=Rattus norvegicus OX=10116 GN=Eif2s3 PE=1 SV=2;sp|C9WPN6|IF2H_RAT Eukaryotic translation initiation factor 2 subunit 3, Y-linked OS=Rattus norvegicus OX=10116 GN=Eif2s3y PEukaryotic translation initiation factor 2 subunit 3, X-linked (EC 3.6.5.3) (Eukaryotic translation initiation factor 2 subunit gamma, X-linked) (eIF-2-gamma) (eIF-2-gamma X) (PP42)Eif2s3 6 21.6 51.079 472 0 172.42 5.099051497 4.063083458 4.796505768 7.196274572 8.143882618 5.314518831
sp|P23928|CRYAB_RAT Alpha-crystallin B chain OS=Rattus norvegicus OX=10116 GN=Cryab PE=1 SV=1Alpha-crystallin B chain (Alpha(B)-crystallin)Cryab 11 60.6 20.089 175 0 286.47 61.59200647 54.40774674 65.17612967 66.04996306 67.50346251 72.6825905
sp|P62260|1433E_RAT 14-3-3 protein epsilon OS=Rattus norvegicus OX=10116 GN=Ywhae PE=1 SV=114-3-3 protein epsilon (14-3-3E) (Mitochondrial import stimulation factor L subunit) (MSF L)Ywhae 10 34.9 29.174 255 0 159.36 48.51800432 35.81000121 45.24412578 52.40218563 63.5396497 49.77516423
tr|B2GV57|B2GV57_RAT Cysteinyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cars2 PE=1 SV=1Cysteinyl-tRNA synthetase (EC 6.1.1.16)Cars2 6 13.8 60.917 550 0 27.308 2.27212089 1.747237437 1.846428319 2.538494963 2.119857877 2.662390143
sp|Q5BK85|TMED1_RAT Transmembrane emp24 domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Tmed1 PE=2 SV=1Transmembrane emp24 domain-containing protein 1 (Interleukin-1 receptor-like 1 ligand) (p24 family protein gamma-1) (p24gamma1)Tmed1 3 17.2 25.209 227 0 17.164 1.774156843 2.286675216 2.160737346 2.376401103 2.748621054 2.368363923
tr|A0A0H2UHG7|A0A0H2UHG7_RAT 40S ribosomal protein S20 OS=Rattus norvegicus OX=10116 GN=Rps20 PE=3 SV=1;tr|D3ZZK1|D3ZZK1_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|A0A0G2K6L6|A0A0G2K6L6_RAT Uncharacterized protein OS=Rattus norv40S ribosomal protein S20 Rps20 3 22.9 13.241 118 0 23.712 7.301633025 6.19349003 5.837494337 8.061093692 9.02401085 6.987339045
sp|Q63159|COQ3_RAT Ubiquinone biosynthesis O-methyltransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq3 PE=2 SV=2Ubiquinone biosynthesis O-methyltransferase, mitochondrial (3-demethylubiquinol 3-O-methyltransferase) (EC 2.1.1.64) (Polyprenyldihydroxybenzoate methyltransferase) (EC 2.1.1.114)Coq3 3 12.5 38.708 345 0 35.85 6.600720407 5.733469891 5.301906633 4.202793969 4.757006807 5.409005487
sp|Q9EQP5|PRELP_RAT Prolargin OS=Rattus norvegicus OX=10116 GN=Prelp PE=2 SV=1Prolargin (Proline-arginine-rich end leucine-rich repeat protein)Prelp 10 29.2 43.179 377 0 41.464 7.362341992 8.01333365 9.502451018 9.284860528 10.48334112 10.06211772
tr|Q9JKB7|Q9JKB7_RAT Guanine deaminase OS=Rattus norvegicus OX=10116 GN=Gda PE=1 SV=1;sp|Q9WTT6|GUAD_RAT Guanine deaminase OS=Rattus norvegicus OX=10116 GN=Gda PE=1 SV=1Guanine deaminase (Guanase) (Guanine aminase) (EC 3.5.4.3) (Guanine aminohydrolase) (GAH)Gda 9 23.1 50.9 454 0 165.07 8.838924552 8.691517847 9.265987446 9.88868106 12.54883813 10.80805432
tr|D3ZV63|D3ZV63_RAT Odr-4 GPCR localization factor homolog OS=Rattus norvegicus OX=10116 GN=Odr4 PE=1 SV=1;tr|D3ZV64|D3ZV64_RAT Odr-4 GPCR localization factor homolog OS=Rattus norvegicus OX=10116 GN=Odr4 PE=1 SV=1Protein odr-4 homolog Odr4 3 7.4 50.063 447 0 8.705 0.358233078 0.314338869 0.334104275 0.480816735 0.37279255 0.529084637
tr|F1LNQ5|F1LNQ5_RAT Asparaginyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nars2 PE=1 SV=3;tr|A0A0G2K7D7|A0A0G2K7D7_RAT Asparaginyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nars2 PE=1 SV=1Asparagine--tRNA ligase (EC 6.1.1.22)Nars2 2 5.4 44.043 390 0.0015568 3.0417 0.82729765 0.764462652 0.687253701 0.646762863 0.707661928 0.588286115
sp|Q5FVN0|MBOA5_RAT Lysophospholipid acyltransferase 5 OS=Rattus norvegicus OX=10116 GN=Lpcat3 PE=2 SV=1Lysophospholipid acyltransferase 5 (LPLAT 5) (EC 2.3.1.-) (1-acylglycerophosphocholine O-acyltransferase) (EC 2.3.1.23) (1-acylglycerophosphoethanolamine O-acyltransferase) (EC 2.3.1.n7) (1-acylglycerophosphoserine O-acyltransferase) (EC 2.3.1.n6) (Lysophosphatidylcholine acyltransferase 3) (Lyso-PC acyltransferase 3) (Membrane-bound O-acyltransferase domain-containing protein 5) (O-acyltransferase domain-containing protein 5)Lpcat3 4 9.7 56.017 487 0 11.181 2.887037501 3.603359469 2.696645214 1.969971952 2.801849398 1.932506121
tr|D4A197|D4A197_RAT Methylmalonyl CoA epimerase OS=Rattus norvegicus OX=10116 GN=Mcee PE=1 SV=1Methylmalonyl CoA epimerase (Methylmalonyl CoA epimerase (Predicted), isoform CRA_d)Mcee 2 17.4 18.816 178 0 27.738 1.618521128 1.378579666 1.530061099 2.123166775 1.955534916 2.93823022
sp|P62828|RAN_RAT GTP-binding nuclear protein Ran OS=Rattus norvegicus OX=10116 GN=Ran PE=1 SV=3;tr|Q66H11|Q66H11_RAT GTP-binding nuclear protein Ran OS=Rattus norvegicus OX=10116 GN=RGD1306195 PE=2 SV=1;sp|Q8K586|RANT_RAT GTP-binding nuclear protein Ran, GTP-binding nuclear protein Ran (GTPase Ran) (Ras-like protein TC4) (Ras-related nuclear protein)Ran 4 20.8 24.423 216 0 28.743 1.061403468 1.106368178 0.867551458 1.366808396 1.112186552 1.556896262
sp|P61805|DAD1_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 OS=Rattus norvegicus OX=10116 GN=Dad1 PE=3 SV=3Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 (Oligosaccharyl transferase subunit DAD1) (Defender against cell death 1) (DAD-1)Dad1 3 28.3 12.497 113 0 7.1883 2.087535527 2.314562703 2.152550309 2.529058401 2.517533464 3.134518629
sp|P68255|1433T_RAT 14-3-3 protein theta OS=Rattus norvegicus OX=10116 GN=Ywhaq PE=1 SV=114-3-3 protein theta (14-3-3 protein tau)Ywhaq 4 22 27.778 245 0 11.562 2.536982573 2.022064919 2.290449278 2.777514723 3.894837074 2.920348875
sp|B5DFN3|UQCC2_RAT Ubiquinol-cytochrome-c reductase complex assembly factor 2 OS=Rattus norvegicus OX=10116 GN=Uqcc2 PE=2 SV=1;tr|D3Z949|D3Z949_RAT Similar to RIKEN cDNA 2900010M23 OS=Rattus norvegicus OX=10116 GN=RGD1561671 PE=4 SV=3Ubiquinol-cytochrome-c reductase complex assembly factor 2 (Mitochondrial nucleoid factor 1) (Mitochondrial protein M19)Uqcc2 5 36.8 16.33 136 0 316.18 16.81538039 17.60613559 14.72934793 13.21357612 15.49877773 13.30026688
sp|P40329|SYRC_RAT Arginine--tRNA ligase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Rars PE=1 SV=2Arginine--tRNA ligase, cytoplasmic (EC 6.1.1.19) (Arginyl-tRNA synthetase) (ArgRS)Rars1 5 9.4 75.81 660 0 9.1312 2.447323959 2.144473712 2.161148985 2.556711112 2.954253956 2.444359643
sp|Q704E8|ABCB7_RAT ATP-binding cassette sub-family B member 7, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb7 PE=1 SV=1;tr|F1LNV4|F1LNV4_RAT ATP-binding cassette sub-family B member 7, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb7 PE=1 SV=2;tATP-binding cassette sub-family B member 7, mitochondrial (ATP-binding cassette transporter 7) (ABC transporter 7 protein)Abcb7 17 31 82.557 752 0 171.19 16.1074436 17.08688539 13.71488719 12.35950751 14.54746266 11.78238446
sp|P52555|ERP29_RAT Endoplasmic reticulum resident protein 29 OS=Rattus norvegicus OX=10116 GN=Erp29 PE=1 SV=2Endoplasmic reticulum resident protein 29 (ERp29) (Endoplasmic reticulum resident protein 31) (ERp31)Erp29 2 10.4 28.574 260 0 18.76 1.406240434 1.398717887 1.553844669 2.376102478 1.776273504 2.902264332
tr|Q5U3Z7|Q5U3Z7_RAT Serine hydroxymethyltransferase OS=Rattus norvegicus OX=10116 GN=Shmt2 PE=1 SV=1Serine hydroxymethyltransferase (EC 2.1.2.1)Shmt2 12 28.6 55.764 504 0 171.06 6.420600414 5.775424518 6.25050518 9.271721011 7.260518621 11.13621765
sp|Q5M818|RM16_RAT 39S ribosomal protein L16, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl16 PE=2 SV=139S ribosomal protein L16, mitochondrial (L16mt) (MRP-L16)Mrpl16 6 23.1 28.895 251 0 24.297 4.041260464 3.934603584 3.382572524 5.436833518 4.044814808 5.285664841
tr|D3ZPF2|D3ZPF2_RAT Malonyl-CoA-acyl carrier protein transacylase OS=Rattus norvegicus OX=10116 GN=Mcat PE=1 SV=1Malonyl-CoA-acyl carrier protein transacylaseMcat 7 28.4 41.832 380 0 150.51 2.097218858 2.122953456 2.3569518 2.52009964 2.275012835 2.640140059
tr|A0A0G2K1T0|A0A0G2K1T0_RAT Glutaminase kidney isoform, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gls PE=1 SV=1;sp|P13264|GLSK_RAT Glutaminase kidney isoform, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gls PE=1 SV=2;tr|A0A0G2KAN7|A0A0G2KAN7_RAT GGlutaminase kidney isoform, mitochondrial (GLS) (EC 3.5.1.2) (K-glutaminase) (L-glutamine amidohydrolase) [Cleaved into: Glutaminase kidney isoform, mitochondrial 68 kDa chain; Glutaminase kidney isoform, mitochondrial 65 kDa chain]Gls 7 15.2 73.865 673 0 29.966 2.274930562 1.868955212 2.011861344 2.49352198 2.215906184 2.373647048
sp|Q68FW9|CSN3_RAT COP9 signalosome complex subunit 3 OS=Rattus norvegicus OX=10116 GN=Cops3 PE=1 SV=1COP9 signalosome complex subunit 3 (SGN3) (Signalosome subunit 3)Cops3 2 4.7 47.859 423 0 9.9149 0.595750639 0.518805975 0.556718491 0.579219773 0.686359805 0.7004814
tr|Q5U362|Q5U362_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa4 PE=1 SV=1;sp|P55260|ANXA4_RAT Annexin A4 OS=Rattus norvegicus OX=10116 GN=Anxa4 PE=1 SV=3Annexin A4 (36 kDa zymogen granule membrane-associated protein) (ZAP36) (Annexin IV) (Annexin-4) (Lipocortin IV)Anxa4 10 38.9 35.893 319 0 112.07 13.95553649 14.84107892 19.91782523 20.76043689 19.22691895 26.08339711
tr|F1LT36|F1LT36_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 GN=Rps10l1 PE=4 SV=2;sp|P63326|RS10_RAT 40S ribosomal protein S10 OS=Rattus norvegicus OX=10116 GN=Rps10 PE=2 SV=1;tr|A0A0H2UI18|A0A0H2UI18_RAT 40S ribosomal protein S10 OS=Rattus n40S ribosomal protein S10 Rps10 7 37.6 18.892 165 0 20.629 6.813954382 5.281840677 6.811248583 8.114249011 8.340185729 6.801820083
sp|P27274|CD59_RAT CD59 glycoprotein OS=Rattus norvegicus OX=10116 GN=Cd59 PE=1 SV=2CD59 glycoprotein (MAC-inhibitory protein) (MAC-IP) (Membrane attack complex inhibition factor) (MACIF) (Protectin) (CD antigen CD59)Cd59 4 29.4 13.79 126 0 21.287 46.55223793 67.19156821 53.50388526 35.80876739 45.80711514 38.98438167
tr|F1M9C9|F1M9C9_RAT Histidyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hars2 PE=1 SV=1Histidine--tRNA ligase (EC 6.1.1.21)Hars2 5 12.8 57.327 507 0 7.0815 3.827875971 3.871178061 3.734706574 4.393854492 4.130185089 4.982088358
tr|G3V9W6|G3V9W6_RAT Aldehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh3a2 PE=1 SV=1;sp|P30839|AL3A2_RAT Fatty aldehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh3a2 PE=1 SV=1;tr|A0A0G2JY43|A0A0G2JY43_RAT Fatty aldehyde dehydrogenase OS=Aldehyde dehydrogenase family 3 member A2 (EC 1.2.1.3) (EC 1.2.1.94) (Aldehyde dehydrogenase 4) (Fatty aldehyde dehydrogenase) (Microsomal aldehyde dehydrogenase) (msALDH)Aldh3a2 3 7.9 54.107 484 0 17.383 0.578541403 0.688253307 0.720276274 0.732229449 0.800744117 0.783721096
tr|Q5XID6|Q5XID6_RAT Sarcoglycan, gamma OS=Rattus norvegicus OX=10116 GN=Sgcg PE=2 SV=1Gamma-sarcoglycan Sgcg 5 19.2 32.18 292 0 46.846 7.546475801 7.620934497 6.806217443 4.860367071 6.844183452 5.864268614
sp|Q7TPB1|TCPD_RAT T-complex protein 1 subunit delta OS=Rattus norvegicus OX=10116 GN=Cct4 PE=1 SV=3T-complex protein 1 subunit delta (TCP-1-delta) (CCT-delta)Cct4 5 11.5 58.099 539 0 16.98 3.774592563 3.142993821 3.335508497 3.921130504 4.634371293 3.772659155
tr|G3V6U9|G3V6U9_RAT Histone-lysine N-methyltransferase OS=Rattus norvegicus OX=10116 GN=Setd3 PE=1 SV=1;tr|D4A7S1|D4A7S1_RAT Histone-lysine N-methyltransferase OS=Rattus norvegicus OX=10116 GN=LOC100910833 PE=3 SV=3Actin-histidine N-methyltransferase (EC 2.1.1.85) (SET domain-containing protein 3)Setd3 2 3.7 67.42 596 0.0010753 3.6364 0.3839215 0.431875989 0.498311532 0.339077182 0.390373543 0.244334366
tr|A0A0G2K080|A0A0G2K080_RAT Lysophospholipase D GDPD1 OS=Rattus norvegicus OX=10116 GN=Gdpd1 PE=1 SV=1;sp|Q0VGK4|GDPD1_RAT Lysophospholipase D GDPD1 OS=Rattus norvegicus OX=10116 GN=Gdpd1 PE=2 SV=1;tr|A0A0G2K8E7|A0A0G2K8E7_RAT Lysophospholipase D GDPD1 OSLysophospholipase D GDPD1 (EC 3.1.4.-) (Glycerophosphodiester phosphodiesterase 4) (Glycerophosphodiester phosphodiesterase domain-containing protein 1)Gdpd1 2 9.8 29.329 256 0 9.3545 1.386121182 1.487069395 1.753901084 1.831111147 1.690417858 2.072813726
tr|Q4V7D9|Q4V7D9_RAT Acid sphingomyelinase-like phosphodiesterase OS=Rattus norvegicus OX=10116 GN=Smpdl3b PE=2 SV=1Acid sphingomyelinase-like phosphodiesteraseSmpdl3b 6 21.1 51.645 456 0 82.266 10.86991545 11.35884492 10.95736518 13.35393005 11.51770751 13.60201459
tr|G3V7J7|G3V7J7_RAT Eukaryotic translation initiation factor 5A OS=Rattus norvegicus OX=10116 GN=Eif5a2 PE=3 SV=1;sp|Q3T1J1|IF5A1_RAT Eukaryotic translation initiation factor 5A-1 OS=Rattus norvegicus OX=10116 GN=Eif5a PE=1 SV=3Eukaryotic translation initiation factor 5A-1 (eIF-5A-1) (eIF-5A1) (Eukaryotic initiation factor 5A isoform 1) (eIF-5A) (eIF-4D)Eif5a 2 13.1 16.793 153 0.0010776 3.6845 6.343334456 5.60612526 6.385431203 7.184926807 8.427551399 6.678377838
sp|B2RZD7|LYRM9_RAT LYR motif-containing protein 9 OS=Rattus norvegicus OX=10116 GN=Lyrm9 PE=3 SV=1LYR motif-containing protein 9Lyrm9 3 48.7 9.3787 78 0 5.2267 1.821921254 1.520287587 1.700662477 2.565849049 1.81699022 2.437044547
sp|D4A702|SYNP2_RAT Synaptopodin-2 OS=Rattus norvegicus OX=10116 GN=Synpo2 PE=1 SV=2Synaptopodin-2 (Myopodin)Synpo2 6 6 136.02 1262 0 101.17 2.940371081 2.329172785 3.583040577 4.594948827 3.250110787 4.812418771
tr|Q5BJZ3|Q5BJZ3_RAT Nicotinamide nucleotide transhydrogenase OS=Rattus norvegicus OX=10116 GN=Nnt PE=1 SV=1Proton-translocating NAD(P)(+) transhydrogenase (EC 7.1.1.1)Nnt 53 42.2 113.87 1086 0 323.31 781.6404927 1101.481698 936.7524995 679.0741297 652.5999839 787.6834397
tr|Q5U1W6|Q5U1W6_RAT MICOS complex subunit OS=Rattus norvegicus OX=10116 GN=Apool PE=1 SV=1MICOS complex subunit Apool 19 72.8 28.237 254 0 272.84 43.77016172 38.69499876 40.69460324 47.96640414 42.22889772 48.00226944
sp|P52481|CAP2_RAT Adenylyl cyclase-associated protein 2 OS=Rattus norvegicus OX=10116 GN=Cap2 PE=1 SV=1Adenylyl cyclase-associated protein 2 (CAP 2)Cap2 3 8 52.912 477 0 66.088 0.480328343 0.465543343 0.577620591 0.675192 0.622669152 0.543034118



tr|D4AC36|D4AC36_RAT Eukaryotic translation initiation factor 3 subunit F OS=Rattus norvegicus OX=10116 GN=Eif3f PE=1 SV=3Eukaryotic translation initiation factor 3 subunit F (eIF3f) (Eukaryotic translation initiation factor 3 subunit 5) (eIF-3-epsilon) (eIF3 p47)Eif3f 2 7.2 37.997 361 0 5.7636 0.251289968 0.23684127 0.27127906 0.462373631 0.307850735 0.352567307
tr|G3V6P7|G3V6P7_RAT Myosin, heavy polypeptide 9, non-muscle OS=Rattus norvegicus OX=10116 GN=Myh9 PE=1 SV=1;sp|Q62812|MYH9_RAT Myosin-9 OS=Rattus norvegicus OX=10116 GN=Myh9 PE=1 SV=3Myosin-9 (Cellular myosin heavy chain, type A) (Myosin heavy chain 9) (Myosin heavy chain, non-muscle IIa) (Non-muscle myosin heavy chain A) (NMMHC-A) (Non-muscle myosin heavy chain IIa) (NMMHC II-a) (NMMHC-IIA)Myh9 61 34.8 226.41 1960 0 323.31 72.22861886 73.20835522 60.73043156 89.84443388 115.5437952 80.49856736
tr|A0A096MKD4|A0A096MKD4_RAT LIM domain-binding 3 OS=Rattus norvegicus OX=10116 GN=Ldb3 PE=1 SV=1;tr|A0A0G2JYM0|A0A0G2JYM0_RAT LIM domain-binding 3 OS=Rattus norvegicus OX=10116 GN=Ldb3 PE=1 SV=1;tr|A0A096MJ01|A0A096MJ01_RAT LIM domain-binding 3 OS=Rattus LIM domain-binding 3 Ldb3 13 28.7 72.332 679 0 270.73 10.55633607 9.298625971 11.38363994 11.65654335 11.40014136 12.89387266
sp|P86252|PURA_RAT Transcriptional activator protein Pur-alpha (Fragments) OS=Rattus norvegicus OX=10116 GN=Pura PE=1 SV=1;tr|F1LPS8|F1LPS8_RAT Transcriptional activator protein Pur-alpha OS=Rattus norvegicus OX=10116 GN=Pura PE=1 SV=3Transcriptional activator protein Pur-alpha (Purine-rich single-stranded DNA-binding protein alpha) (Fragments)Pura 2 23.9 15.322 138 0 10.834 1.070835935 1.063031517 1.132235151 1.413453681 1.478960578 2.079519231
sp|F1M3G7|AKP13_RAT A-kinase anchor protein 13 OS=Rattus norvegicus OX=10116 GN=Akap13 PE=1 SV=2A-kinase anchor protein 13 (AKAP-13) (AKAP-Lbc)Akap13 2 0.9 301.4 2760 0.00055679 4.0923 0.053298459 0.039847023 0.066475079 0.078735569 0.077232331 0.062057414
tr|D3ZF97|D3ZF97_RAT Endoplasmic reticulum lectin 1 OS=Rattus norvegicus OX=10116 GN=Erlec1 PE=1 SV=2Endoplasmic reticulum lectin 1 (Uncharacterized protein RGD1306508_predicted)Erlec1 4 9.5 54.665 482 0 8.438 0.603677926 0.675814994 0.568427326 0.722613711 0.665543046 0.836288189
tr|D4A5K6|D4A5K6_RAT Zinc metallopeptidase STE24 OS=Rattus norvegicus OX=10116 GN=Zmpste24 PE=1 SV=1CAAX prenyl protease (EC 3.4.24.84)Zmpste24 2 3.8 54.847 475 0 4.488 0.908125869 0.968905079 1.007371408 1.383352242 1.314152252 2.043654941
tr|D4A6W6|D4A6W6_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P62919|RL8_RAT 60S ribosomal protein L8 OS=Rattus norvegicus OX=10116 GN=Rpl8 PE=2 SV=260S ribosomal protein L8 Rpl8 8 33.9 28.156 257 0 323.31 20.74089244 18.65450767 19.88397938 28.34671622 28.48390492 21.18126682
sp|P00406|COX2_RAT Cytochrome c oxidase subunit 2 OS=Rattus norvegicus OX=10116 GN=Mtco2 PE=1 SV=3Cytochrome c oxidase subunit 2 (EC 7.1.1.9) (Cytochrome c oxidase polypeptide II)Mtco2 7 30.8 25.928 227 0 284.89 596.2021936 572.7053301 331.7533607 265.3883813 387.3804598 216.5573207
tr|D3Z9I1|D3Z9I1_RAT Cytochrome C oxidase assembly factor 3 OS=Rattus norvegicus OX=10116 GN=Coa3 PE=1 SV=1Cytochrome c oxidase assembly factor 3Coa3 3 28.7 11.928 108 0 38.898 18.40334635 17.57602698 15.88422321 19.21176564 18.19956339 20.6620982
tr|D3ZA93|D3ZA93_RAT Acyl-CoA thioesterase 13 OS=Rattus norvegicus OX=10116 GN=Acot13 PE=1 SV=1Acyl-CoA thioesterase 13 (Thioesterase superfamily member 2 (Predicted))Acot13 8 60.7 15.27 140 0 135.85 19.92658952 21.19991953 20.6359061 24.68198547 21.66075395 26.62796537
sp|Q68FW7|SYTM_RAT Threonine--tRNA ligase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tars2 PE=2 SV=1Threonine--tRNA ligase, mitochondrial (EC 6.1.1.3) (Threonyl-tRNA synthetase) (ThrRS) (Threonyl-tRNA synthetase-like 1)Tars2 12 23.8 81.671 723 0 55.947 9.628642849 8.830214906 9.147984348 9.823580725 9.985572516 11.31604709
sp|P62250|RS16_RAT 40S ribosomal protein S16 OS=Rattus norvegicus OX=10116 GN=Rps16 PE=1 SV=240S ribosomal protein S16 Rps16 7 46.6 16.445 146 0 20.465 12.29231149 10.07108468 11.8968162 14.77240064 16.57359119 12.23957796
tr|D3ZN37|D3ZN37_RAT Rho-associated protein kinase OS=Rattus norvegicus OX=10116 GN=Rock1 PE=1 SV=2;tr|D4A5S0|D4A5S0_RAT Rho-associated protein kinase OS=Rattus norvegicus OX=10116 GN=Rock1 PE=1 SV=3;sp|Q63644|ROCK1_RAT Rho-associated protein kinase 1 OS=RRho-associated protein kinase 1 (EC 2.7.11.1) (Liver regeneration-related protein LRRG199) (Rho-associated, coiled-coil-containing protein kinase 1) (Rho-associated, coiled-coil-containing protein kinase I) (ROCK-I) (p150 RhoA-binding kinase ROK beta) (p160 ROCK-1) (p160ROCK)Rock1 2 1.3 158.03 1354 0.0015385 2.9255 2.091198134 2.056714505 1.797534788 1.708674738 1.834517284 1.71244365
tr|D4A104|D4A104_RAT Mitochondrial ribosomal protein L45 OS=Rattus norvegicus OX=10116 GN=Mrpl45 PE=1 SV=1Mitochondrial ribosomal protein L45 (Mitochondrial ribosomal protein L45 (Predicted))Mrpl45 4 15.4 35.439 306 0 74.358 2.76010057 3.121967149 3.330568833 4.802553196 3.388439764 5.17888476
tr|M0R757|M0R757_RAT Elongation factor 1-alpha OS=Rattus norvegicus OX=10116 GN=LOC100360413 PE=3 SV=1;sp|P62630|EF1A1_RAT Elongation factor 1-alpha 1 OS=Rattus norvegicus OX=10116 GN=Eef1a1 PE=2 SV=1;tr|F1M6C2|F1M6C2_RAT Uncharacterized protein OS=Rattus Elongation factor 1-alpha 1 (EF-1-alpha-1) (Elongation factor Tu) (EF-Tu) (Eukaryotic elongation factor 1 A-1) (eEF1A-1)Eef1a1 5 13.2 50.107 462 0 64.203 7.438102769 7.192503724 6.281149395 8.374053098 9.835648712 7.580979403
sp|Q9Z1N4|BPNT1_RAT 3(2),5-bisphosphate nucleotidase 1 OS=Rattus norvegicus OX=10116 GN=Bpnt1 PE=1 SV=1;tr|A0A0G2K0V3|A0A0G2K0V3_RAT 3(2),5-bisphosphate nucleotidase 1 OS=Rattus norvegicus OX=10116 GN=Bpnt1 PE=1 SV=13'(2'),5'-bisphosphate nucleotidase 1 (EC 3.1.3.7) (Bisphosphate 3'-nucleotidase 1) (PAP-inositol 1,4-phosphatase) (PIP) (scHAL2 analogous 3)Bpnt1 3 12 33.174 308 0 12.794 2.803148747 2.935688608 3.041003866 3.857762197 3.301128024 4.624867837
sp|Q5U300|UBA1_RAT Ubiquitin-like modifier-activating enzyme 1 OS=Rattus norvegicus OX=10116 GN=Uba1 PE=1 SV=1Ubiquitin-like modifier-activating enzyme 1 (EC 6.2.1.45) (Ubiquitin-activating enzyme E1)Uba1 13 16.5 117.79 1058 0 71.286 8.037164807 6.155484075 6.153084017 7.687214708 8.665380168 8.627546122
sp|Q6AXT5|RAB21_RAT Ras-related protein Rab-21 OS=Rattus norvegicus OX=10116 GN=Rab21 PE=2 SV=1Ras-related protein Rab-21Rab21 8 34.1 24.163 223 0 57.963 7.993012831 9.44373962 10.10710255 10.86399157 9.936496738 12.27107351
tr|Q6P9V6|Q6P9V6_RAT Proteasome subunit alpha type OS=Rattus norvegicus OX=10116 GN=Psma5 PE=1 SV=1;sp|P34064|PSA5_RAT Proteasome subunit alpha type-5 OS=Rattus norvegicus OX=10116 GN=Psma5 PE=1 SV=1Proteasome subunit alpha type-5 (Macropain zeta chain) (Multicatalytic endopeptidase complex zeta chain) (Proteasome zeta chain)Psma5 2 12 26.411 241 0.00054945 3.8872 1.065467456 1.245756255 1.321543222 1.40085169 1.572258485 1.307675006
sp|Q5XIU9|PGRC2_RAT Membrane-associated progesterone receptor component 2 OS=Rattus norvegicus OX=10116 GN=Pgrmc2 PE=1 SV=1Membrane-associated progesterone receptor component 2Pgrmc2 4 23.5 23.403 217 0 49.132 12.71877944 10.22656359 11.04243718 11.93366771 16.00301787 15.74980805
sp|P11530|DMD_RAT Dystrophin OS=Rattus norvegicus OX=10116 GN=Dmd PE=1 SV=2Dystrophin Dmd 64 20.5 425.82 3677 0 323.31 53.12285472 61.87567024 62.12085566 61.15847922 73.52737939 73.6599686
sp|O70257|STX7_RAT Syntaxin-7 OS=Rattus norvegicus OX=10116 GN=Stx7 PE=1 SV=4;tr|M0R930|M0R930_RAT Syntaxin-7-like OS=Rattus norvegicus OX=10116 GN=LOC100910446 PE=3 SV=2;tr|A0A0G2K6Y9|A0A0G2K6Y9_RAT Syntaxin-7 OS=Rattus norvegicus OX=10116 GN=Stx7 PE=3 SVSyntaxin-7 Stx7 2 9.6 29.85 261 0 27.792 0.55506058 0.489699336 0.549491945 0.57318754 0.794650092 0.813022119
sp|P56522|ADRO_RAT NADPH:adrenodoxin oxidoreductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fdxr PE=1 SV=1NADPH:adrenodoxin oxidoreductase, mitochondrial (AR) (Adrenodoxin reductase) (EC 1.18.1.6) (Ferredoxin--NADP(+) reductase) (Ferredoxin reductase)Fdxr 4 14.4 54.362 494 0 26.853 1.71630772 1.650396287 1.441604513 1.897585158 1.756751052 2.266257375
sp|Q63258|ITA7_RAT Integrin alpha-7 OS=Rattus norvegicus OX=10116 GN=Itga7 PE=1 SV=2;tr|D4A051|D4A051_RAT Integrin alpha-7 OS=Rattus norvegicus OX=10116 GN=Itga7 PE=3 SV=2Integrin alpha-7 (H36-alpha7) [Cleaved into: Integrin alpha-7 heavy chain; Integrin alpha-7 light chain; Integrin alpha-7 70 kDa form]Itga7 6 6.3 124.19 1135 0 84.424 2.351393756 2.050544707 2.688046538 3.156768964 2.82137185 4.225077522
tr|F1LUE2|F1LUE2_RAT Calcium/calmodulin-dependent protein kinase II, beta, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Camk2b PE=1 SV=2;tr|F1LNI8|F1LNI8_RAT Calcium/calmodulin-dependent protein kinase type II subunit beta OS=Rattus norvegicus OX=10116 GCalcium/calmodulin-dependent protein kinase type II subunit beta (CaM kinase II subunit beta) (CaMK-II subunit beta) (EC 2.7.11.17)Camk2b 10 20.3 72.827 666 0 143.11 11.71030817 13.08688195 14.77782982 14.13393956 15.84176888 17.66392483
tr|A0A0G2K0D7|A0A0G2K0D7_RAT Proteasome endopeptidase complex OS=Rattus norvegicus OX=10116 GN=Psma6 PE=1 SV=1;sp|P60901|PSA6_RAT Proteasome subunit alpha type-6 OS=Rattus norvegicus OX=10116 GN=Psma6 PE=1 SV=1Proteasome subunit alpha type-6 (Macropain iota chain) (Multicatalytic endopeptidase complex iota chain) (Proteasome iota chain)Psma6 3 15 25.318 227 0 15.093 1.325562733 1.093683074 1.098160613 1.346143519 1.732159233 1.362538226
tr|B0BMW0|B0BMW0_RAT RAB14, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab14 PE=1 SV=1;sp|P61107|RAB14_RAT Ras-related protein Rab-14 OS=Rattus norvegicus OX=10116 GN=Rab14 PE=1 SV=3Ras-related protein Rab-14Rab14 9 57.7 23.897 215 0 100.76 10.29694321 10.13919925 7.909866572 6.470614882 8.873547752 6.257861417
tr|D3ZEV8|D3ZEV8_RAT Sushi domain containing 2 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Susd2 PE=1 SV=1;tr|A0A0G2K0Q8|A0A0G2K0Q8_RAT Sushi domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Susd2 PE=1 SV=1;tr|A0A0G2K518|A0A0G2K518_RAT Sushi domain containing 2 (Predicted), isoform CRA_a (Sushi domain-containing 2)Susd2 4 7.3 89.67 820 0 210.05 3.315612704 3.716143377 3.495910383 4.702035891 5.120059703 3.749189889
tr|Q3KRC3|Q3KRC3_RAT SRP receptor subunit alpha OS=Rattus norvegicus OX=10116 GN=Srpra PE=1 SV=1SRP receptor subunit alpha (Signal recognition particle receptor ('docking protein'))Srpra 8 15.1 69.656 636 0 34.433 2.251048356 2.338254728 3.059802034 3.966641013 2.737403734 3.734458098
tr|D3ZAC0|D3ZAC0_RAT Integrin subunit alpha 2b OS=Rattus norvegicus OX=10116 GN=Itga2b PE=1 SV=2;tr|D3ZXC1|D3ZXC1_RAT Integrin subunit alpha 2b OS=Rattus norvegicus OX=10116 GN=Itga2b PE=1 SV=3Integrin subunit alpha 2b Itga2b 6 9.2 112.64 1034 0 31.532 2.971729019 3.151384746 3.201817391 5.26476557 3.65943513 6.218644375
tr|D3ZYL4|D3ZYL4_RAT Mitochondrial ribosomal protein L50 OS=Rattus norvegicus OX=10116 GN=Mrpl50 PE=1 SV=139S ribosomal protein L50, mitochondrialMrpl50 4 40.3 18.319 159 0 59.189 2.424645898 2.565944953 2.462880162 2.735886344 2.537810928 2.859389741
sp|Q642G4|PEX14_RAT Peroxisomal membrane protein PEX14 OS=Rattus norvegicus OX=10116 GN=Pex14 PE=1 SV=1Peroxisomal membrane protein PEX14 (PTS1 receptor-docking protein) (Peroxin-14) (Peroxisomal membrane anchor protein PEX14)Pex14 2 5.6 40.936 376 0 4.5518 2.150050711 2.298718662 2.36660244 2.349285918 2.659044278 2.832669321
sp|Q5M7T2|SPRY7_RAT SPRY domain-containing protein 7 OS=Rattus norvegicus OX=10116 GN=Spryd7 PE=2 SV=1SPRY domain-containing protein 7 (Chronic lymphocytic leukemia deletion region gene 6 protein homolog) (CLL deletion region gene 6 protein homolog)Spryd7 2 11.2 21.681 196 0 4.3485 0.251591004 0.254037731 0.149113837 0.128522394 0.15526821 0.116157628
tr|Q4KM57|Q4KM57_RAT LEM domain containing 2 OS=Rattus norvegicus OX=10116 GN=Lemd2 PE=1 SV=1LEM domain containing 2 (LEM domain-containing protein 2-like)Lemd2 3 9.6 36.243 313 0 4.7143 1.258933387 1.284255795 1.147968897 1.266410541 1.478043778 1.400434487
tr|A0A0G2QC06|A0A0G2QC06_RAT Serotransferrin OS=Rattus norvegicus OX=10116 GN=Tf PE=1 SV=1Signal recognition particle receptor subunit betaTf 10 11 107.41 979 0 323.31 42.90367919 33.10861685 39.65132779 47.07769498 50.72278232 41.24494952
tr|G3V7I3|G3V7I3_RAT Cation-transporting ATPase OS=Rattus norvegicus OX=10116 GN=Atp13a1 PE=1 SV=1Cation-transporting ATPase (EC 7.2.2.-)Atp13a1 5 6.1 131.91 1197 0 11.566 3.460611807 3.571523311 3.55106997 3.984200186 3.913011291 4.754913988
sp|Q66H47|RM24_RAT 39S ribosomal protein L24, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl24 PE=2 SV=139S ribosomal protein L24, mitochondrial (L24mt) (MRP-L24)Mrpl24 3 21.8 25 216 0 5.6759 1.824128852 1.989685819 1.899483976 2.1808612 2.150813367 2.69490168
sp|Q52KK3|S2551_RAT Solute carrier family 25 member 51 OS=Rattus norvegicus OX=10116 GN=Slc25a51 PE=2 SV=1Mitochondrial nicotinamide adenine dinucleotide transporter SLC25A51 (Mitochondrial NAD(+) transporter SLC25A51) (Mitochondrial carrier triple repeat protein 1) (Solute carrier family 25 member 51)Slc25a51 3 11.4 33.774 298 0 6.6984 4.060125399 4.043685613 4.420496671 5.775056631 4.632483763 6.762704639
sp|Q9Z1Z9|PDLI7_RAT PDZ and LIM domain protein 7 OS=Rattus norvegicus OX=10116 GN=Pdlim7 PE=1 SV=1PDZ and LIM domain protein 7 (LIM mineralization protein) (LMP) (Protein enigma)Pdlim7 3 7.7 49.912 457 0 5.3548 3.229566524 3.149509128 4.67347153 5.271753404 4.191287129 5.247870179
tr|Q5XIH3|Q5XIH3_RAT NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufv1 PE=1 SV=1NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial (EC 7.1.1.2)Ndufv1 30 66.4 50.73 464 0 323.31 524.1541965 515.8938301 445.3290556 460.0383809 432.3090646 413.2521238
tr|Q5FVL8|Q5FVL8_RAT ATP-binding cassette subfamily B member 10 OS=Rattus norvegicus OX=10116 GN=Abcb10 PE=1 SV=1ATP-binding cassette subfamily B member 10 (ATP-binding cassette, sub-family B (MDR/TAP), member 10)Abcb10 6 8.7 77.393 715 0 9.8944 3.415807586 3.195906009 3.160653519 3.33480942 3.499911888 3.535528127
tr|D4A3D2|D4A3D2_RAT RCG56113, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Smyd1 PE=4 SV=1RCG56113, isoform CRA_a (SET and MYND domain-containing 1)Smyd1 4 11.6 56.553 490 0 23.012 3.991740009 3.95429758 4.15288577 5.121664285 6.483934886 4.665202464
sp|P36506|MP2K2_RAT Dual specificity mitogen-activated protein kinase kinase 2 OS=Rattus norvegicus OX=10116 GN=Map2k2 PE=1 SV=1Dual specificity mitogen-activated protein kinase kinase 2 (MAP kinase kinase 2) (MAPKK 2) (EC 2.7.12.2) (ERK activator kinase 2) (MAPK/ERK kinase 2) (MEK 2)Map2k2 3 9.2 44.281 400 0 5.5426 0.660172386 0.578134752 0.50530939 1.071527613 1.233258113 0.671779808
tr|G3V6T7|G3V6T7_RAT Protein disulfide-isomerase A4 OS=Rattus norvegicus OX=10116 GN=Pdia4 PE=1 SV=1;sp|P38659|PDIA4_RAT Protein disulfide-isomerase A4 OS=Rattus norvegicus OX=10116 GN=Pdia4 PE=1 SV=2Protein disulfide-isomerase A4 (EC 5.3.4.1) (Calcium-binding protein 2) (CaBP2) (Endoplasmic reticulum resident protein 70) (ER protein 70) (ERp70) (Endoplasmic reticulum resident protein 72) (ER protein 72) (ERp-72) (ERp72)Pdia4 8 10.9 72.747 643 0 28.878 16.13955412 15.10465269 17.4082012 23.91750448 22.68864881 37.17897534
tr|M0RBK9|M0RBK9_RAT PNKD, MBL domain-containing OS=Rattus norvegicus OX=10116 GN=Pnkd PE=1 SV=1PNKD metallo-beta-lactamase domain-containing (RCG23920, isoform CRA_b)Pnkd 2 19.7 15.598 142 0 6.0765 0.663483784 0.568608584 0.580456324 0.840929089 0.631136072 0.797782336
sp|Q75Q41|TOM22_RAT Mitochondrial import receptor subunit TOM22 homolog OS=Rattus norvegicus OX=10116 GN=Tomm22 PE=1 SV=1Mitochondrial import receptor subunit TOM22 homolog (rTOM22) (Translocase of outer membrane 22 kDa subunit homolog)Tomm22 3 33.8 15.49 142 0 19.553 5.063930607 5.562196298 4.796963144 3.85202859 4.969704464 4.202116249
sp|Q5FVM7|DJC16_RAT DnaJ homolog subfamily C member 16 OS=Rattus norvegicus OX=10116 GN=Dnajc16 PE=2 SV=1DnaJ homolog subfamily C member 16Dnajc16 4 6.2 88.868 771 0 8.1864 0.608645023 0.578430903 0.593217124 0.736290754 0.637499745 0.833463749
sp|P23358|RL12_RAT 60S ribosomal protein L12 OS=Rattus norvegicus OX=10116 GN=Rpl12 PE=2 SV=1;tr|A0A140TAC5|A0A140TAC5_RAT 60S ribosomal protein L12 OS=Rattus norvegicus OX=10116 GN=Rpl12 PE=3 SV=1;tr|M0R4B6|M0R4B6_RAT RCG64424 OS=Rattus norvegicus OX=101160S ribosomal protein L12 Rpl12 7 50.3 17.845 165 0 300.1 9.832845738 8.881054042 9.471349426 11.35911246 12.40754304 9.82813625
sp|Q9ES40|PRAF3_RAT PRA1 family protein 3 OS=Rattus norvegicus OX=10116 GN=Arl6ip5 PE=1 SV=1;tr|A0A0H2UHF6|A0A0H2UHF6_RAT PRA1 family protein OS=Rattus norvegicus OX=10116 GN=Arl6ip5 PE=1 SV=1PRA1 family protein 3 (ADP-ribosylation factor-like protein 6-interacting protein 5) (ARL-6-interacting protein 5) (Aip-5) (GTRAP3-18) (Glutamate transporter EAAC1-interacting protein) (Prenylated Rab acceptor protein 2) (Protein JWa)Arl6ip5 7 28.7 21.548 188 0 127.36 18.209178 20.13229769 15.51466312 11.05332007 17.10048169 11.78136848
sp|Q6TUG0|DJB11_RAT DnaJ homolog subfamily B member 11 OS=Rattus norvegicus OX=10116 GN=Dnajb11 PE=2 SV=1DnaJ homolog subfamily B member 11 (ER-associated DNAJ) (ER-associated Hsp40 co-chaperone) (Endoplasmic reticulum DNA J domain-containing protein 3) (ER-resident protein ERdj3) (ERdj3) (ERj3p) (Liver regeneration-related protein LRRGT00084)Dnajb11 3 11.2 40.495 358 0 18.24 2.092201588 1.990870421 1.908128389 3.649739753 2.280351848 3.92353301
sp|B1WBU5|SBK2_RAT Serine/threonine-protein kinase SBK2 OS=Rattus norvegicus OX=10116 GN=Sbk2 PE=2 SV=1Serine/threonine-protein kinase SBK2 (EC 2.7.11.1) (SH3-binding domain kinase family member 2)Sbk2 2 7.7 39.773 362 0.0015252 2.8392 0.398321065 0.336194761 0.37934337 0.400791104 0.424737373 0.497426527
tr|Q7TP77|Q7TP77_RAT Aa2-277 OS=Rattus norvegicus OX=10116 GN=Mrpl49 PE=1 SV=139S ribosomal protein L49, mitochondrialMrpl49 3 22.3 19.406 166 0 20.948 3.332270041 3.664810657 3.396339552 3.533275852 3.864366949 3.943344728
sp|Q6IRK9|CBPQ_RAT Carboxypeptidase Q OS=Rattus norvegicus OX=10116 GN=Cpq PE=1 SV=1Carboxypeptidase Q (EC 3.4.17.-) (Hematopoietic lineage switch 2 related protein) (Hls2-rp) (Liver annexin-like protein 1) (LAL-1) (Plasma glutamate carboxypeptidase)Cpq 2 7 52.041 472 0 86.49 0.861465258 0.77186641 1.045699546 1.083233728 0.992301438 1.275366665
tr|P97949|P97949_RAT Antigen peptide transporter 1 OS=Rattus norvegicus OX=10116 GN=Tap1 PE=1 SV=1;sp|P36370|TAP1_RAT Antigen peptide transporter 1 OS=Rattus norvegicus OX=10116 GN=Tap1 PE=1 SV=2Antigen peptide transporter 1 (APT1) (ATP-binding cassette sub-family B member 2) (Peptide transporter TAP1)Tap1 3 5.8 79.123 725 0 35.939 0.802311645 0.773791387 0.976910143 1.567365205 0.983079506 1.811095847
sp|P24473|GSTK1_RAT Glutathione S-transferase kappa 1 OS=Rattus norvegicus OX=10116 GN=Gstk1 PE=1 SV=3Glutathione S-transferase kappa 1 (EC 2.5.1.18) (GST 13-13) (GST class-kappa) (GSTK1-1) (rGSTK1) (Glutathione S-transferase subunit 13)Gstk1 8 38.9 25.493 226 0 94.552 6.256535685 6.323796164 6.567924366 7.178357049 7.162367065 8.750886768
tr|B2GV65|B2GV65_RAT HIG1 domain family, member 2A OS=Rattus norvegicus OX=10116 GN=Higd2a PE=2 SV=1;tr|D3ZU87|D3ZU87_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1HIG1 domain family, member 2A (HIG1 hypoxia-inducible domain family, member 2A) (RCG24095, isoform CRA_d)Higd2a 2 34.9 11.43 106 0 90.506 3.880155924 4.107456645 4.070649502 4.65897411 4.116702733 4.399014249
tr|O88321|O88321_RAT Antisecretory factor OS=Rattus norvegicus OX=10116 GN=Psmd4 PE=1 SV=126S proteasome non-ATPase regulatory subunit 4Psmd4 3 7.6 41.073 380 0 10.572 0.807128224 0.735341206 0.606206612 0.960379244 0.831861396 0.801297646
sp|D4ACN8|PLRKT_RAT Plasminogen receptor (KT) OS=Rattus norvegicus OX=10116 GN=Plgrkt PE=1 SV=1Plasminogen receptor (KT) (Plg-R(KT))Plgrkt 5 29.3 17.312 147 0 32.144 11.26577805 10.91560663 9.864693086 11.64101483 11.55276163 11.93173434
tr|A0A0G2K1W9|A0A0G2K1W9_RAT Lactate dehydrogenase D OS=Rattus norvegicus OX=10116 GN=Ldhd PE=1 SV=1Lactate dehydrogenase D (Lactate dehydrogenase D, isoform CRA_d)Ldhd 6 19.5 51.842 482 0 64.294 4.138846365 3.878729894 4.107331086 5.184435341 4.543661998 6.346861752
tr|A0A0G2K911|A0A0G2K911_RAT NSFL1 cofactor p47 OS=Rattus norvegicus OX=10116 GN=Nsfl1c PE=1 SV=1;sp|O35987|NSF1C_RAT NSFL1 cofactor p47 OS=Rattus norvegicus OX=10116 GN=Nsfl1c PE=1 SV=1NSFL1 cofactor p47 (XY body-associated protein XY40) (p97 cofactor p47)Nsfl1c 8 31.2 37.249 340 0 74.944 6.818971652 5.778386021 7.021184327 8.240268924 7.30474075 10.25535818
tr|D3ZS58|D3ZS58_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2 OS=Rattus norvegicus OX=10116 GN=Ndufa2 PE=1 SV=1NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2Ndufa2 8 66 10.844 97 0 221.97 161.5912148 151.2933188 148.8394114 224.0287652 165.3422271 197.2332755
tr|D3ZY50|D3ZY50_RAT ATP synthase mitochondrial F1 complex assembly factor 1 OS=Rattus norvegicus OX=10116 GN=Atpaf1 PE=1 SV=1ATP synthase mitochondrial F1 complex assembly factor 1 (ATP synthase mitochondrial F1 complex assembly factor 1 (Predicted), isoform CRA_a)Atpaf1 3 13.8 38.649 348 0 31.092 1.421342417 1.225025734 1.491229847 1.924998969 1.471626176 2.134585648
sp|Q5XI31|PIGS_RAT GPI transamidase component PIG-S OS=Rattus norvegicus OX=10116 GN=Pigs PE=2 SV=3GPI transamidase component PIG-S (Phosphatidylinositol-glycan biosynthesis class S protein)Pigs 3 9.7 61.724 555 0 20.356 2.380845131 2.720239262 2.462194097 3.023641767 2.74624816 3.611930241
tr|B2RYS8|B2RYS8_RAT NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufb8 PE=1 SV=1NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial (Complex I-ASHI) (NADH-ubiquinone oxidoreductase ASHI subunit)Ndufb8 9 58.6 21.959 186 0 323.31 44.62309762 42.39342248 41.75937538 58.4397937 44.99763446 55.23710256
sp|P02650|APOE_RAT Apolipoprotein E OS=Rattus norvegicus OX=10116 GN=Apoe PE=1 SV=2;tr|A0A0G2K151|A0A0G2K151_RAT Apolipoprotein E OS=Rattus norvegicus OX=10116 GN=Apoe PE=1 SV=1Apolipoprotein E (Apo-E) Apoe 10 34.9 35.753 312 0 27.293 10.51469273 10.51185505 9.654757342 10.63584178 12.24791194 13.26775534
sp|A4F267|TM40L_RAT Mitochondrial import receptor subunit TOM40B OS=Rattus norvegicus OX=10116 GN=Tomm40l PE=1 SV=1Mitochondrial import receptor subunit TOM40B (Protein TOMM40-like)Tomm40l 2 7.5 34.048 308 0 17.965 0.53629599 0.567423983 0.492091213 0.387000584 0.51697287 0.402035643



tr|D3ZF99|D3ZF99_RAT Mitochondrial ribosomal protein L55 OS=Rattus norvegicus OX=10116 GN=Mrpl55 PE=1 SV=2Mitochondrial ribosomal protein L55 (Mitochondrial ribosomal protein L55 (Predicted), isoform CRA_b)Mrpl55 2 11.8 15.062 127 0.0010599 3.321 0.517029673 0.532478247 0.485184831 0.644075234 0.54026499 0.713069461
sp|P62890|RL30_RAT 60S ribosomal protein L30 OS=Rattus norvegicus OX=10116 GN=Rpl30 PE=3 SV=2;tr|A0A0G2K5E6|A0A0G2K5E6_RAT 60S ribosomal protein L30-like OS=Rattus norvegicus OX=10116 GN=LOC108351936 PE=4 SV=160S ribosomal protein L30 Rpl30 4 42.6 12.784 115 0 16.212 9.067210337 9.005930754 10.82426867 12.44192812 10.97733466 10.3732125
tr|B2RYB8|B2RYB8_RAT Integrin beta OS=Rattus norvegicus OX=10116 GN=Itgb2 PE=1 SV=1Integrin beta Itgb2 3 6.9 84.817 768 0 7.8127 0.400192507 0.650049918 1.388000005 3.787644957 1.669870746 5.934981208
tr|Q641Z9|Q641Z9_RAT Succinate dehydrogenase complex subunit C OS=Rattus norvegicus OX=10116 GN=Sdhc PE=1 SV=1Succinate dehydrogenase cytochrome b560 subunit, mitochondrialSdhc 2 12.4 18.202 169 0 10.821 11.18098619 11.57355389 9.55230504 7.788150089 10.41970439 7.580877805
sp|P09495|TPM4_RAT Tropomyosin alpha-4 chain OS=Rattus norvegicus OX=10116 GN=Tpm4 PE=1 SV=3;tr|A0A0G2K2G8|A0A0G2K2G8_RAT Tropomyosin alpha-4 chain OS=Rattus norvegicus OX=10116 GN=Tpm4 PE=1 SV=1Tropomyosin alpha-4 chain (Tropomyosin-4) (TM-4)Tpm4 10 33.9 28.509 248 0 40.623 6.970493205 5.408691724 5.69433554 8.162029073 10.75406684 6.969152903
sp|O35567|PUR9_RAT Bifunctional purine biosynthesis protein PURH OS=Rattus norvegicus OX=10116 GN=Atic PE=1 SV=2Bifunctional purine biosynthesis protein ATIC (AICAR transformylase/inosine monophosphate cyclohydrolase) (ATIC) [Includes: Phosphoribosylaminoimidazolecarboxamide formyltransferase (EC 2.1.2.3) (5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase) (AICAR formyltransferase) (AICAR transformylase); IMP cyclohydrolase (EC 3.5.4.10) (IMP synthase) (Inosinicase)]Atic 5 12.7 64.208 592 0 11.705 2.219389383 2.297879569 2.577864576 3.080559766 2.917959452 4.341204671
sp|Q99P39|NFS1_RAT Cysteine desulfurase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nfs1 PE=2 SV=1;tr|Q3MHT2|Q3MHT2_RAT Cysteine desulfurase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nfs1 PE=1 SV=1Cysteine desulfurase, mitochondrial (EC 2.8.1.7)Nfs1 12 31.3 50.012 451 0 66.407 7.071842059 7.519256226 7.636355516 9.051932726 7.896885847 10.31936527
sp|P84100|RL19_RAT 60S ribosomal protein L19 OS=Rattus norvegicus OX=10116 GN=Rpl19 PE=1 SV=160S ribosomal protein L19 Rpl19 5 17.9 23.466 196 0 36.574 8.52986072 7.72804219 8.711189935 11.7311997 11.41901666 8.68677808
sp|P70550|RAB8B_RAT Ras-related protein Rab-8B OS=Rattus norvegicus OX=10116 GN=Rab8b PE=1 SV=1Ras-related protein Rab-8BRab8b 2 10.1 23.603 207 0 4.3891 2.375777688 2.677494901 2.439371018 2.599713168 2.983969069 3.280414155
tr|M0RCE9|M0RCE9_RAT Voltage-dependent L-type calcium channel subunit alpha OS=Rattus norvegicus OX=10116 GN=Cacna1s PE=1 SV=2;sp|Q02485|CAC1S_RAT Voltage-dependent L-type calcium channel subunit alpha-1S OS=Rattus norvegicus OX=10116 GN=Cacna1s PE=1 SV=2Voltage-dependent L-type calcium channel subunit alpha-1S (Calcium channel, L type, alpha-1 polypeptide, isoform 3, skeletal muscle) (ROB1) (Voltage-gated calcium channel subunit alpha Cav1.1)Cacna1s 34 20.3 210.41 1850 0 323.31 97.0540708 126.6042551 125.9568726 91.15838559 91.91731365 94.82396367
tr|R9PXU6|R9PXU6_RAT Vinculin OS=Rattus norvegicus OX=10116 GN=Vcl PE=1 SV=1;sp|P85972|VINC_RAT Vinculin OS=Rattus norvegicus OX=10116 GN=Vcl PE=1 SV=1;tr|A0A0G2K8V2|A0A0G2K8V2_RAT Vinculin OS=Rattus norvegicus OX=10116 GN=Vcl PE=1 SV=1Vinculin (Metavinculin) Vcl 17 19.5 116.57 1066 0 140.21 13.95854686 12.45213313 12.72421002 15.19047618 18.4336171 14.3111725
tr|Q5U1Z9|Q5U1Z9_RAT Metaxin 2 OS=Rattus norvegicus OX=10116 GN=Mtx2 PE=1 SV=1Metaxin 2 Mtx2 11 37.3 29.718 263 0 206.43 16.9754313 16.12390332 17.68491389 21.21434748 17.45857307 21.95341584
sp|P63102|1433Z_RAT 14-3-3 protein zeta/delta OS=Rattus norvegicus OX=10116 GN=Ywhaz PE=1 SV=1;tr|A0A0G2JV65|A0A0G2JV65_RAT 14-3-3 protein zeta/delta OS=Rattus norvegicus OX=10116 GN=Ywhaz PE=1 SV=114-3-3 protein zeta/delta (Mitochondrial import stimulation factor S1 subunit) (Protein kinase C inhibitor protein 1) (KCIP-1)Ywhaz 9 37.6 27.771 245 0 232.17 14.12963576 13.62636908 13.52416125 17.12915219 20.66359886 15.21438366
tr|A1L1J8|A1L1J8_RAT RAB5B, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab5b PE=1 SV=1RAB5B, member RAS oncogene family (RAB5B, member RAS oncogene family (Predicted), isoform CRA_c)Rab5b 4 27.4 23.674 215 0 143.99 6.411569328 6.592799357 6.379942686 8.199655872 6.820454505 8.952153506
tr|A0A0G2JUS7|A0A0G2JUS7_RAT Transmembrane protein 11, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tmem11 PE=1 SV=1;sp|B0BN86|TMM11_RAT Transmembrane protein 11, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tmem11 PE=2 SV=1Transmembrane protein 11, mitochondrialTmem11 3 18.8 19.834 176 0 6.9716 9.701894991 9.23297932 7.425505019 6.765656764 8.155747092 6.414729587
tr|D3ZIN7|D3ZIN7_RAT Mitochondrial ribosomal protein S23 OS=Rattus norvegicus OX=10116 GN=Mrps23 PE=1 SV=1Mitochondrial ribosomal protein S23 (Mitochondrial ribosomal protein S23 (Predicted), isoform CRA_b)Mrps23 6 41.8 20.321 177 0 109.67 5.835586732 5.249264144 5.270805041 6.091360641 5.791481057 7.009385931
tr|M0RAQ6|M0RAQ6_RAT Hexokinase-1 OS=Rattus norvegicus OX=10116 GN=Hk1 PE=1 SV=2;sp|P05708|HXK1_RAT Hexokinase-1 OS=Rattus norvegicus OX=10116 GN=Hk1 PE=1 SV=4Hexokinase-1 (EC 2.7.1.1) (Brain form hexokinase) (Hexokinase type I) (HK I) (Hexokinase-A)Hk1 5 6.9 99.556 893 0 18.336 2.926573589 2.253358307 2.170022086 2.91404625 3.066157514 3.088799279
sp|Q63151|ACSL3_RAT Long-chain-fatty-acid--CoA ligase 3 OS=Rattus norvegicus OX=10116 GN=Acsl3 PE=1 SV=1Long-chain-fatty-acid--CoA ligase 3 (EC 6.2.1.3) (Arachidonate--CoA ligase) (EC 6.2.1.15) (Brain acyl-CoA synthetase II) (Long-chain acyl-CoA synthetase 3) (LACS 3)Acsl3 13 23.2 80.457 720 0 77.645 6.097488226 6.519748949 7.494111471 7.178357049 7.620767186 8.3407334
tr|F6Q5K7|F6Q5K7_RAT Mitochondrial ribosomal protein S18B OS=Rattus norvegicus OX=10116 GN=Mrps18b PE=1 SV=1;tr|A0A0G2JXL3|A0A0G2JXL3_RAT Mitochondrial ribosomal protein S18B (Fragment) OS=Rattus norvegicus OX=10116 GN=Mrps18b PE=1 SV=4;tr|A0A0G2JUQ9|A0A0G28S ribosomal protein S18-2, mitochondrial (28S ribosomal protein S18b, mitochondrial)Mrps18b 4 19.1 29.159 257 0 67.211 1.743902705 1.548273791 1.337094017 1.081979502 1.45997742 1.169907365
tr|Q5RJR9|Q5RJR9_RAT Serine (Or cysteine) proteinase inhibitor, clade H, member 1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Serpinh1 PE=1 SV=1;sp|P29457|SERPH_RAT Serpin H1 OS=Rattus norvegicus OX=10116 GN=Serpinh1 PE=1 SV=1Serpin H1 (47 kDa heat shock protein) (Collagen-binding protein) (Colligin) (GP46)Serpinh1 17 50.6 46.561 417 0 323.31 32.61626879 18.96151682 23.06686139 47.33331832 56.70679143 28.1590556
tr|D4A264|D4A264_RAT Zinc-binding alcohol dehydrogenase, domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Zadh2 PE=1 SV=2Zinc-binding alcohol dehydrogenase, domain-containing 2Zadh2 5 18.8 40.535 377 0 54.023 2.675960952 2.463328873 2.817438307 3.249701185 2.757950845 3.569462045
sp|Q5M9I5|QCR6_RAT Cytochrome b-c1 complex subunit 6, mitochondrial OS=Rattus norvegicus OX=10116 GN=Uqcrh PE=3 SV=1Cytochrome b-c1 complex subunit 6, mitochondrial (Complex III subunit 6) (Complex III subunit VIII) (Cytochrome c1 non-heme 11 kDa protein) (Mitochondrial hinge protein) (Ubiquinol-cytochrome c reductase complex 11 kDa protein)Uqcrh 7 71.9 10.424 89 0 323.31 135.5867044 129.0968535 111.060125 99.93797196 117.9652264 105.9672932
sp|Q5BJT2|UBL3_RAT Ubiquitin-like protein 3 OS=Rattus norvegicus OX=10116 GN=Ubl3 PE=3 SV=1Ubiquitin-like protein 3 (Membrane-anchored ubiquitin-fold protein) (MUB)Ubl3 2 16.2 13.18 117 0.0015432 2.951 1.684247365 1.998965196 2.138142954 2.261609505 2.076822195 2.485202262
sp|P35435|ATPG_RAT ATP synthase subunit gamma, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1c PE=1 SV=2;tr|Q6PCU0|Q6PCU0_RAT ATP synthase subunit gamma OS=Rattus norvegicus OX=10116 GN=Atp5f1c PE=1 SV=1;tr|Q6QI09|Q6QI09_RAT LRRGT00199 OS=Rattus norATP synthase subunit gamma, mitochondrial (ATP synthase F1 subunit gamma) (F-ATPase gamma subunit)Atp5f1c 19 59.7 30.19 273 0 323.31 745.2151125 647.9275074 526.6688654 484.0060545 567.7689968 431.6617821
tr|D3ZE15|D3ZE15_RAT NADH:ubiquinone oxidoreductase subunit A13 OS=Rattus norvegicus OX=10116 GN=Ndufa13 PE=1 SV=1;tr|F1LZC5|F1LZC5_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=2Complex I-B16.6 (NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 13) (NADH-ubiquinone oxidoreductase B16.6 subunit)Ndufa13 14 65.3 16.776 144 0 277.91 188.7145764 195.0100395 179.6299871 261.5898664 203.7561573 219.351281
tr|D3ZQB6|D3ZQB6_RAT Cat eye syndrome chromosome region, candidate 5 homolog (Human) (Predicted) OS=Rattus norvegicus OX=10116 GN=Hdhd5 PE=1 SV=1Cat eye syndrome chromosome region, candidate 5 homolog (Human) (Predicted) (Haloacid dehalogenase-like hydrolase domain-containing 5)Hdhd5 5 21.2 46.476 419 0 85.282 2.084926547 1.754838628 2.114908236 3.076737361 2.2087875 3.702657751
tr|D3ZNJ0|D3ZNJ0_RAT Cytochrome c oxidase copper chaperone COX11 OS=Rattus norvegicus OX=10116 GN=Cox11 PE=1 SV=2;tr|M0RE03|M0RE03_RAT Cytochrome c oxidase copper chaperone COX11 OS=Rattus norvegicus OX=10116 GN=Cox11 PE=1 SV=1Cytochrome c oxidase copper chaperone COX11Cox11 2 35.3 11.679 102 0 60.603 0.811292558 0.769349132 0.876836198 1.318968609 0.916638454 1.558826635
tr|Q32Q54|Q32Q54_RAT RCG37273, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Uqcc1 PE=1 SV=1RCG37273, isoform CRA_a (Similar to Basic FGF-repressed Zic-binding protein (MbFZb)) (Ubiquinol-cytochrome c reductase complex assembly factor 1)Uqcc1 7 29.8 34.546 299 0 69.828 21.81458822 22.05826183 17.32861772 15.70470909 19.01982996 15.7183125
sp|D3ZS74|OMA1_RAT Metalloendopeptidase OMA1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Oma1 PE=3 SV=1Metalloendopeptidase OMA1, mitochondrial (EC 3.4.24.-) (Overlapping with the m-AAA protease 1 homolog)Oma1 3 6.2 57.144 504 0 4.6607 3.559652717 3.546646686 3.404023474 3.200666896 2.968113818 3.431084812
tr|D3ZKK3|D3ZKK3_RAT Consortin, connexin sorting protein OS=Rattus norvegicus OX=10116 GN=Cnst PE=1 SV=3Consortin, connexin sorting proteinCnst 3 5.5 84.316 786 0 8.4437 2.29515016 2.850742829 2.315010388 1.911799727 2.241468732 2.079316033
tr|D3ZFQ8|D3ZFQ8_RAT Cytochrome c-1 OS=Rattus norvegicus OX=10116 GN=Cyc1 PE=1 SV=3Cytochrome c-1 (Cytochrome c-1 (Predicted), isoform CRA_c)Cyc1 14 39.3 35.434 326 0 323.31 398.0350806 426.0714428 307.1144968 293.0112296 307.5810882 280.60505
tr|G3V6G7|G3V6G7_RAT Polyribonucleotide nucleotidyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Pnpt1 PE=1 SV=1Polynucleotide phosphorylase 1 (EC 2.7.7.8)Pnpt1 15 24 85.897 784 0 160.41 17.4435426 16.50643079 16.5071698 19.34614706 17.86358306 22.33441042
tr|A0A0G2K350|A0A0G2K350_RAT NSF attachment protein gamma OS=Rattus norvegicus OX=10116 GN=Napg PE=1 SV=1;tr|D4A0E2|D4A0E2_RAT NSF attachment protein gamma OS=Rattus norvegicus OX=10116 GN=Napg PE=1 SV=1NSF attachment protein gamma (RCG46917, isoform CRA_c)Napg 8 24.4 34.659 312 0 22.621 9.642189478 9.913137852 10.06136492 16.80783127 10.62032186 16.81252894
tr|A0A0A0MY09|A0A0A0MY09_RAT Endoplasmin OS=Rattus norvegicus OX=10116 GN=Hsp90b1 PE=1 SV=1;sp|Q66HD0|ENPL_RAT Endoplasmin OS=Rattus norvegicus OX=10116 GN=Hsp90b1 PE=1 SV=2;tr|A0A0G2K4I4|A0A0G2K4I4_RAT Endoplasmin OS=Rattus norvegicus OX=10116 GN=Hsp90b1 Endoplasmin (94 kDa glucose-regulated protein) (GRP-94) (Heat shock protein 90 kDa beta member 1)Hsp90b1 16 26 92.899 804 0 194.6 27.25983134 25.1777117 27.99692105 28.28340764 35.66946164 31.0068631
tr|A0A0G2JUF1|A0A0G2JUF1_RAT Peroxisomal trans-2-enoyl-CoA reductase OS=Rattus norvegicus OX=10116 GN=Pecr PE=1 SV=1;tr|A0A0G2K6H4|A0A0G2K6H4_RAT Peroxisomal trans-2-enoyl-CoA reductase OS=Rattus norvegicus OX=10116 GN=Pecr PE=1 SV=1;sp|Q9WVK3|PECR_RAT PerPeroxisomal trans-2-enoyl-CoA reductase (TERP) (EC 1.3.1.38) (PX-2,4-DCR1) (Peroxisomal 2,4-dienoyl-CoA reductase) (RLF98)Pecr 7 39.6 30.247 285 0 93.652 13.16732338 12.96101807 12.34641715 11.57233099 12.02140835 12.65917999
tr|F7FDM3|F7FDM3_RAT Mitochondrial translational initiation factor 2 OS=Rattus norvegicus OX=10116 GN=Mtif2 PE=1 SV=2Mitochondrial translational initiation factor 2Mtif2 5 7.2 79.21 727 0 8.537 3.579420761 3.135491347 3.054267781 3.677392464 3.480389435 4.308286739
tr|A0A0G2K6E2|A0A0G2K6E2_RAT Thioredoxin reductase 2, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Txnrd2 PE=1 SV=1;tr|F1M6X5|F1M6X5_RAT Thioredoxin reductase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Txnrd2 PE=1 SV=3;sp|Q9Z0J5|TRXR2_RAT ThioredoThioredoxin reductase 2, mitochondrial (EC 1.8.1.9) (Thioredoxin reductase TR3)Txnrd2 7 18.7 56.367 524 0 91.312 10.58443278 10.49408603 11.19154187 13.38319534 11.88065254 16.50062137
tr|D3ZZT9|D3ZZT9_RAT Collagen type XIV alpha 1 chain OS=Rattus norvegicus OX=10116 GN=Col14a1 PE=1 SV=3Collagen type XIV alpha 1 chainCol14a1 25 19.3 192.56 1794 0 323.31 25.28051833 15.56072416 18.51688147 29.43251813 38.78172882 22.6666377
tr|D4A559|D4A559_RAT Dematin actin-binding protein OS=Rattus norvegicus OX=10116 GN=Dmtn PE=1 SV=1;tr|B2GUY4|B2GUY4_RAT Dematin actin-binding protein OS=Rattus norvegicus OX=10116 GN=Dmtn PE=1 SV=1Dematin actin-binding protein (Erythrocyte protein band 4.9 (Predicted), isoform CRA_a)Dmtn 3 11.9 35.69 320 0 8.7082 0.319273976 0.240543149 0.285622382 0.636370699 0.779603782 0.336748412
tr|E9PT90|E9PT90_RAT Spartin OS=Rattus norvegicus OX=10116 GN=Spart PE=1 SV=3Spartin Spart 2 3.8 85.865 796 0 19.099 0.84234946 0.749013478 0.733814614 1.229201817 1.575386392 0.892279152
tr|B0K031|B0K031_RAT 60S ribosomal protein L7 OS=Rattus norvegicus OX=10116 GN=Rpl7 PE=1 SV=1;sp|P05426|RL7_RAT 60S ribosomal protein L7 OS=Rattus norvegicus OX=10116 GN=Rpl7 PE=1 SV=260S ribosomal protein L7 Rpl7 15 47.3 30.313 260 0 118.64 26.03561746 24.4417782 26.6151871 35.1607503 34.99156876 26.53957462
tr|D3ZFR9|D3ZFR9_RAT Retinol dehydrogenase 13 OS=Rattus norvegicus OX=10116 GN=Rdh13 PE=1 SV=1Retinol dehydrogenase 13 Rdh13 8 32.6 36.407 334 0 29.275 11.34404746 10.47730418 9.189148219 11.67028012 11.9879721 11.71532942
sp|Q5PQN9|RM38_RAT 39S ribosomal protein L38, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl38 PE=2 SV=239S ribosomal protein L38, mitochondrial (L38mt) (MRP-L38)Mrpl38 4 12.9 44.837 380 0 6.4157 5.196386535 5.478287046 6.229923244 6.624108331 5.841635423 7.184643439
sp|Q6AXS5|PAIRB_RAT Plasminogen activator inhibitor 1 RNA-binding protein OS=Rattus norvegicus OX=10116 GN=Serbp1 PE=1 SV=2Plasminogen activator inhibitor 1 RNA-binding protein (PAI1 RNA-binding protein 1) (PAI-RBP1) (RDA288) (SERPINE1 mRNA-binding protein 1)Serbp1 6 18.4 44.754 407 0 47.439 7.841491277 5.48914589 8.221797242 12.89165795 11.10352952 7.706860014
tr|D3ZPF0|D3ZPF0_RAT Four and a half LIM domains 3 OS=Rattus norvegicus OX=10116 GN=Fhl3 PE=1 SV=1Four and a half LIM domains 3 (Four and a half LIM domains 3 (Predicted))Fhl3 2 6.2 31.767 288 0 5.4866 0.720881353 0.60325817 0.820487432 0.829043799 0.805867413 0.93109996
sp|Q5U2X6|CCD47_RAT Coiled-coil domain-containing protein 47 OS=Rattus norvegicus OX=10116 GN=Ccdc47 PE=2 SV=1Coiled-coil domain-containing protein 47Ccdc47 14 34.6 55.732 483 0 191.33 16.13503858 16.89093261 18.23239338 17.93723249 20.29094653 18.27859609
sp|P62718|RL18A_RAT 60S ribosomal protein L18a OS=Rattus norvegicus OX=10116 GN=Rpl18a PE=2 SV=1;tr|F1M0K6|F1M0K6_RAT 60S ribosomal protein L18a OS=Rattus norvegicus OX=10116 PE=3 SV=260S ribosomal protein L18aRpl18a 5 30.1 20.732 176 0 57.53 19.70733482 17.39932396 19.35936871 23.54661175 23.9290256 19.15335965
tr|Q6PDV6|Q6PDV6_RAT 40S ribosomal protein S14 OS=Rattus norvegicus OX=10116 GN=LOC100911847 PE=1 SV=1;sp|P13471|RS14_RAT 40S ribosomal protein S14 OS=Rattus norvegicus OX=10116 GN=Rps14 PE=2 SV=340S ribosomal protein S14 Rps14 6 39.1 16.273 151 0 43.919 4.3911147 3.658245992 3.879557664 4.499627604 4.816221317 4.173363858
sp|Q568Z6|IST1_RAT IST1 homolog OS=Rattus norvegicus OX=10116 GN=Ist1 PE=2 SV=1IST1 homolog Ist1 2 6 39.941 366 0.0005531 3.9783 3.831689096 4.287812181 4.087160789 4.537911378 4.91270106 6.219965156
sp|P81155|VDAC2_RAT Voltage-dependent anion-selective channel protein 2 OS=Rattus norvegicus OX=10116 GN=Vdac2 PE=1 SV=2Voltage-dependent anion-selective channel protein 2 (VDAC-2) (B36-VDAC) (Outer mitochondrial membrane protein porin 2)Vdac2 18 64.4 31.745 295 0 323.31 309.701025 377.7890715 299.2521973 262.820203 296.4716264 264.3899205
sp|Q6AYD3|PA2G4_RAT Proliferation-associated protein 2G4 OS=Rattus norvegicus OX=10116 GN=Pa2g4 PE=1 SV=1;tr|A0A0G2JVS2|A0A0G2JVS2_RAT Proliferation-associated protein 2G4 OS=Rattus norvegicus OX=10116 GN=Pa2g4 PE=1 SV=1Proliferation-associated protein 2G4Pa2g4 11 34.8 43.656 394 0 118.89 8.333685463 7.080953776 8.725368602 10.1514714 11.79166899 8.493740825
sp|Q5XIH7|PHB2_RAT Prohibitin-2 OS=Rattus norvegicus OX=10116 GN=Phb2 PE=1 SV=1;tr|A0A0G2KB63|A0A0G2KB63_RAT Prohibitin-2 OS=Rattus norvegicus OX=10116 GN=Phb2 PE=1 SV=1Prohibitin-2 (B-cell receptor-associated protein BAP37) (BAP-37)Phb2 22 77.9 33.312 299 0 323.31 243.6837864 284.8965927 234.3870836 216.7423058 215.0435861 225.0408001
tr|A0A0G2JTY6|A0A0G2JTY6_RAT G-rich RNA sequence-binding factor 1 OS=Rattus norvegicus OX=10116 GN=Grsf1 PE=1 SV=1;tr|F1LRK4|F1LRK4_RAT G-rich RNA sequence-binding factor 1 OS=Rattus norvegicus OX=10116 GN=Grsf1 PE=1 SV=2G-rich RNA sequence-binding factor 1Grsf1 3 11.8 43.549 381 0 10.527 2.464181986 1.869498154 2.278648969 2.754878919 2.40325701 3.404161195
tr|D4A9Z8|D4A9Z8_RAT Chromatin-modifying protein 4B-like 1 OS=Rattus norvegicus OX=10116 GN=Chmp4bl1 PE=1 SV=1;tr|M0RCH6|M0RCH6_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=2Chromatin-modifying protein 4B-like 1 (RCG63680)Chmp4bl1 5 21 25.109 224 0 8.0641 1.907365362 1.896793341 1.939641619 1.952651679 2.213964725 2.30110568
sp|P11232|THIO_RAT Thioredoxin OS=Rattus norvegicus OX=10116 GN=Txn PE=1 SV=2;tr|R4GNK3|R4GNK3_RAT Thioredoxin OS=Rattus norvegicus OX=10116 GN=Txn1 PE=1 SV=1Thioredoxin (Trx) Txn 4 31.4 11.673 105 0 9.1992 3.295593797 3.400002927 4.515173576 4.382387277 4.637984564 6.383030837
tr|D3ZUY0|D3ZUY0_RAT Retinol dehydrogenase 14 OS=Rattus norvegicus OX=10116 GN=Rdh14 PE=1 SV=1Retinol dehydrogenase 14 (Similar to alcohol dehydrogenase PAN2 (Predicted))Rdh14 5 25.1 36.195 334 0 40.154 2.415113085 2.094671102 2.264012925 3.038991112 2.42304911 3.599128823
tr|A0A0G2JYK4|A0A0G2JYK4_RAT Transcription elongation factor, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tefm PE=1 SV=1;tr|R9PXS3|R9PXS3_RAT Transcription elongation factor, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tefm PE=1 SV=1;sp|Q4KM51|TEFM_RTranscription elongation factor, mitochondrialTefm 5 21.9 38.434 338 0 17.691 5.032823533 4.627002996 4.699999358 5.729426672 5.089266001 6.702456695
sp|P13383|NUCL_RAT Nucleolin OS=Rattus norvegicus OX=10116 GN=Ncl PE=1 SV=3;tr|Q5U328|Q5U328_RAT Nucleolin OS=Rattus norvegicus OX=10116 GN=Ncl PE=1 SV=1Nucleolin (Protein C23) Ncl 6 9.1 77.146 713 0 109.61 3.954562038 2.641561998 3.823986438 5.766635395 6.636015868 3.715154373
tr|Q6AYF2|Q6AYF2_RAT LIM and cysteine-rich domains 1 OS=Rattus norvegicus OX=10116 GN=Lmcd1 PE=1 SV=1LIM and cysteine-rich domains 1Lmcd1 5 14 41.085 365 0 14.952 1.973543153 1.697385469 1.60680885 2.531805755 3.233392664 1.965424053
tr|D3ZUY8|D3ZUY8_RAT AP-2 complex subunit alpha OS=Rattus norvegicus OX=10116 GN=Ap2a1 PE=1 SV=1AP-2 complex subunit alphaAp2a1 8 8.8 107.67 977 0 18.292 4.540779864 4.509628759 4.940121941 4.721267366 5.506194393 5.619619293
sp|P19234|NDUV2_RAT NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufv2 PE=1 SV=2NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial (EC 7.1.1.2) (NADH-ubiquinone oxidoreductase 24 kDa subunit)Ndufv2 14 56.9 27.378 248 0 323.31 190.751588 170.3950134 157.5021194 216.4138178 183.2575824 193.3014114
sp|P11507|AT2A2_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Rattus norvegicus OX=10116 GN=Atp2a2 PE=1 SV=1Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 (SERCA2) (SR Ca(2+)-ATPase 2) (EC 7.2.2.10) (Calcium pump 2) (Calcium-transporting ATPase sarcoplasmic reticulum type, slow twitch skeletal muscle isoform) (Endoplasmic reticulum class 1/2 Ca(2+) ATPase)Atp2a2 30 31.2 114.77 1043 0 323.31 157.4017943 152.9764397 162.4143414 123.863838 134.8505297 154.439964
tr|F1LNF0|F1LNF0_RAT Myosin heavy chain 14 OS=Rattus norvegicus OX=10116 GN=Myh14 PE=1 SV=1Myosin heavy chain 14 Myh14 2 1.5 228.91 2000 0 10.222 3.931281905 4.072116042 3.192761339 4.416609746 6.873844636 4.882623372
sp|Q6P6V0|G6PI_RAT Glucose-6-phosphate isomerase OS=Rattus norvegicus OX=10116 GN=Gpi PE=1 SV=1Glucose-6-phosphate isomerase (GPI) (EC 5.3.1.9) (Autocrine motility factor) (AMF) (Neuroleukin) (NLK) (Phosphoglucose isomerase) (PGI) (Phosphohexose isomerase) (PHI)Gpi 16 32.6 62.826 558 0 100.32 22.33939466 20.89685905 25.3871316 26.22767048 31.62852975 24.70368873
tr|G3V6U3|G3V6U3_RAT ALG2, alpha-1,3/1,6-mannosyltransferase OS=Rattus norvegicus OX=10116 GN=Alg2 PE=1 SV=1GDP-Man:Man(1)GlcNAc(2)-PP-Dol alpha-1,3-mannosyltransferase (EC 2.4.1.132) (EC 2.4.1.257) (GDP-Man:Man(1)GlcNAc(2)-PP-dolichol mannosyltransferase) (GDP-Man:Man(2)GlcNAc(2)-PP-Dol alpha-1,6-mannosyltransferase)Alg2 2 8 47.318 415 0 17.668 0.445583748 0.534896808 0.505721029 0.594031592 0.50681796 0.610343161
tr|D3ZFC6|D3ZFC6_RAT Inter-alpha-trypsin inhibitor heavy chain family, member 4 OS=Rattus norvegicus OX=10116 GN=Itih4 PE=1 SV=3;tr|Q5EBC0|Q5EBC0_RAT Inter alpha-trypsin inhibitor, heavy chain 4 OS=Rattus norvegicus OX=10116 GN=Itih4 PE=1 SV=1Inter-alpha-trypsin inhibitor heavy chain 4Itih4 3 4.1 103.75 932 0 30.437 1.609389697 1.683268971 1.334349759 1.814925651 1.686211362 2.24553127
tr|D3Z900|D3Z900_RAT Mitochondrial amidoxime reducing component 2 OS=Rattus norvegicus OX=10116 GN=Marc2 PE=1 SV=2;sp|O88994|MARC2_RAT Mitochondrial amidoxime reducing component 2 OS=Rattus norvegicus OX=10116 GN=Marc2 PE=2 SV=1;tr|M0R6N2|M0R6N2_RAT MOSC dMitochondrial amidoxime reducing component 2 (mARC2) (EC 1.7.-.-) (Molybdenum cofactor sulfurase C-terminal domain-containing protein 2) (MOSC domain-containing protein 2) (Moco sulfurase C-terminal domain-containing protein 2)Mtarc2 5 15.4 38.239 338 0 9.8313 7.925279686 9.749268017 10.62027881 10.1126501 11.3397404 12.80751389



sp|Q5XI79|NDUF7_RAT Protein arginine methyltransferase NDUFAF7, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufaf7 PE=2 SV=1Protein arginine methyltransferase NDUFAF7, mitochondrial (EC 2.1.1.320) (NADH dehydrogenase [ubiquinone] complex I, assembly factor 7) (Protein midA homolog)Ndufaf7 3 9.6 48.715 436 0 14.76 0.861766295 0.839339321 0.751972455 0.940669969 0.957463029 1.27435068
sp|P02454|CO1A1_RAT Collagen alpha-1(I) chain OS=Rattus norvegicus OX=10116 GN=Col1a1 PE=1 SV=5Collagen alpha-1(I) chain (Alpha-1 type I collagen)Col1a1 10 7.6 137.95 1453 0 106.31 5.260105864 3.523152095 3.617389541 15.25617376 9.433874488 5.95875527
sp|Q5EAJ6|IKIP_RAT Inhibitor of nuclear factor kappa-B kinase-interacting protein OS=Rattus norvegicus OX=10116 GN=Ikbip PE=2 SV=1Inhibitor of nuclear factor kappa-B kinase-interacting protein (I kappa-B kinase-interacting protein) (IKBKB-interacting protein) (IKK-interacting protein)Ikbip 3 7.2 42.36 373 0.0015283 2.85 0.599413246 0.504689477 0.518573304 0.961991821 0.956977664 0.570983881
tr|F1LPG5|F1LPG5_RAT NADH:ubiquinone oxidoreductase subunit B4 OS=Rattus norvegicus OX=10116 GN=Ndufb4 PE=1 SV=1;tr|F1M7T1|F1M7T1_RAT NADH dehydrogenase (ubiquinone) 1 beta subcomplex 4 OS=Rattus norvegicus OX=10116 GN=LOC100361934 PE=4 SV=2Complex I-B15 (NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 4) (NADH-ubiquinone oxidoreductase B15 subunit)Ndufb4 8 54.3 15.064 129 0 183.12 96.21618671 101.7917954 105.6173464 132.380634 103.2424931 126.7137182
sp|Q8R431|MGLL_RAT Monoglyceride lipase OS=Rattus norvegicus OX=10116 GN=Mgll PE=1 SV=1;tr|A0A0G2JYI5|A0A0G2JYI5_RAT Monoglyceride lipase OS=Rattus norvegicus OX=10116 GN=Mgll PE=1 SV=1Monoglyceride lipase (MGL) (EC 3.1.1.23) (Monoacylglycerol lipase) (MAGL)Mgll 6 21.1 33.499 303 0 31.131 5.210434891 5.78480261 5.410304827 5.072988347 5.171346587 5.041625111
tr|Q5U302|Q5U302_RAT Catenin (Cadherin associated protein), alpha 1 OS=Rattus norvegicus OX=10116 GN=Ctnna1 PE=1 SV=1;tr|A0A0G2JYF7|A0A0G2JYF7_RAT Catenin alpha 1 OS=Rattus norvegicus OX=10116 GN=Ctnna1 PE=1 SV=1Catenin (Cadherin associated protein), alpha 1 (Catenin (Cadherin-associated protein), alpha 1, isoform CRA_b) (Catenin alpha 1)Ctnna1 5 7 100.24 908 0 21.674 2.021508254 1.662044866 1.423995524 2.132722788 2.26891881 1.860574344
tr|A0A0G2K6H7|A0A0G2K6H7_RAT Calpain small subunit 1-like OS=Rattus norvegicus OX=10116 GN=LOC108348197 PE=4 SV=1;tr|M0RD20|M0RD20_RAT Calpain small subunit 1-like OS=Rattus norvegicus OX=10116 GN=Capns1 PE=1 SV=1;sp|Q64537|CPNS1_RAT Calpain small subunit Calpain small subunit 1 (CSS1) (Calcium-activated neutral proteinase small subunit) (CANP small subunit) (Calcium-dependent protease small subunit) (CDPS) (Calcium-dependent protease small subunit 1) (Calpain regulatory subunit)Capns1 2 20 16.189 165 0 182.74 0.72956123 0.69215262 0.716068411 0.859861939 0.728802263 0.912487105
tr|D3ZVB7|D3ZVB7_RAT Osteoglycin OS=Rattus norvegicus OX=10116 GN=Ogn PE=1 SV=1Mimecan (Osteoglycin) Ogn 3 10.4 34.069 298 0 93.869 3.349479277 2.233911104 2.520280894 4.492042519 6.126382792 3.116637283
sp|F1LMZ8|PSD11_RAT 26S proteasome non-ATPase regulatory subunit 11 OS=Rattus norvegicus OX=10116 GN=Psmd11 PE=1 SV=2;tr|D3Z950|D3Z950_RAT 26S proteasome non-ATPase regulatory subunit 11 OS=Rattus norvegicus OX=10116 GN=Psmd11 PE=1 SV=1;tr|A0A0G2JWX1|A0A0G26S proteasome non-ATPase regulatory subunit 11 (26S proteasome regulatory subunit RPN6)Psmd11 3 8.5 47.463 422 0 5.0277 1.660214642 1.438402028 1.489125916 1.669614538 2.286607662 1.830297974
sp|Q3KRD5|TOM34_RAT Mitochondrial import receptor subunit TOM34 OS=Rattus norvegicus OX=10116 GN=Tomm34 PE=1 SV=1Mitochondrial import receptor subunit TOM34 (Translocase of outer membrane 34 kDa subunit)Tomm34 2 7.4 34.461 309 0 15.684 0.567503409 0.600148592 0.531562792 0.694901275 0.618624445 0.865812729
tr|A0A0H2UHH9|A0A0H2UHH9_RAT 40S ribosomal protein S24 OS=Rattus norvegicus OX=10116 GN=Rps24 PE=3 SV=1;tr|D4ACJ1|D4ACJ1_RAT 40S ribosomal protein S24 OS=Rattus norvegicus OX=10116 GN=LOC100363469 PE=3 SV=1;sp|P62850|RS24_RAT 40S ribosomal protein S24 OS=R40S ribosomal protein S24 Rps24 5 35.9 15.197 131 0 67.762 5.275659401 3.377544862 4.526425034 5.727037669 6.680777291 4.833754467
tr|Q6P136|Q6P136_RAT Hyou1 protein OS=Rattus norvegicus OX=10116 GN=Hyou1 PE=1 SV=1;sp|Q63617|HYOU1_RAT Hypoxia up-regulated protein 1 OS=Rattus norvegicus OX=10116 GN=Hyou1 PE=1 SV=1Hypoxia up-regulated protein 1 (150 kDa oxygen-regulated protein) (ORP-150)Hyou1 8 10.8 111.22 998 0 40.551 2.535176356 2.563230242 3.001578025 3.198337618 2.895524811 3.878423251
sp|P19511|AT5F1_RAT ATP synthase F(0) complex subunit B1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5pb PE=1 SV=1ATP synthase F(0) complex subunit B1, mitochondrial (ATP synthase peripheral stalk-membrane subunit b) (ATP synthase subunit b) (ATPase subunit b)Atp5pb 22 53.1 28.868 256 0 323.31 430.1807295 408.9786344 287.8589525 267.6997418 338.3586116 220.052311
sp|Q5U3Z3|ISOC2_RAT Isochorismatase domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Isoc2 PE=2 SV=1Isochorismatase domain-containing protein 2Isoc2 2 21.4 23.157 210 0 31.208 0.871048244 0.710316505 0.933230702 1.227410065 0.87187703 1.373206074
sp|Q5FWT1|FA98A_RAT Protein FAM98A OS=Rattus norvegicus OX=10116 GN=Fam98a PE=2 SV=1Protein FAM98A Fam98a 3 7.2 55.07 515 0 30.275 0.847316557 0.727197072 0.709116291 0.85657706 0.898949602 0.809384891
tr|Q3B8R7|Q3B8R7_RAT Mitochondrial ribosomal protein L47 OS=Rattus norvegicus OX=10116 GN=Mrpl47 PE=1 SV=1Mitochondrial ribosomal protein L47 (Mitochondrial ribosomal protein L47, isoform CRA_a)Mrpl47 4 19.8 29.616 252 0 13.892 5.08851523 5.193982753 5.667350335 6.106889161 5.559584525 7.018936195
tr|G3V9N7|G3V9N7_RAT Protein kinase C and casein kinase substrate in neurons 3 OS=Rattus norvegicus OX=10116 GN=Pacsin3 PE=1 SV=3Protein kinase C and casein kinase substrate in neurons 3 (RCG27172, isoform CRA_a)Pacsin3 17 47.2 48.598 424 0 323.31 48.82405778 48.28286486 53.7234259 55.62913156 56.2861419 70.68922685
tr|D3ZWW5|D3ZWW5_RAT RCG64242 OS=Rattus norvegicus OX=10116 GN=Slc30a9 PE=1 SV=1Solute carrier family 30 member 9 (Zinc transporter 9)Slc30a9 5 9 62.684 567 0 45.142 6.845061456 8.00691706 7.601594913 7.909391996 8.099121195 9.1072945
tr|B2RZD6|B2RZD6_RAT NDUFA4, mitochondrial complex-associated OS=Rattus norvegicus OX=10116 GN=Ndufa4 PE=1 SV=1NDUFA4, mitochondrial complex-associated (Ndufa4 protein) (RCG28086, isoform CRA_a)Ndufa4 8 56.1 9.3267 82 0 243.54 776.3221865 785.7361157 618.7387244 630.4579167 628.2238833 572.5383389
tr|G3V6N2|G3V6N2_RAT Transmembrane emp24 protein transport domain containing 4 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tmed4 PE=1 SV=3;tr|A0A0G2K8M5|A0A0G2K8M5_RAT Transmembrane emp24 protein transport domain containing 4 (Predicted), iTransmembrane emp24 protein transport domain containing 4 (Predicted), isoform CRA_b (Transmembrane p24-trafficking protein 4)Tmed4 3 11 26.117 227 0 74.25 2.883274549 3.132974069 3.212519997 3.750675134 3.844952355 5.586396565
tr|D3ZPU3|D3ZPU3_RAT Very-long-chain 3-oxoacyl-CoA reductase OS=Rattus norvegicus OX=10116 GN=Hsd17b12 PE=1 SV=2;sp|Q6P7R8|DHB12_RAT Very-long-chain 3-oxoacyl-CoA reductase OS=Rattus norvegicus OX=10116 GN=Hsd17b12 PE=2 SV=1Very-long-chain 3-oxoacyl-CoA reductase (EC 1.1.1.330) (17-beta-hydroxysteroid dehydrogenase 12) (17-beta-HSD 12) (3-ketoacyl-CoA reductase) (KAR) (Estradiol 17-beta-dehydrogenase 12) (EC 1.1.1.62)Hsd17b12 4 18.6 32.129 290 0 22.436 2.875748644 2.809232428 2.714848792 3.175044838 3.756885603 2.989639089
tr|G3V6V5|G3V6V5_RAT Sodium/potassium-transporting ATPase subunit beta OS=Rattus norvegicus OX=10116 GN=Atp1b4 PE=3 SV=2;sp|Q9R193|AT1B4_RAT Protein ATP1B4 OS=Rattus norvegicus OX=10116 GN=Atp1b4 PE=1 SV=1Protein ATP1B4 (X,K-ATPase subunit beta-m) (X/potassium-transporting ATPase subunit beta-m)Atp1b4 5 15.6 41.026 352 0 13.558 8.376833985 5.344032241 5.594627496 9.91197384 10.67748705 6.820514217
tr|Q6AYF0|Q6AYF0_RAT Deoxyribonuclease OS=Rattus norvegicus OX=10116 GN=Dnase1l1 PE=2 SV=1;sp|Q2QDE7|DNSL1_RAT Deoxyribonuclease-1-like 1 OS=Rattus norvegicus OX=10116 GN=Dnase1l1 PE=2 SV=1Deoxyribonuclease-1-like 1 (EC 3.1.21.-) (DNase X) (Deoxyribonuclease I-like 1) (DNase I-like 1)Dnase1l1 3 15 34.8 307 0 32.59 1.288234244 1.426556016 1.633519629 1.785839538 1.622304993 2.351904957
sp|P14562|LAMP1_RAT Lysosome-associated membrane glycoprotein 1 OS=Rattus norvegicus OX=10116 GN=Lamp1 PE=1 SV=1Lysosome-associated membrane glycoprotein 1 (LAMP-1) (Lysosome-associated membrane protein 1) (120 kDa lysosomal membrane glycoprotein) (LGP-120) (CD107 antigen-like family member A) (CD antigen CD107a)Lamp1 7 17.4 43.969 407 0 65.084 9.416914055 11.25420515 10.60427064 7.493108207 8.568846495 10.14451415
sp|Q5XIG4|OCAD1_RAT OCIA domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Ociad1 PE=1 SV=1OCIA domain-containing protein 1Ociad1 11 60.7 27.659 247 0 234.81 17.36276455 18.56220749 17.04733126 19.38437111 17.94016285 20.61536286
sp|Q63425|PRAX_RAT Periaxin OS=Rattus norvegicus OX=10116 GN=Prx PE=1 SV=2Periaxin Prx 5 4.7 146.4 1383 0 323.31 128.8936662 121.8954652 159.656362 178.5720088 229.0220933 149.9899472
sp|Q6AY04|MAIP1_RAT m-AAA protease-interacting protein 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Maip1 PE=2 SV=1m-AAA protease-interacting protein 1, mitochondrial (Matrix AAA peptidase-interacting protein 1)Maip1 3 9.6 33.09 291 0 5.6334 3.855822165 3.890477189 2.25619179 1.83690448 2.502756801 2.215254901
tr|M0R3K2|M0R3K2_RAT Glutamyl-tRNA(Gln) amidotransferase subunit C, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gatc PE=1 SV=2;sp|D3ZY68|GATC_RAT Glutamyl-tRNA(Gln) amidotransferase subunit C, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gatc PE=3 SV=Glutamyl-tRNA(Gln) amidotransferase subunit C, mitochondrial (Glu-AdT subunit C) (EC 6.3.5.-)Gatc 2 22.2 16.965 153 0 65.816 0.646374894 0.296199663 0.472195342 0.808558097 0.563616431 0.704108468
tr|G3V784|G3V784_RAT ADP-dependent glucokinase OS=Rattus norvegicus OX=10116 GN=Adpgk PE=1 SV=1ADP-dependent glucokinase (ADP-dependent glucokinase, isoform CRA_a)Adpgk 2 5.8 53.918 496 0 5.7981 0.953732854 0.899062965 1.104563882 1.429997527 1.14244096 1.98533737
tr|A0A0A0MY48|A0A0A0MY48_RAT Dynamin-2 OS=Rattus norvegicus OX=10116 GN=Dnm2 PE=1 SV=2;tr|A0A0A0MY49|A0A0A0MY49_RAT Dynamin-2 OS=Rattus norvegicus OX=10116 GN=Dnm2 PE=1 SV=2;sp|P39052|DYN2_RAT Dynamin-2 OS=Rattus norvegicus OX=10116 GN=Dnm2 PE=1 SV=1Dynamin-2 (EC 3.6.5.5) Dnm2 2 3.5 97.253 860 0 51.1 0.264159265 0.212650726 0.274617907 0.310743605 0.330112802 0.259370952
sp|Q9Z269|VAPB_RAT Vesicle-associated membrane protein-associated protein B OS=Rattus norvegicus OX=10116 GN=Vapb PE=1 SV=3Vesicle-associated membrane protein-associated protein B (VAMP-B) (VAMP-associated protein B) (VAP-B)Vapb 8 47.7 26.916 243 0 144.32 14.07444579 13.42548046 19.0520118 18.38517057 18.09062595 21.43323123
sp|P11348|DHPR_RAT Dihydropteridine reductase OS=Rattus norvegicus OX=10116 GN=Qdpr PE=1 SV=1Dihydropteridine reductase (EC 1.5.1.34) (HDHPR) (Quinoid dihydropteridine reductase)Qdpr 2 12 25.552 241 0 4.6508 0.205833502 0.169170925 0.210050088 0.215171536 0.213409525 0.240737777
tr|D3ZZ19|D3ZZ19_RAT Cell migration-inducing hyaluronidase 2 OS=Rattus norvegicus OX=10116 GN=Cemip2 PE=1 SV=1;tr|A0A0G2JZA7|A0A0G2JZA7_RAT Cell migration-inducing hyaluronidase 2 OS=Rattus norvegicus OX=10116 GN=Cemip2 PE=1 SV=1Hyaluronoglucosaminidase (EC 3.2.1.35)Cemip2 2 1.8 152.74 1371 0 4.5557 0.343020715 0.355400109 0.388124996 0.504641069 0.389898964 0.615595807
sp|P63329|PP2BA_RAT Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform OS=Rattus norvegicus OX=10116 GN=Ppp3ca PE=1 SV=1;tr|E2CWF1|E2CWF1_RAT Serine/threonine-protein phosphatase OS=Rattus norvegicus OX=10116 GN=Ppp3cc PE=2 SV=1;tr|A0ASerine/threonine-protein phosphatase 2B catalytic subunit alpha isoform (EC 3.1.3.16) (CAM-PRP catalytic subunit) (Calmodulin-dependent calcineurin A subunit alpha isoform)Ppp3ca 2 3.6 58.643 521 0.0015496 2.9856 0.535392881 0.487058662 0.50201628 0.780965112 0.857909309 0.531492523
tr|D4A6M0|D4A6M0_RAT Mitsugumin 29 (Predicted) OS=Rattus norvegicus OX=10116 GN=Sypl2 PE=2 SV=1Mitsugumin 29 (Predicted) (Mitsugumin29) (Synaptophysin-like 2)Sypl2 8 34.1 29.28 264 0 323.31 22.37903109 32.18067923 30.49328116 18.8761107 19.15357493 26.47759951
tr|A0A0G2K047|A0A0G2K047_RAT Acyl-CoA synthetase short-chain family member 3 OS=Rattus norvegicus OX=10116 GN=Acss3 PE=1 SV=1Acyl-CoA synthetase short-chain family member 3, mitochondrial (EC 6.2.1.1) (Acetate--CoA ligase 3) (Acyl-CoA synthetase short-chain family member 3) (Propionate--CoA ligase) (EC 6.2.1.17)Acss3 3 4 74.674 683 0 5.0461 0.828953349 1.302518397 1.005907803 0.637923551 0.761699213 0.866483279
sp|P97852|DHB4_RAT Peroxisomal multifunctional enzyme type 2 OS=Rattus norvegicus OX=10116 GN=Hsd17b4 PE=1 SV=3;tr|Q6IN39|Q6IN39_RAT Hsd17b4 protein OS=Rattus norvegicus OX=10116 GN=Hsd17b4 PE=1 SV=1Peroxisomal multifunctional enzyme type 2 (MFE-2) (17-beta-hydroxysteroid dehydrogenase 4) (17-beta-HSD 4) (D-bifunctional protein) (DBP) (Multifunctional protein 2) (MFP-2) [Cleaved into: (3R)-hydroxyacyl-CoA dehydrogenase (EC 1.1.1.n12); Enoyl-CoA hydratase 2 (EC 4.2.1.107) (EC 4.2.1.119) (3-alpha,7-alpha,12-alpha-trihydroxy-5-beta-cholest-24-enoyl-CoA hydratase)]Hsd17b4 17 31.7 79.427 735 0 195.2 24.64382677 22.31689976 22.37896736 24.64435867 25.71031455 30.63196443
sp|P05065|ALDOA_RAT Fructose-bisphosphate aldolase A OS=Rattus norvegicus OX=10116 GN=Aldoa PE=1 SV=2;tr|Q6AY07|Q6AY07_RAT Fructose-bisphosphate aldolase OS=Rattus norvegicus OX=10116 GN=Aldoart2 PE=2 SV=1Fructose-bisphosphate aldolase A (EC 4.1.2.13) (Muscle-type aldolase)Aldoa 35 92.6 39.351 364 0 323.31 566.6003006 364.0723766 449.3722625 867.1483983 1032.155284 492.5904357
sp|P03889|NU1M_RAT NADH-ubiquinone oxidoreductase chain 1 OS=Rattus norvegicus OX=10116 GN=Mtnd1 PE=1 SV=3NADH-ubiquinone oxidoreductase chain 1 (EC 7.1.1.2) (NADH dehydrogenase subunit 1)Mtnd1 3 8.8 36.145 318 0 26.465 3.275324026 3.996795148 2.673364757 2.402023162 2.834746348 2.302020067
tr|Q5XIG9|Q5XIG9_RAT Mitochondrial fission process 1 OS=Rattus norvegicus OX=10116 GN=Mtfp1 PE=1 SV=1Mitochondrial 18 kDa protein (Mitochondrial fission process protein 1)Mtfp1 6 34.3 18.366 166 0 35.787 9.40437088 8.095762152 7.36650347 9.538692106 9.014842848 10.06293051
tr|F1LQT3|F1LQT3_RAT Rho-associated protein kinase OS=Rattus norvegicus OX=10116 GN=Rock2 PE=1 SV=3;tr|A0A0G2K5N6|A0A0G2K5N6_RAT Rho-associated protein kinase OS=Rattus norvegicus OX=10116 GN=Rock2 PE=1 SV=1;sp|Q62868|ROCK2_RAT Rho-associated protein kinasRho-associated protein kinase 2 (EC 2.7.11.1) (Rho-associated, coiled-coil-containing protein kinase 2) (Rho-associated, coiled-coil-containing protein kinase II) (ROCK-II) (RhoA-binding kinase 2) (p150 ROK-alpha) (ROKalpha) (p164 ROCK-2)Rock2 4 3.2 159.44 1378 0 7.6054 0.990358925 0.661254271 0.727045444 1.437403437 1.374229633 0.813723149
sp|Q62636|RAP1B_RAT Ras-related protein Rap-1b OS=Rattus norvegicus OX=10116 GN=Rap1b PE=1 SV=2Ras-related protein Rap-1b (EC 3.6.5.2) (GTP-binding protein smg p21B)Rap1b 4 33.2 20.798 184 0 178.6 55.31038444 60.38011121 53.0602302 58.49533802 64.00344276 60.48060401
tr|G3V6L9|G3V6L9_RAT Peptidylprolyl isomerase OS=Rattus norvegicus OX=10116 GN=Fkbp3 PE=1 SV=1Peptidylprolyl isomerase (EC 5.2.1.8)Fkbp3 7 21.9 25.178 224 0 29.58 4.857319429 5.139688531 5.716289605 5.85526741 5.499183568 5.95032259
tr|D3ZXF8|D3ZXF8_RAT Mitochondrial ribosomal protein L43 OS=Rattus norvegicus OX=10116 GN=Mrpl43 PE=1 SV=3Mitochondrial ribosomal protein L43 (Mitochondrial ribosomal protein L43 (Predicted), isoform CRA_b)Mrpl43 4 25 17.575 156 0 21.27 3.955314629 4.121721218 4.008766482 5.507129934 4.456835622 7.041592673
sp|Q09073|ADT2_RAT ADP/ATP translocase 2 OS=Rattus norvegicus OX=10116 GN=Slc25a5 PE=1 SV=3ADP/ATP translocase 2 (ADP,ATP carrier protein 2) (Adenine nucleotide translocator 2) (ANT 2) (Solute carrier family 25 member 5) [Cleaved into: ADP/ATP translocase 2, N-terminally processed]Slc25a5 6 21.1 32.901 298 0 34.435 38.23561119 35.64810571 34.42168662 37.68771832 42.26718762 38.05577087
tr|G3V913|G3V913_RAT Heat shock 27kDa protein 1 OS=Rattus norvegicus OX=10116 GN=Hspb1 PE=1 SV=1;sp|P42930|HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus OX=10116 GN=Hspb1 PE=1 SV=1Heat shock protein beta-1 (HspB1) (Heat shock 27 kDa protein) (HSP 27)Hspb1 6 47.6 22.807 206 0 94.415 19.28738932 15.43979611 16.77564971 20.29099778 19.14278905 26.61272558
tr|G3V8G5|G3V8G5_RAT Golgi apparatus protein 1 OS=Rattus norvegicus OX=10116 GN=Glg1 PE=1 SV=1;sp|Q62638|GSLG1_RAT Golgi apparatus protein 1 OS=Rattus norvegicus OX=10116 GN=Glg1 PE=1 SV=1Golgi apparatus protein 1 (E-selectin ligand 1) (ESL-1) (Golgi sialoglycoprotein MG-160)Glg1 6 5 133.55 1171 0 39.802 2.097770758 2.023743104 1.899438238 2.021514694 2.245082004 2.265342988
tr|D3ZQI1|D3ZQI1_RAT Glutathione peroxidase OS=Rattus norvegicus OX=10116 GN=Gpx7 PE=1 SV=1Glutathione peroxidase Gpx7 3 17.2 21.089 186 0 6.845 2.274278316 1.74560861 1.705968043 2.310882694 2.369658978 2.213832521
tr|D4A772|D4A772_RAT Dystrobrevin OS=Rattus norvegicus OX=10116 GN=Dtna PE=1 SV=3Dystrobrevin Dtna 9 15.8 70.926 626 0 69.565 3.265991904 3.265303897 3.45360307 4.055750829 3.895592086 5.633335098
tr|A0A0G2K0Q7|A0A0G2K0Q7_RAT Myosin light chain kinase OS=Rattus norvegicus OX=10116 GN=Mylk PE=1 SV=1;tr|D3ZFU9|D3ZFU9_RAT Myosin light chain kinase OS=Rattus norvegicus OX=10116 GN=Mylk PE=1 SV=2Myosin light chain kinase, smooth muscle (EC 2.7.11.18) (Myosin light chain kinase, smooth muscle, deglutamylated form) (Telokin)Mylk 2 1 214 1952 0.001533 2.8985 0.563790629 0.573100197 0.498768908 0.840749914 0.897817084 0.561392977
tr|F1LX07|F1LX07_RAT Solute carrier family 25 member 12 OS=Rattus norvegicus OX=10116 GN=Slc25a12 PE=1 SV=3;tr|A0A0G2K2J7|A0A0G2K2J7_RAT Solute carrier family 25 member 12 OS=Rattus norvegicus OX=10116 GN=Slc25a12 PE=1 SV=1Solute carrier family 25 member 12Slc25a12 29 57.7 71.916 655 0 323.31 408.7670211 416.1504076 326.2648445 317.4089237 356.1283574 295.5298778
sp|P00388|NCPR_RAT NADPH--cytochrome P450 reductase OS=Rattus norvegicus OX=10116 GN=Por PE=1 SV=3NADPH--cytochrome P450 reductase (CPR) (P450R) (EC 1.6.2.4)Por 9 16.2 76.962 678 0 31.581 11.10923923 12.40771058 9.00619768 6.480768145 10.13064267 8.476164275
tr|D3ZUL3|D3ZUL3_RAT Collagen type VI alpha 1 chain OS=Rattus norvegicus OX=10116 GN=Col6a1 PE=1 SV=1Collagen type VI alpha 1 chainCol6a1 20 25.5 108.8 1025 0 212.91 21.03590791 22.08590253 20.52613577 25.70268705 28.85062502 21.89448867
sp|O35303|DNM1L_RAT Dynamin-1-like protein OS=Rattus norvegicus OX=10116 GN=Dnm1l PE=1 SV=1Dynamin-1-like protein (EC 3.6.5.5) (Dynamin-like protein)Dnm1l 12 20.1 83.907 755 0 46.303 3.233931549 2.917771515 2.993345251 4.481710081 4.852246174 3.13868417
tr|A0A0H2UHI2|A0A0H2UHI2_RAT Dual-specificity mitogen-activated protein kinase kinase 1 OS=Rattus norvegicus OX=10116 GN=Map2k1 PE=1 SV=1;sp|Q01986|MP2K1_RAT Dual specificity mitogen-activated protein kinase kinase 1 OS=Rattus norvegicus OX=10116 GN=Map2k1Dual specificity mitogen-activated protein kinase kinase 1 (MAP kinase kinase 1) (MAPKK 1) (EC 2.7.12.2) (ERK activator kinase 1) (MAPK/ERK kinase 1) (MEK 1)Map2k1 3 7.9 40.96 368 0 8.1717 1.080569439 0.929517088 0.872811286 1.576562867 2.170120102 1.10275072
sp|Q505J9|ATAD1_RAT ATPase family AAA domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Atad1 PE=1 SV=1;tr|A0A0H2UHI7|A0A0H2UHI7_RAT ATPase family AAA domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Atad1 PE=1 SV=1ATPase family AAA domain-containing protein 1 (EC 3.6.1.-) (Thorase)Atad1 3 10.2 40.717 361 0 207.12 14.47331876 17.01136706 16.26796197 17.27488138 16.89878563 20.03320314
sp|Q68FU7|COQ6_RAT Ubiquinone biosynthesis monooxygenase COQ6, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq6 PE=2 SV=1Ubiquinone biosynthesis monooxygenase COQ6, mitochondrial (EC 1.14.13.-) (Coenzyme Q10 monooxygenase 6)Coq6 7 21.2 51.495 476 0 34.388 8.160589648 6.921526195 8.59410159 10.36409268 8.318613958 12.52303793
tr|D3ZBM3|D3ZBM3_RAT Ferrochelatase OS=Rattus norvegicus OX=10116 GN=Fech PE=1 SV=1Ferrochelatase (EC 4.99.1.1)Fech 17 46 47.551 422 0 315.9 30.96157315 36.80210473 37.7481848 40.28157843 38.09790369 50.04236843
tr|Q3V5X8|Q3V5X8_RAT Endonuclease G OS=Rattus norvegicus OX=10116 GN=Endog PE=1 SV=1Endonuclease (EC 3.1.30.-)Endog 5 24.8 32.267 294 0 48.55 2.787545037 4.047535567 2.794478015 4.211693006 3.861185112 4.185962078
tr|F1LPD0|F1LPD0_RAT Collagen alpha-1(XV) chain-like OS=Rattus norvegicus OX=10116 GN=LOC108348074 PE=1 SV=3;tr|A0A0G2JV12|A0A0G2JV12_RAT Collagen type XV alpha 1 chain OS=Rattus norvegicus OX=10116 GN=Col15a1 PE=1 SV=1Collagen alpha-1(XV) chain-likeLOC108348074 2 1.8 134.49 1312 0 34.013 3.272012628 1.639488085 1.84061964 3.44279236 4.055223187 2.639428869
sp|A0JPM9|EIF3J_RAT Eukaryotic translation initiation factor 3 subunit J OS=Rattus norvegicus OX=10116 GN=Eif3j PE=1 SV=1Eukaryotic translation initiation factor 3 subunit J (eIF3j) (Eukaryotic translation initiation factor 3 subunit 1) (eIF-3-alpha) (eIF3 p35)Eif3j 6 32.8 29.187 259 0 82.212 6.228438973 4.594821329 4.341004662 6.109875415 7.21360002 5.691652668
tr|E9PT53|E9PT53_RAT Wolfram syndrome 1 homolog (Human) OS=Rattus norvegicus OX=10116 GN=Wfs1 PE=1 SV=2Wolfram syndrome 1 homolog (Human) (Wolframin ER transmembrane glycoprotein)Wfs1 4 6.4 100.56 890 0 13.372 1.346986476 1.31431505 1.123910901 1.294959127 1.600086069 1.807438299
sp|Q5XIF3|NDUS4_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufs4 PE=1 SV=1NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial (Complex I-18 kDa) (CI-18 kDa) (NADH-ubiquinone oxidoreductase 18 kDa subunit)Ndufs4 9 38.3 19.74 175 0 113.23 77.01509444 87.38901896 63.82229568 61.67211489 60.81621369 62.04826971
sp|Q6Q0N1|CNDP2_RAT Cytosolic non-specific dipeptidase OS=Rattus norvegicus OX=10116 GN=Cndp2 PE=1 SV=1Cytosolic non-specific dipeptidase (EC 3.4.13.18) (CNDP dipeptidase 2)Cndp2 3 8.8 52.693 475 0.0010793 3.6938 0.413292599 0.435489022 0.474162061 0.497790602 0.603847783 0.47050291
sp|P00159|CYB_RAT Cytochrome b OS=Rattus norvegicus OX=10116 GN=Mt-Cyb PE=3 SV=3Cytochrome b (Complex III subunit 3) (Complex III subunit III) (Cytochrome b-c1 complex subunit 3) (Ubiquinol-cytochrome-c reductase complex cytochrome b subunit)Mt-Cyb 2 4.2 43.012 380 0 4.2339 23.16423384 27.26606493 20.69856665 20.51795308 21.4957299 16.81760886
tr|G3V7P3|G3V7P3_RAT 39S ribosomal protein L3, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl3 PE=1 SV=139S ribosomal protein L3, mitochondrial (Mitochondrial ribosomal protein L3 (Predicted), isoform CRA_a)Mrpl3 6 20.1 38.492 348 0 26.342 6.842051094 6.533075713 7.627207989 9.563776639 7.506436803 11.96830982
tr|A0A0G2K2P6|A0A0G2K2P6_RAT HBS1-like protein OS=Rattus norvegicus OX=10116 GN=Hbs1l PE=1 SV=1;sp|Q6AXM7|HBS1L_RAT HBS1-like protein OS=Rattus norvegicus OX=10116 GN=Hbs1l PE=1 SV=1HBS1-like protein Hbs1l 3 4.9 74.799 679 0 4.3152 0.208863933 0.192833335 0.186778779 0.311585729 0.287233516 0.200636827



sp|Q5EB77|RAB18_RAT Ras-related protein Rab-18 OS=Rattus norvegicus OX=10116 GN=Rab18 PE=2 SV=1Ras-related protein Rab-18Rab18 8 50.5 22.976 206 0 261.7 8.61013704 7.887963355 7.828910959 9.176758138 9.299590217 8.148610532
sp|P04466|MLRS_RAT Myosin regulatory light chain 2, skeletal muscle isoform OS=Rattus norvegicus OX=10116 GN=Mylpf PE=1 SV=2Myosin regulatory light chain 2, skeletal muscle isoform (DTNB) (Fast skeletal myosin light chain 2) (G2) (MLC-2)Mylpf 25 95.3 18.969 169 0 323.31 656.2589155 448.1988064 745.0203342 455.451495 506.5105618 350.4337371
sp|Q6AY30|SCPDL_RAT Saccharopine dehydrogenase-like oxidoreductase OS=Rattus norvegicus OX=10116 GN=Sccpdh PE=1 SV=1Saccharopine dehydrogenase-like oxidoreductase (EC 1.-.-.-)Sccpdh 9 21.2 47.088 429 0 36.752 12.93853587 12.99112668 13.60923325 18.25915065 14.20231433 22.81497159
sp|Q4QR80|RT25_RAT 28S ribosomal protein S25, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps25 PE=2 SV=128S ribosomal protein S25, mitochondrial (MRP-S25) (S25mt)Mrps25 5 38 19.775 171 0 13.435 3.026417262 2.716981608 3.576865996 5.203905716 3.191867006 4.523167684
sp|Q6Q7Y5|GNA13_RAT Guanine nucleotide-binding protein subunit alpha-13 OS=Rattus norvegicus OX=10116 GN=Gna13 PE=1 SV=1Guanine nucleotide-binding protein subunit alpha-13 (G alpha-13) (G-protein subunit alpha-13)Gna13 6 16.2 44.011 377 0 17.127 2.262939286 2.66865975 2.32406644 1.971226179 2.22566741 2.258535885
tr|Q5PQZ9|Q5PQZ9_RAT NADH dehydrogenase [ubiquinone] 1 subunit C2 OS=Rattus norvegicus OX=10116 GN=Ndufc2 PE=1 SV=1NADH dehydrogenase [ubiquinone] 1 subunit C2Ndufc2 9 50.8 14.359 120 0 123.3 97.98728302 98.32190102 78.73733841 79.85840095 81.50354149 74.14662568
tr|A0A0G2KAX9|A0A0G2KAX9_RAT Melanoregulin OS=Rattus norvegicus OX=10116 GN=Mreg PE=1 SV=1;tr|D4A9U9|D4A9U9_RAT Melanoregulin OS=Rattus norvegicus OX=10116 GN=Mreg PE=1 SV=1Melanoregulin Mreg 3 15.7 22.996 197 0 32.381 0.995225676 1.244621012 1.21076667 0.815366756 1.137587312 0.823862685
sp|Q4V897|CC90B_RAT Coiled-coil domain-containing protein 90B, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ccdc90b PE=2 SV=1Coiled-coil domain-containing protein 90B, mitochondrialCcdc90b 3 14.8 29.8 256 0 17.833 0.516427601 0.591264083 0.497533992 0.684807737 0.547167956 0.774455308
sp|Q9EQX9|UBE2N_RAT Ubiquitin-conjugating enzyme E2 N OS=Rattus norvegicus OX=10116 GN=Ube2n PE=1 SV=1Ubiquitin-conjugating enzyme E2 N (EC 2.3.2.23) (Bendless-like ubiquitin-conjugating enzyme) (E2 ubiquitin-conjugating enzyme N) (Ubiquitin carrier protein N) (Ubiquitin-protein ligase N)Ube2n 4 23.7 17.124 152 0 7.5955 2.740232181 2.359923058 2.274578319 3.033197779 3.620552014 2.56759869
tr|F1M9V7|F1M9V7_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Npepps PE=1 SV=1Aminopeptidase (EC 3.4.11.-)Npepps 6 7.7 103.34 920 0 40.927 0.684556318 0.674827827 0.889002409 1.167386362 0.83240069 1.591846165
tr|F1LQN3|F1LQN3_RAT Reticulon OS=Rattus norvegicus OX=10116 GN=Rtn4 PE=1 SV=1;sp|Q9JK11|RTN4_RAT Reticulon-4 OS=Rattus norvegicus OX=10116 GN=Rtn4 PE=1 SV=1Reticulon-4 (Foocen) (Glut4 vesicle 20 kDa protein) (Neurite outgrowth inhibitor) (Nogo protein)Rtn4 5 5.6 126.4 1163 0 306.96 27.07920962 38.79618345 31.8210447 22.08394461 30.18483902 23.95490738
sp|Q9ER30|KLH41_RAT Kelch-like protein 41 OS=Rattus norvegicus OX=10116 GN=Klhl41 PE=1 SV=1Kelch-like protein 41 (Kel-like protein 23) (Kelch repeat and BTB domain-containing protein 10) (Kelch-related protein 1) (Sarcosin)Klhl41 13 21.1 68.212 606 0 105.33 13.80250976 12.54097822 15.6774891 15.02444046 15.5866827 17.09192496
sp|P11762|LEG1_RAT Galectin-1 OS=Rattus norvegicus OX=10116 GN=Lgals1 PE=1 SV=2Galectin-1 (Gal-1) (14 kDa lectin) (Beta-galactoside-binding lectin L-14-I) (Galaptin) (Lactose-binding lectin 1) (Lectin galactoside-binding soluble 1) (RL 14.5) (S-Lac lectin 1)Lgals1 12 76.3 14.857 135 0 184.66 50.55902975 52.92205938 65.9994071 74.03520591 67.79468141 112.4594409
tr|D3ZTW8|D3ZTW8_RAT Mitochondrial ribosomal protein L27 OS=Rattus norvegicus OX=10116 GN=Mrpl27 PE=1 SV=2Mitochondrial ribosomal protein L27 (Mitochondrial ribosomal protein L27 (Predicted), isoform CRA_a)Mrpl27 2 14.2 15.823 148 0.0010593 3.3171 2.945538869 3.371621856 2.987902472 2.764793282 2.809938812 2.905109091
sp|P97519|HMGCL_RAT Hydroxymethylglutaryl-CoA lyase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hmgcl PE=2 SV=1Hydroxymethylglutaryl-CoA lyase, mitochondrial (HL) (HMG-CoA lyase) (EC 4.1.3.4) (3-hydroxy-3-methylglutarate-CoA lyase)Hmgcl 8 24.9 34.191 325 0 47.144 11.97973557 11.24926931 12.69539531 13.98343236 12.44043999 16.33196777
sp|Q4V7C7|ARP3_RAT Actin-related protein 3 OS=Rattus norvegicus OX=10116 GN=Actr3 PE=1 SV=1;tr|A0A0G2K1C0|A0A0G2K1C0_RAT Actin-related protein 3 OS=Rattus norvegicus OX=10116 GN=Actr3 PE=1 SV=1Actin-related protein 3 (Actin-like protein 3)Actr3 6 23.2 47.357 418 0 64.201 7.211322165 6.840578445 6.692788109 7.714090993 9.317926222 12.52913384
sp|P24368|PPIB_RAT Peptidyl-prolyl cis-trans isomerase B OS=Rattus norvegicus OX=10116 GN=Ppib PE=1 SV=3Peptidyl-prolyl cis-trans isomerase B (PPIase B) (EC 5.2.1.8) (CYP-S1) (Cyclophilin B) (Rotamase B) (S-cyclophilin) (SCYLP)Ppib 10 38.9 23.802 216 0 85.13 16.37536581 16.41956004 16.36126674 17.62307858 21.53617697 17.89455355
sp|P62982|RS27A_RAT Ubiquitin-40S ribosomal protein S27a OS=Rattus norvegicus OX=10116 GN=Rps27a PE=1 SV=2;sp|P62986|RL40_RAT Ubiquitin-60S ribosomal protein L40 OS=Rattus norvegicus OX=10116 GN=Uba52 PE=1 SV=2;tr|F1LU69|F1LU69_RAT Uncharacterized protein Ubiquitin-40S ribosomal protein S27a (Ubiquitin carboxyl extension protein 80) [Cleaved into: Ubiquitin; 40S ribosomal protein S27a]Rps27a 6 50.6 17.951 156 0 323.31 18.06769098 20.06122161 20.7324125 20.11480881 23.17886729 26.29269014
tr|D3ZH23|D3ZH23_RAT Similar to mitochondrial ribosomal protein L41 OS=Rattus norvegicus OX=10116 GN=RGD1560917 PE=4 SV=1;sp|Q5BJX1|RM41_RAT 39S ribosomal protein L41, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl41 PE=1 SV=139S ribosomal protein L41, mitochondrial (L41mt) (MRP-L41)Mrpl41 4 35.1 15.194 134 0 31.543 5.206421075 6.36180212 5.234672309 8.209809135 5.603806654 8.062150162
tr|D4A533|D4A533_RAT Transmembrane anterior posterior transformation 1 OS=Rattus norvegicus OX=10116 GN=Tapt1 PE=1 SV=3Transmembrane anterior posterior transformation 1Tapt1 6 13.8 69.564 608 0 96.208 3.990786728 4.766637864 4.460288414 3.140762644 4.347736394 3.564280518
tr|B5DFG4|B5DFG4_RAT Heat shock 27kD protein family, member 7 (Cardiovascular) OS=Rattus norvegicus OX=10116 GN=Hspb7 PE=2 SV=1Heat shock 27kD protein family, member 7 (Cardiovascular) (Heat shock protein beta-7) (Heat shock protein family, member 7 (Cardiovascular))Hspb7 3 29.6 18.618 169 0 45.643 3.277882834 3.047238556 3.607327261 4.3229011 3.971470789 6.514600967
tr|Q5RJN0|Q5RJN0_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 7 OS=Rattus norvegicus OX=10116 GN=Ndufs7 PE=1 SV=1Complex I-20kD (NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial) (NADH-ubiquinone oxidoreductase 20 kDa subunit)Ndufs7 10 46.3 23.945 218 0 165.73 107.8010631 106.693083 86.3663759 89.63539611 87.89957142 81.41600232
tr|Q6AYJ9|Q6AYJ9_RAT NAD(P)(+)--arginine ADP-ribosyltransferase OS=Rattus norvegicus OX=10116 GN=Art3 PE=2 SV=1;tr|A0A0G2K8S9|A0A0G2K8S9_RAT NAD(P)(+)--arginine ADP-ribosyltransferase OS=Rattus norvegicus OX=10116 GN=Art3 PE=3 SV=1NAD(P)(+)--arginine ADP-ribosyltransferase (EC 2.4.2.31) (Mono(ADP-ribosyl)transferase)Art3 9 23.8 41.712 374 0 79.905 12.39817589 11.10316849 12.72009363 13.49488123 12.61301415 15.77622367
sp|P80431|COX7B_RAT Cytochrome c oxidase subunit 7B, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox7b PE=1 SV=3Cytochrome c oxidase subunit 7B, mitochondrial (Cytochrome c oxidase polypeptide VIIb)Cox7b 3 21.2 8.9952 80 0 5.552 36.30446396 36.61503645 24.42115276 23.05268536 28.07727705 22.28361114
sp|B4F795|CTL2_RAT Choline transporter-like protein 2 OS=Rattus norvegicus OX=10116 GN=Slc44a2 PE=2 SV=1Choline transporter-like protein 2 (Solute carrier family 44 member 2)Slc44a2 4 5.4 79.896 705 0 15.923 2.698488495 3.284849817 3.196374612 2.506542047 2.983375846 2.476566385
tr|F1LS40|F1LS40_RAT Collagen type I alpha 2 chain OS=Rattus norvegicus OX=10116 GN=Col1a2 PE=1 SV=3;tr|A0A0G2KAN1|A0A0G2KAN1_RAT Collagen, type I, alpha 2 OS=Rattus norvegicus OX=10116 GN=NEWGENE_621351 PE=1 SV=1;sp|P02466|CO1A2_RAT Collagen alpha-2(I) chCollagen alpha-2(I) chain (Alpha-2 type I collagen)Col1a2 5 5.8 129.63 1372 0 10.935 4.326592608 2.232134202 2.497549289 9.257984243 7.447653729 3.148640828
sp|D3ZAW2|PISD_RAT Phosphatidylserine decarboxylase proenzyme, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pisd PE=1 SV=3Phosphatidylserine decarboxylase proenzyme, mitochondrial (EC 4.1.1.65) [Cleaved into: Phosphatidylserine decarboxylase beta chain; Phosphatidylserine decarboxylase alpha chain]Pisd 3 8.6 45.823 406 0 4.8548 0.233077278 0.170952763 0.192262722 0.232372359 0.237532157 0.238014936
tr|A0A0G2JVP4|A0A0G2JVP4_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1;tr|F1LM30|F1LM30_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=3;tr|F1LPW0|F1LPW0_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=Immunoglobulin heavy constant muIghm 7 16.4 51.708 470 0 69.472 4.123644037 5.471376872 7.870989583 6.886301421 7.854820895 11.3505906
sp|P35213|1433B_RAT 14-3-3 protein beta/alpha OS=Rattus norvegicus OX=10116 GN=Ywhab PE=1 SV=314-3-3 protein beta/alpha (Prepronerve growth factor RNH-1) (Protein kinase C inhibitor protein 1) (KCIP-1) [Cleaved into: 14-3-3 protein beta/alpha, N-terminally processed]Ywhab 2 10.2 28.054 246 0 8.8014 2.219439555 2.805678624 2.871591667 2.712354664 3.224116803 3.63306274
sp|Q9EPJ3|RT26_RAT 28S ribosomal protein S26, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps26 PE=1 SV=128S ribosomal protein S26, mitochondrial (MRP-S26) (S26mt) (Protein 5'OT-EST)Mrps26 3 18 23.349 200 0 14.228 2.919248374 2.61673473 2.683061136 3.227782081 2.85329807 3.834431077
tr|D3ZGM1|D3ZGM1_RAT Pentatricopeptide repeat domain 3 OS=Rattus norvegicus OX=10116 GN=Ptcd3 PE=1 SV=1;tr|A0A0G2JU15|A0A0G2JU15_RAT Pentatricopeptide repeat domain 3 OS=Rattus norvegicus OX=10116 GN=Ptcd3 PE=1 SV=1Pentatricopeptide repeat domain 3Ptcd3 10 23.4 77.89 687 0 75.276 3.912115934 3.424089818 3.588712044 7.524762498 3.705113354 8.163037527
sp|P22734|COMT_RAT Catechol O-methyltransferase OS=Rattus norvegicus OX=10116 GN=Comt PE=1 SV=2Catechol O-methyltransferase (EC 2.1.1.6)Comt 4 25.4 29.597 264 0 52.535 5.148220743 6.118465287 6.26422647 6.275313879 6.316753666 7.228534015
tr|B0BN63|B0BN63_RAT Activator of Hsp90 ATPase activity 1 OS=Rattus norvegicus OX=10116 GN=Ahsa1 PE=1 SV=1Activator of Hsp90 ATPase activity 1 (LOC681996 protein) (RCG20659, isoform CRA_b)Ahsa1 2 13.9 38.104 338 0 13.843 0.659720832 0.609872193 0.52076871 0.765675492 1.13677837 0.69692545
tr|Q6P9Y4|Q6P9Y4_RAT ADP/ATP translocase 1 OS=Rattus norvegicus OX=10116 GN=Slc25a4 PE=1 SV=1;sp|Q05962|ADT1_RAT ADP/ATP translocase 1 OS=Rattus norvegicus OX=10116 GN=Slc25a4 PE=1 SV=3ADP/ATP translocase 1 (ADP,ATP carrier protein 1) (Adenine nucleotide translocator 1) (ANT 1) (Solute carrier family 25 member 4)Slc25a4 14 30.5 32.904 298 0 323.31 5732.732697 6192.009279 4535.526823 4351.927487 5207.910738 3402.942012
sp|P27881|HXK2_RAT Hexokinase-2 OS=Rattus norvegicus OX=10116 GN=Hk2 PE=1 SV=1Hexokinase-2 (EC 2.7.1.1) (Hexokinase type II) (HK II) (Hexokinase-B)Hk2 3 4 102.54 917 0.001087 3.7765 0.440671841 0.573643139 0.525571162 0.646942038 0.526038407 0.628651221
sp|P04157|PTPRC_RAT Receptor-type tyrosine-protein phosphatase C OS=Rattus norvegicus OX=10116 GN=Ptprc PE=1 SV=2Receptor-type tyrosine-protein phosphatase C (EC 3.1.3.48) (Leukocyte common antigen) (L-CA) (T200) (CD antigen CD45)Ptprc 2 1.2 143.27 1273 0.0015175 2.8078 0.548638474 0.46114551 0.43506553 0.70212801 1.282765327 0.658582155
sp|P19357|GLUT4_RAT Solute carrier family 2, facilitated glucose transporter member 4 OS=Rattus norvegicus OX=10116 GN=Slc2a4 PE=1 SV=1Solute carrier family 2, facilitated glucose transporter member 4 (Glucose transporter type 4, insulin-responsive) (GLUT-4)Slc2a4 5 11.8 54.895 509 0 144.74 16.2895705 11.33564648 12.3551073 14.88826729 17.51681685 16.37870311
tr|A0A0G2K9B4|A0A0G2K9B4_RAT Mitochondrial ribosomal protein L15 OS=Rattus norvegicus OX=10116 GN=Mrpl15 PE=1 SV=1;tr|D4A4B1|D4A4B1_RAT Mitochondrial ribosomal protein L15 OS=Rattus norvegicus OX=10116 GN=Mrpl15 PE=1 SV=239S ribosomal protein L15, mitochondrialMrpl15 8 30.5 33.652 295 0 21.001 5.349914997 5.611554682 5.955954811 9.536900354 5.836781775 11.52534012
sp|P83565|RM40_RAT 39S ribosomal protein L40, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl40 PE=1 SV=239S ribosomal protein L40, mitochondrial (L40mt) (MRP-L40)Mrpl40 2 12.1 24.397 206 0 4.8245 4.813970216 5.401287966 5.444608053 5.857357788 5.546102169 7.195514485
sp|Q7M0E7|RM14_RAT 39S ribosomal protein L14, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl14 PE=1 SV=239S ribosomal protein L14, mitochondrial (L14mt) (MRP-L14) (39S ribosomal protein L32, mitochondrial) (L32mt) (MRP-L32)Mrpl14 2 20 15.912 145 0 5.79 1.649477684 2.025816157 2.234740839 4.505540386 1.948631949 4.380116918
tr|A0A0G2JSI1|A0A0G2JSI1_RAT 4-trimethylaminobutyraldehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh9a1 PE=1 SV=1;sp|Q9JLJ3|AL9A1_RAT 4-trimethylaminobutyraldehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh9a1 PE=1 SV=14-trimethylaminobutyraldehyde dehydrogenase (TMABA-DH) (TMABADH) (EC 1.2.1.47) (Aldehyde dehydrogenase family 9 member A1) (EC 1.2.1.3) (Gamma-aminobutyraldehyde dehydrogenase) (EC 1.2.1.19)Aldh9a1 13 33 54.05 497 0 108.57 9.283956401 9.339099846 9.776419451 10.73976341 10.09720643 13.22203599
sp|Q5M7W6|F234A_RAT Protein FAM234A OS=Rattus norvegicus OX=10116 GN=Fam234a PE=1 SV=1Protein FAM234A (Protein ITFG3)Fam234a 4 6.9 60.636 552 0 6.2924 3.376572535 3.470832208 3.223862931 3.718602767 3.786708575 4.966950173
sp|P62907|RL10A_RAT 60S ribosomal protein L10a OS=Rattus norvegicus OX=10116 GN=Rpl10a PE=1 SV=2;tr|F1LYQ7|F1LYQ7_RAT Ribosomal protein OS=Rattus norvegicus OX=10116 PE=1 SV=260S ribosomal protein L10aRpl10a 8 35 24.831 217 0 71.781 34.82737968 30.00891033 37.34889525 44.12190091 46.78970928 34.00402049
sp|Q66H12|NAGAB_RAT Alpha-N-acetylgalactosaminidase OS=Rattus norvegicus OX=10116 GN=Naga PE=2 SV=1Alpha-N-acetylgalactosaminidase (EC 3.2.1.49) (Alpha-galactosidase B)Naga 7 20.5 46.871 415 0 26.559 2.485304693 2.246793642 2.452223293 2.5471551 2.651494158 3.241806704
sp|P63045|VAMP2_RAT Vesicle-associated membrane protein 2 OS=Rattus norvegicus OX=10116 GN=Vamp2 PE=1 SV=2Vesicle-associated membrane protein 2 (VAMP-2) (Synaptobrevin-2)Vamp2 2 14.7 12.691 116 0 18.609 0.84310205 0.855923738 1.366274628 1.675109245 1.096115583 2.286881882
sp|Q5XIK2|TMX2_RAT Thioredoxin-related transmembrane protein 2 OS=Rattus norvegicus OX=10116 GN=Tmx2 PE=2 SV=1Thioredoxin-related transmembrane protein 2 (Thioredoxin domain-containing protein 14)Tmx2 4 14.6 33.865 295 0 17.046 5.883752524 6.044921294 6.352957482 11.93247321 6.716370712 16.52297305
tr|D4A6C5|D4A6C5_RAT Rho GTPase-activating protein 1 OS=Rattus norvegicus OX=10116 GN=Arhgap1 PE=1 SV=1Rho GTPase-activating protein 1Arhgap1 7 15.5 50.622 439 0 28.948 2.048651685 2.131048231 2.236478869 2.359916982 2.297717124 2.927968766
tr|A0A0G2K7K2|A0A0G2K7K2_RAT Apoptosis-inducing factor 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aifm1 PE=1 SV=1;sp|Q9JM53|AIFM1_RAT Apoptosis-inducing factor 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aifm1 PE=1 SV=1Apoptosis-inducing factor 1, mitochondrial (EC 1.6.99.-) (Programmed cell death protein 8)Aifm1 26 48.7 66.133 608 0 323.31 121.7641255 114.052418 101.1807958 125.1180646 116.0237671 134.0186543
sp|P04897|GNAI2_RAT Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Rattus norvegicus OX=10116 GN=Gnai2 PE=1 SV=3;tr|Q5EEY3|Q5EEY3_RAT GTP-binding protein G-alpha-i2 splice variant b OS=Rattus norvegicus OX=10116 GN=Gnai2 PE=1 SV=1Guanine nucleotide-binding protein G(i) subunit alpha-2 (Adenylate cyclase-inhibiting G alpha protein)Gnai2 12 46.5 40.499 355 0 217.27 24.56856772 26.39686379 25.59935423 26.54660239 33.85581505 28.7422313
tr|D3ZFG5|D3ZFG5_RAT Peripheral myelin protein 2 OS=Rattus norvegicus OX=10116 GN=Pmp2 PE=3 SV=1Myelin P2 protein Pmp2 7 44.7 14.952 132 0 34.752 22.64193604 14.84749551 19.49383735 34.97560256 50.21908148 20.82059194
sp|P02770|ALBU_RAT Serum albumin OS=Rattus norvegicus OX=10116 GN=Alb PE=1 SV=2Albumin Alb 2 3.3 68.73 608 0 323.31 357.3099 313.6972098 362.6445593 363.4091783 367.6207181 427.8213567
sp|Q5XIA8|GHITM_RAT Growth hormone-inducible transmembrane protein OS=Rattus norvegicus OX=10116 GN=Ghitm PE=2 SV=1Growth hormone-inducible transmembrane protein (Mitochondrial morphology and cristae structure 1) (MICS1)Ghitm 5 12.1 37.178 346 0 13.967 3.53035186 4.446400669 3.019598653 2.542914619 2.807350199 3.261313626
sp|B4F7E8|NIBL1_RAT Niban-like protein 1 OS=Rattus norvegicus OX=10116 GN=Fam129b PE=1 SV=1Protein Niban 2 (Meg-3) (Niban-like protein 1) (Protein FAM129B)Niban2 2 3.6 84.73 747 0 5.7845 2.114678958 1.046644534 1.567977598 0.91833279 1.276185937 0.777371186
tr|M0RD75|M0RD75_RAT 40S ribosomal protein S6 OS=Rattus norvegicus OX=10116 GN=Rps6 PE=1 SV=1;sp|P62755|RS6_RAT 40S ribosomal protein S6 OS=Rattus norvegicus OX=10116 GN=Rps6 PE=1 SV=140S ribosomal protein S6 Rps6 9 30.4 28.421 247 0 30.157 20.57983807 14.73791989 19.46273576 23.91571273 28.98167353 18.83637216
sp|D3Z9R8|68MP_RAT 6.8 kDa mitochondrial proteolipid OS=Rattus norvegicus OX=10116 GN=Mp68 PE=1 SV=1ATP synthase subunit ATP5MPL, mitochondrial (6.8 kDa mitochondrial proteolipid) (6.8 kDa mitochondrial proteolipid protein) (MLQ)Atp5mpl 2 13.3 6.9142 60 0.0015512 2.9998 101.4843202 104.0820244 85.91357332 90.0893067 89.50127537 68.58512076
tr|B1WBY7|B1WBY7_RAT ER lipid raft-associated 1 OS=Rattus norvegicus OX=10116 GN=Erlin1 PE=1 SV=1ER lipid raft-associated 1 (SPFH domain family, member 1 (Predicted))Erlin1 2 5.5 39.266 348 0.00054735 3.8511 0.136309191 0.16816895 0.168520316 0.171052622 0.170524845 0.203796542
tr|D3ZJS3|D3ZJS3_RAT RCG43475 OS=Rattus norvegicus OX=10116 GN=Tomm6 PE=1 SV=1RCG43475 (Translocase of outer mitochondrial membrane 6)Tomm6 2 56.8 7.8938 74 0 152.27 0.37884904 0.476915514 0.443549862 0.568021321 0.432735107 0.632826922
sp|P24051|RS27L_RAT 40S ribosomal protein S27-like OS=Rattus norvegicus OX=10116 GN=Rps27l PE=1 SV=3;tr|M0RA26|M0RA26_RAT Ribosomal protein S27-like OS=Rattus norvegicus OX=10116 GN=LOC100362987 PE=3 SV=1;sp|Q71TY3|RS27_RAT 40S ribosomal protein S27 OS=Rat40S ribosomal protein S27-likeRps27l 3 38.1 9.4771 84 0 14.837 1.01108025 0.802468608 1.005084526 1.113812968 1.228404465 0.962869829
sp|B0BNN3|CAH1_RAT Carbonic anhydrase 1 OS=Rattus norvegicus OX=10116 GN=Ca1 PE=1 SV=1Carbonic anhydrase 1 (EC 4.2.1.1) (Carbonate dehydratase I) (Carbonic anhydrase I) (CA-I)Ca1 2 8.4 28.299 261 0 4.3022 0.705177298 0.721718292 0.716891689 0.726137491 0.879319291 1.001903994
tr|D3ZF54|D3ZF54_RAT Anoctamin OS=Rattus norvegicus OX=10116 GN=Ano10 PE=1 SV=2Anoctamin Ano10 7 13.7 79.039 688 0 59.263 2.837466874 3.08559002 3.997880925 4.864010301 3.879628976 7.734291623
sp|P09527|RAB7A_RAT Ras-related protein Rab-7a OS=Rattus norvegicus OX=10116 GN=Rab7a PE=1 SV=2;tr|A0A0G2K930|A0A0G2K930_RAT Ras-related protein Rab-7a OS=Rattus norvegicus OX=10116 GN=Rab7a PE=1 SV=1Ras-related protein Rab-7a (Ras-related protein BRL-RAS) (Ras-related protein p23)Rab7a 14 74.9 23.504 207 0 251.08 32.53448729 35.69400901 35.30442297 35.29692347 36.35760112 37.73573542
sp|P08461|ODP2_RAT Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial OS=Rattus norvegicus OX=10116 GN=Dlat PE=1 SV=3Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial (EC 2.3.1.12) (70 kDa mitochondrial autoantigen of primary biliary cirrhosis) (PBC) (Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex) (Pyruvate dehydrogenase complex component E2) (PDC-E2) (PDCE2)Dlat 25 42.6 67.165 632 0 323.31 436.0960908 422.6114201 387.9283238 387.6396421 338.6875811 404.0371349
tr|B2RYT0|B2RYT0_RAT Mitochondrial ribosomal protein S21 OS=Rattus norvegicus OX=10116 GN=Mrps21 PE=2 SV=1;tr|M0R3S1|M0R3S1_RAT Mitochondrial ribosomal protein S21-like OS=Rattus norvegicus OX=10116 GN=Mrps21l PE=4 SV=1Mitochondrial ribosomal protein S21 (Mitochondrial ribosomal protein S21 (Predicted), isoform CRA_a) (Mrps21 protein)Mrps21 3 37.9 10.6 87 0 4.9909 0.552702463 0.565301573 0.613753322 0.746384292 0.61630548 0.98177732
tr|D3ZZN4|D3ZZN4_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P04646|RL35A_RAT 60S ribosomal protein L35a OS=Rattus norvegicus OX=10116 GN=Rpl35a PE=3 SV=1;tr|D4A771|D4A771_RAT Uncharacterized protein OS=Rattus norvegicus OX=1011660S ribosomal protein L35aRpl35a 5 40 12.623 110 0 11.928 3.708765981 3.560417675 4.815258198 5.907228227 5.824917301 3.973925893
tr|M0R7S5|M0R7S5_RAT Perilipin 4 OS=Rattus norvegicus OX=10116 GN=Plin4 PE=4 SV=2Perilipin 4 Plin4 14 65.1 141.26 1395 0 323.31 51.15608488 39.68858303 44.55120061 66.04996306 75.44726696 44.80902685
tr|D3ZG95|D3ZG95_RAT Mitochondrial calcium uptake family, member 3 OS=Rattus norvegicus OX=10116 GN=Micu3 PE=4 SV=2Mitochondrial calcium uptake family, member 3Micu3 4 9.4 56.882 499 0 7.6448 2.223704235 2.252716648 2.310665313 5.335599512 2.368256813 7.181900278
tr|F1LN92|F1LN92_RAT AFG3-like matrix AAA peptidase subunit 2 OS=Rattus norvegicus OX=10116 GN=Afg3l2 PE=1 SV=1AFG3-like matrix AAA peptidase subunit 2Afg3l2 36 40.8 89.35 802 0 308.35 65.06395731 65.51338315 57.8443868 76.64519179 62.69835065 84.26990574



tr|D4A7X1|D4A7X1_RAT Mitochondrial ribosomal protein S16 OS=Rattus norvegicus OX=10116 GN=Mrps16 PE=1 SV=1Mitochondrial ribosomal protein S16 (RCG41911)Mrps16 3 25.2 15.243 135 0 7.9828 3.188776119 3.003260236 2.832348776 3.173551711 3.20653581 3.822848842
tr|Q5XIW0|Q5XIW0_RAT Mitochondrial import inner membrane translocase subunit TIM23 OS=Rattus norvegicus OX=10116 GN=LOC100362432 PE=1 SV=1;sp|O35093|TIM23_RAT Mitochondrial import inner membrane translocase subunit Tim23 OS=Rattus norvegicus OX=10116 GN=TiMitochondrial import inner membrane translocase subunit Tim23Timm23 3 16.7 21.873 209 0 13.097 4.45056935 4.37670663 3.856368683 6.596037544 4.195763271 7.611865364
tr|Q5XFW4|Q5XFW4_RAT Mitochondrial ribosomal protein L13 OS=Rattus norvegicus OX=10116 GN=Mrpl13 PE=1 SV=1Mitochondrial ribosomal protein L13 (Mitochondrial ribosomal protein L13, isoform CRA_a)Mrpl13 5 32.6 20.54 178 0 15.645 3.663209169 3.889490021 3.6502749 4.417923698 3.753272331 4.900911112
tr|A0A0G2JW34|A0A0G2JW34_RAT CDGSH iron sulfur domain 3 OS=Rattus norvegicus OX=10116 GN=Cisd3 PE=1 SV=1CDGSH iron sulfur domain 3Cisd3 6 43.3 14.379 127 0 13.792 16.41500225 17.27049858 14.87067722 12.05132611 12.21986863 16.39089493
tr|M0R5Q9|M0R5Q9_RAT Glycerophosphodiester phosphodiesterase 1 OS=Rattus norvegicus OX=10116 GN=Gde1 PE=1 SV=1;sp|Q9JL55|GDE1_RAT Glycerophosphodiester phosphodiesterase 1 OS=Rattus norvegicus OX=10116 GN=Gde1 PE=1 SV=2Glycerophosphodiester phosphodiesterase 1 (Glycerophosphoinositol glycerophosphodiesterase GDE1) (EC 3.1.4.44) (Lysophospholipase D GDE1) (EC 3.1.4.-) (Membrane-interacting protein of RGS16)Gde1 4 15.5 32.047 283 0 7.1191 2.942478335 3.190180436 3.206436892 3.270127161 3.356621403 4.013346133
sp|P15429|ENOB_RAT Beta-enolase OS=Rattus norvegicus OX=10116 GN=Eno3 PE=1 SV=3Beta-enolase (EC 4.2.1.11) (2-phospho-D-glycerate hydro-lyase) (Enolase 3) (Muscle-specific enolase) (MSE) (Skeletal muscle enolase)Eno3 23 49.8 47.013 434 0 323.31 249.9052012 228.504639 284.2182368 287.9644605 339.825492 264.501679
tr|D3ZZN3|D3ZZN3_RAT Acetyl-coenzyme A synthetase OS=Rattus norvegicus OX=10116 GN=Acss1 PE=3 SV=1Acetyl-coenzyme A synthetase (EC 6.2.1.1)Acss1 8 16.6 74.891 682 0 127.42 9.109355405 10.72755119 10.86451778 6.895857433 7.591106002 10.34882885
sp|Q920L2|SDHA_RAT Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sdha PE=1 SV=1Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial (EC 1.3.5.1) (Flavoprotein subunit of complex II) (Fp)Sdha 35 68.8 71.614 656 0 323.31 564.192011 550.3953405 518.9392051 648.7935154 538.7819303 644.7749117
tr|Q6IRJ7|Q6IRJ7_RAT Annexin OS=Rattus norvegicus OX=10116 GN=Anxa7 PE=1 SV=1Annexin Anxa7 2 5.2 50.019 463 0 5.5498 0.126083995 0.115982331 0.166343204 0.164482863 0.14795538 0.183832426
tr|F1LQH9|F1LQH9_RAT Bcl2-associated athanogene 2 OS=Rattus norvegicus OX=10116 GN=Bag2 PE=4 SV=2BAG cochaperone 2 Bag2 2 7.5 23.805 212 0.0024802 2.5896 0.330763524 0.316974607 0.329772921 0.371806524 0.34859981 0.473510227
tr|D4A9P9|D4A9P9_RAT Gup1, glycerol uptake/transporter homolog (Yeast) (Predicted) OS=Rattus norvegicus OX=10116 GN=Hhatl PE=3 SV=1Gup1, glycerol uptake/transporter homolog (Yeast) (Predicted) (Hedgehog acyltransferase-like)Hhatl 19 39 56.377 503 0 296.81 47.38560648 66.03164618 61.00485737 47.00244139 47.43146945 48.4899425
tr|Q6AYG2|Q6AYG2_RAT DnaJ (Hsp40) homolog, subfamily C, member 28 OS=Rattus norvegicus OX=10116 GN=Dnajc28 PE=2 SV=1DnaJ (Hsp40) homolog, subfamily C, member 28 (DnaJ heat shock protein family (Hsp40) member C28) (Similar to J domain protein C21orf55)Dnajc28 2 5.5 44.507 383 0 7.9241 1.450894137 1.387118667 1.337368443 1.517793391 1.448166876 1.794433684
tr|D3ZVD3|D3ZVD3_RAT 5-nucleotidase, cytosolic IA OS=Rattus norvegicus OX=10116 GN=Nt5c1a PE=1 SV=15'-nucleotidase, cytosolic IA (5'-nucleotidase, cytosolic IA (Predicted))Nt5c1a 2 7.7 40.53 362 0.00054615 3.8273 1.7025604 1.39496665 1.411417674 2.170050961 2.740855217 1.532004616
tr|F1LQC1|F1LQC1_RAT Acyl-coenzyme A oxidase OS=Rattus norvegicus OX=10116 GN=Acox1 PE=1 SV=3;sp|P07872|ACOX1_RAT Peroxisomal acyl-coenzyme A oxidase 1 OS=Rattus norvegicus OX=10116 GN=Acox1 PE=1 SV=1;tr|F1M609|F1M609_RAT Acyl-coenzyme A oxidase OS=Rattus Peroxisomal acyl-coenzyme A oxidase 1 (AOX) (EC 1.3.3.6) (Palmitoyl-CoA oxidase) [Cleaved into: Peroxisomal acyl-CoA oxidase 1, A chain; Peroxisomal acyl-CoA oxidase 1, B chain; Peroxisomal acyl-CoA oxidase 1, C chain]Acox1 3 7.3 74.508 660 0 7.5935 0.46147846 0.405321178 0.46373388 0.467659301 0.472540416 0.560732587
tr|F1M5C9|F1M5C9_RAT Ubiquitin-conjugating enzyme E2 D2 OS=Rattus norvegicus OX=10116 GN=Ube2d2 PE=1 SV=1;tr|A0A0G2JV72|A0A0G2JV72_RAT Ubiquitin-conjugating enzyme E2 D3 OS=Rattus norvegicus OX=10116 GN=Ube2d3 PE=3 SV=1;tr|A0A0G2K739|A0A0G2K739_RAT UbiquitUbiquitin-conjugating enzyme E2 D2 (EC 2.3.2.23) ((E3-independent) E2 ubiquitin-conjugating enzyme D2) (EC 2.3.2.24) (E2 ubiquitin-conjugating enzyme D2) (Ubiquitin carrier protein D2) (Ubiquitin-conjugating enzyme E2(17)KB 2) (Ubiquitin-conjugating enzyme E2-17 kDa 2) (Ubiquitin-protein ligase D2)Ube2d2 2 29.7 13.603 118 0 59.768 2.463529741 2.490870851 2.377305047 2.581138669 3.464102749 2.780955657
sp|Q6AYQ8|FAHD1_RAT Acylpyruvase FAHD1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fahd1 PE=1 SV=1Acylpyruvase FAHD1, mitochondrial (EC 3.7.1.5) (Fumarylacetoacetate hydrolase domain-containing protein 1) (Oxaloacetate decarboxylase) (OAA decarboxylase) (EC 4.1.1.112)Fahd1 6 36.7 24.48 221 0 68.016 11.87236599 13.06269634 13.35584675 19.88785351 12.58820661 22.92774598
tr|D3ZXF9|D3ZXF9_RAT Mitochondrial ribosomal protein L12 OS=Rattus norvegicus OX=10116 GN=Mrpl12 PE=1 SV=1Mitochondrial ribosomal protein L12Mrpl12 7 22.5 29.441 276 0 104.07 13.61988113 12.63229123 12.90944744 15.93703964 13.47103132 19.58312154
sp|Q8VHK0|ACOT8_RAT Acyl-coenzyme A thioesterase 8 OS=Rattus norvegicus OX=10116 GN=Acot8 PE=1 SV=1;tr|F7F557|F7F557_RAT Acyl-coenzyme A thioesterase 8 OS=Rattus norvegicus OX=10116 GN=Acot8 PE=1 SV=1Acyl-coenzyme A thioesterase 8 (Acyl-CoA thioesterase 8) (EC 3.1.2.1) (EC 3.1.2.11) (EC 3.1.2.2) (EC 3.1.2.3) (EC 3.1.2.5) (Choloyl-coenzyme A thioesterase) (EC 3.1.2.27) (Peroxisomal acyl-coenzyme A thioester hydrolase 1) (PTE-1) (Peroxisomal long-chain acyl-CoA thioesterase 1)Acot8 3 15 36.003 320 0 11.46 0.873506706 0.795114209 1.10557011 1.137344648 0.961507736 1.241839142
tr|D3ZLT6|D3ZLT6_RAT Kelch-like family member 31 OS=Rattus norvegicus OX=10116 GN=Klhl31 PE=4 SV=1Kelch-like family member 31Klhl31 5 9.1 70.197 634 0 16.806 4.037547684 4.166785423 4.97533992 5.401476272 4.97191557 4.555374426
tr|D3ZRG1|D3ZRG1_RAT Similar to RIKEN cDNA D930015E06 OS=Rattus norvegicus OX=10116 GN=Tmem131l PE=4 SV=3Transmembrane 131-like Tmem131l 2 1.1 175.95 1596 0.0097448 2.0458 1.503324609 1.272113632 1.703178047 1.676124571 1.649485423 1.829993179
tr|M0R589|M0R589_RAT Presenilins-associated rhomboid-like protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Parl PE=1 SV=2;sp|Q3B8P0|PARL_RAT Presenilins-associated rhomboid-like protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Parl PE=2 SV=1;Presenilins-associated rhomboid-like protein, mitochondrial (EC 3.4.21.105) (Mitochondrial intramembrane-cleaving protease PARL) [Cleaved into: P-beta (Pbeta)]Parl 4 13 42.13 377 0 21.553 3.445108443 3.206320628 2.449661985 1.96101319 2.984939799 2.194528795
tr|G3V6W6|G3V6W6_RAT Proteasome 26S subunit, ATPase 6 OS=Rattus norvegicus OX=10116 GN=Psmc6 PE=1 SV=1Proteasome 26S subunit, ATPase 6 (RCG61291)Psmc6 2 10.2 45.796 403 0 27.542 0.146439059 0.147783938 0.132666584 0.185667348 0.139704178 0.180388235
tr|F1LP82|F1LP82_RAT Ras-related protein Rab-2A OS=Rattus norvegicus OX=10116 GN=Rab2a PE=1 SV=3;sp|P05712|RAB2A_RAT Ras-related protein Rab-2A OS=Rattus norvegicus OX=10116 GN=Rab2a PE=2 SV=1;tr|Q3B7V5|Q3B7V5_RAT RAB2B, member RAS oncogene family OS=RattuRas-related protein Rab-2ARab2a 10 51.9 22.804 206 0 157.02 20.5191291 23.73842122 21.55889157 19.20579313 21.74488385 18.97657817
sp|D4AAT7|NNRD_RAT ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Rattus norvegicus OX=10116 GN=Naxd PE=3 SV=1;tr|D3ZLK9|D3ZLK9_RAT ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Rattus norvegicus OX=10116 GN=Naxd PE=1 SV=2ATP-dependent (S)-NAD(P)H-hydrate dehydratase (EC 4.2.1.93) (ATP-dependent NAD(P)HX dehydratase) (Carbohydrate kinase domain-containing protein) (NAD(P)HX dehydratase)Naxd 4 14 36.518 343 0 26.525 2.062700041 1.965154703 2.154517028 2.619004368 2.1204511 3.266291955
tr|D3ZJX5|D3ZJX5_RAT RCG54610, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Timm50 PE=1 SV=2Mitochondrial import inner membrane translocase subunit TIM50Timm50 10 35.7 39.854 353 0 104.78 20.73386826 20.84207125 17.41186021 16.76781547 17.37821823 18.76728514
tr|D4A1H7|D4A1H7_RAT Mitochondrial E3 ubiquitin protein ligase 1 OS=Rattus norvegicus OX=10116 GN=Mul1 PE=1 SV=1RING-type E3 ubiquitin transferase (EC 2.3.2.27)Mul1 4 12.5 39.78 352 0 14.933 2.141019625 2.358244873 2.289077149 2.692824563 2.739291264 2.228767508
tr|F1LNH3|F1LNH3_RAT Collagen type VI alpha 2 chain OS=Rattus norvegicus OX=10116 GN=Col6a2 PE=1 SV=2Collagen type VI alpha 2 chain (Procollagen, type VI, alpha 2, isoform CRA_a)Col6a2 11 10.4 109.66 1027 0 64.021 14.79843785 12.77740488 12.01207504 16.61253027 18.83215555 13.10418167
sp|P54001|P4HA1_RAT Prolyl 4-hydroxylase subunit alpha-1 OS=Rattus norvegicus OX=10116 GN=P4ha1 PE=2 SV=2Prolyl 4-hydroxylase subunit alpha-1 (4-PH alpha-1) (EC 1.14.11.2) (Procollagen-proline,2-oxoglutarate-4-dioxygenase subunit alpha-1)P4ha1 2 4.5 60.897 534 0.0072046 2.3006 0.388522337 0.341530403 0.291060587 0.402702307 0.34997501 0.467790228
sp|B2GV06|SCOT1_RAT Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Oxct1 PE=1 SV=1Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial (EC 2.8.3.5) (3-oxoacid CoA-transferase 1) (Somatic-type succinyl-CoA:3-oxoacid CoA-transferase) (SCOT-s)Oxct1 18 46.5 56.203 520 0 323.31 66.47381018 52.9763536 63.06305094 81.34555537 60.01266524 93.70129963
sp|P05508|NU4M_RAT NADH-ubiquinone oxidoreductase chain 4 OS=Rattus norvegicus OX=10116 GN=Mtnd4 PE=3 SV=3NADH-ubiquinone oxidoreductase chain 4 (EC 7.1.1.2) (NADH dehydrogenase subunit 4)Mtnd4 6 17.9 51.782 459 0 138.18 18.94119769 19.40969094 15.71728084 14.20202615 18.1041083 12.44379106
sp|Q62760|TOM20_RAT Mitochondrial import receptor subunit TOM20 homolog OS=Rattus norvegicus OX=10116 GN=Tomm20 PE=1 SV=2Mitochondrial import receptor subunit TOM20 homolog (Mitochondrial 20 kDa outer membrane protein) (Outer mitochondrial membrane receptor Tom20)Tomm20 2 17.2 16.284 145 0.0010864 3.7754 1.302583636 1.246299197 1.207153397 1.329539947 1.309298604 1.577215973
tr|D3ZQ57|D3ZQ57_RAT Plexin B2 OS=Rattus norvegicus OX=10116 GN=Plxnb2 PE=1 SV=1Plexin B2 Plxnb2 4 3.2 205.95 1841 0 41.887 1.33685159 1.463673521 1.371442981 1.508416554 1.599277128 2.156835731
sp|Q5HZA9|T126A_RAT Transmembrane protein 126A OS=Rattus norvegicus OX=10116 GN=Tmem126a PE=2 SV=1Transmembrane protein 126ATmem126a 5 25 21.657 196 0 40.434 13.77641995 12.9141276 11.35848424 14.99457792 12.64321463 15.43790048
sp|Q64232|TECR_RAT Very-long-chain enoyl-CoA reductase OS=Rattus norvegicus OX=10116 GN=Tecr PE=1 SV=1Very-long-chain enoyl-CoA reductase (EC 1.3.1.93) (Synaptic glycoprotein SC2) (Trans-2,3-enoyl-CoA reductase) (TER)Tecr 12 30.2 36.122 308 0 150.7 41.93083054 57.00399774 58.91464746 41.01380788 42.61934677 45.60251156
tr|A0A0G2JWM7|A0A0G2JWM7_RAT Interferon, lambda 1 OS=Rattus norvegicus OX=10116 GN=Ifnl1 PE=4 SV=1;tr|F1M3K4|F1M3K4_RAT Interferon, lambda 3 OS=Rattus norvegicus OX=10116 GN=Ifnl3 PE=4 SV=2Interferon, lambda 1 Ifnl1 2 14.6 21.459 192 0.0015121 2.7725 1.440658907 1.300198553 1.294740968 6.19110152 1.75971717 11.80575213
tr|Q99PV2|Q99PV2_RAT Syntaxin binding protein 3, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Stxbp3 PE=1 SV=1Syntaxin binding protein 3, isoform CRA_a (Syntaxin binding protein Munc18-3) (Syntaxin-binding protein 3)Stxbp3 13 21.2 68.02 593 0 72.359 10.67875746 12.69645713 13.38145983 24.74051605 11.2928218 24.51065147
tr|G3V7Y3|G3V7Y3_RAT ATP synthase subunit delta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1d PE=1 SV=1;sp|P35434|ATPD_RAT ATP synthase subunit delta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1d PE=1 SV=2;tr|B1WBP7|B1WBP7_RAT ATP synthATP synthase subunit delta, mitochondrial (ATP synthase F1 subunit delta) (F-ATPase delta subunit)Atp5f1d 6 41.1 17.563 168 0 323.31 157.3315525 121.3920097 130.8873897 169.5833847 148.349065 150.0509064
tr|A0A0G2K0X5|A0A0G2K0X5_RAT Protein ABHD16A OS=Rattus norvegicus OX=10116 GN=Abhd16a PE=1 SV=1;sp|Q6MG55|ABHGA_RAT Protein ABHD16A OS=Rattus norvegicus OX=10116 GN=Abhd16a PE=2 SV=1;tr|A0A0G2K4N8|A0A0G2K4N8_RAT Protein ABHD16A (Fragment) OS=Rattus norvegiPhosphatidylserine lipase ABHD16A (EC 3.1.-.-) (Alpha/beta hydrolase domain-containing protein 16A) (Abhydrolase domain-containing protein 16A) (HLA-B-associated transcript 5 homolog) (Monoacylglycerol lipase ABHD16A) (EC 3.1.1.23)Abhd16a 11 25.1 62.896 558 0 214.46 5.533547079 6.748278267 6.36439189 7.506844974 6.189480221 8.461229287
tr|F1LNC4|F1LNC4_RAT Vesicle transport through interaction with t-SNAREs homolog 1B OS=Rattus norvegicus OX=10116 GN=Vti1b PE=1 SV=2;sp|P58200|VTI1B_RAT Vesicle transport through interaction with t-SNAREs homolog 1B OS=Rattus norvegicus OX=10116 GN=Vti1b PVesicle transport through interaction with t-SNAREs homolog 1B (Vesicle transport v-SNARE protein Vti1-like 1) (Vti1-rp1)Vti1b 3 16.4 23.096 201 0 5.6269 0.835024245 0.841066864 1.077258514 1.28498504 0.928988292 1.676477762
tr|A0A0G2K9C8|A0A0G2K9C8_RAT Phosphorylase b kinase regulatory subunit OS=Rattus norvegicus OX=10116 GN=Phkb PE=1 SV=1;tr|Q5RKH5|Q5RKH5_RAT Phosphorylase b kinase regulatory subunit OS=Rattus norvegicus OX=10116 GN=Phkb PE=1 SV=1Phosphorylase b kinase regulatory subunitPhkb 17 16.8 124.06 1085 0 79.82 15.19179182 12.70089938 14.12561115 16.7493007 19.63840047 14.07749583
tr|D4A0T0|D4A0T0_RAT NADH:ubiquinone oxidoreductase subunit B10 OS=Rattus norvegicus OX=10116 GN=Ndufb10 PE=1 SV=1Complex I-PDSW (NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10) (NADH-ubiquinone oxidoreductase PDSW subunit)Ndufb10 13 62.5 20.858 176 0 323.31 252.4389226 253.4454304 219.6870077 230.4312935 227.6091424 184.5842553
sp|Q5M9G9|FAKD4_RAT FAST kinase domain-containing protein 4 OS=Rattus norvegicus OX=10116 GN=Tbrg4 PE=2 SV=1FAST kinase domain-containing protein 4 (Protein TBRG4) (Transforming growth factor beta regulator 4)Tbrg4 3 3.5 71.18 629 0 4.491 2.872387073 2.63445439 2.498235354 2.878748729 2.809507376 2.89535563
sp|P12711|ADHX_RAT Alcohol dehydrogenase class-3 OS=Rattus norvegicus OX=10116 GN=Adh5 PE=1 SV=2;tr|Q7TQ90|Q7TQ90_RAT Ac1002 OS=Rattus norvegicus OX=10116 GN=Adh4 PE=1 SV=1Alcohol dehydrogenase class-3 (EC 1.1.1.1) (Alcohol dehydrogenase 2) (Alcohol dehydrogenase 5) (Alcohol dehydrogenase B2) (ADH-B2) (Alcohol dehydrogenase class-III) (Glutathione-dependent formaldehyde dehydrogenase) (FALDH) (FDH) (GSH-FDH) (EC 1.1.1.-) (S-(hydroxymethyl)glutathione dehydrogenase) (EC 1.1.1.284)Adh5 2 11.8 39.575 374 0 12.394 0.180340753 0.168751379 0.173272456 0.234480654 0.170082624 0.257877453
sp|P11951|CX6C2_RAT Cytochrome c oxidase subunit 6C-2 OS=Rattus norvegicus OX=10116 GN=Cox6c2 PE=1 SV=3Cytochrome c oxidase subunit 6C-2 (Cytochrome c oxidase polypeptide VIc-2)Cox6c2 9 78.9 8.4548 76 0 92.41 664.3868929 705.5781 514.9600309 543.850582 537.309657 498.3713935
sp|P12001|RL18_RAT 60S ribosomal protein L18 OS=Rattus norvegicus OX=10116 GN=Rpl18 PE=1 SV=2;tr|A0A0H2UHS7|A0A0H2UHS7_RAT 60S ribosomal protein L18 OS=Rattus norvegicus OX=10116 GN=Rpl18 PE=1 SV=160S ribosomal protein L18 Rpl18 5 28.7 21.658 188 0 43.896 15.61023214 14.62143411 17.20421135 22.45722634 21.51029085 15.27534279
tr|A0A0G2K104|A0A0G2K104_RAT Calcium-activated potassium channel subunit alpha-1 OS=Rattus norvegicus OX=10116 GN=Kcnma1 PE=1 SV=1;sp|Q62976|KCMA1_RAT Calcium-activated potassium channel subunit alpha-1 OS=Rattus norvegicus OX=10116 GN=Kcnma1 PE=1 SV=3;tr|Calcium-activated potassium channel subunit alpha-1 (BK channel) (BKCA alpha) (Calcium-activated potassium channel, subfamily M subunit alpha-1) (K(VCA)alpha) (KCa1.1) (Maxi K channel) (MaxiK) (Slo-alpha) (Slo1) (Slowpoke homolog) (Slo homolog)Kcnma1 2 3.8 117.7 1044 0 5.5959 1.351401673 1.353653683 1.235373518 1.652174815 1.394614956 2.264631798
sp|P62815|VATB2_RAT V-type proton ATPase subunit B, brain isoform OS=Rattus norvegicus OX=10116 GN=Atp6v1b2 PE=1 SV=1;tr|D3ZZS8|D3ZZS8_RAT ATPase H+-transporting V1 subunit B1 OS=Rattus norvegicus OX=10116 GN=Atp6v1b1 PE=3 SV=2V-type proton ATPase subunit B, brain isoform (V-ATPase subunit B 2) (Endomembrane proton pump 58 kDa subunit) (Vacuolar proton pump subunit B 2)Atp6v1b2 5 16.2 56.55 511 0 57.864 2.161138878 2.211206247 2.345746079 2.802599255 2.340968523 3.709464854
tr|F1M5V2|F1M5V2_RAT GLI pathogenesis-related 2 OS=Rattus norvegicus OX=10116 GN=Glipr2 PE=1 SV=3GLI pathogenesis-related 2Glipr2 4 35.3 18.985 170 0 33.489 4.91551976 4.693538098 3.862954902 4.851826385 5.945719215 4.827048963
sp|Q5I0K8|RT07_RAT 28S ribosomal protein S7, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps7 PE=2 SV=228S ribosomal protein S7, mitochondrial (MRP-S7) (S7mt)Mrps7 4 21.5 28.197 242 0 14.231 8.957332124 8.672268077 8.993848518 14.88767004 9.007292728 20.64889039
tr|A0A0G2JSW0|A0A0G2JSW0_RAT Myosin regulatory light chain 12B OS=Rattus norvegicus OX=10116 GN=Myl12b PE=4 SV=1;sp|P18666|ML12B_RAT Myosin regulatory light chain 12B OS=Rattus norvegicus OX=10116 GN=Myl12b PE=1 SV=3;sp|P13832|MRLCA_RAT Myosin regulatory lMyosin regulatory light chain 12B (Myosin RLC-B) (Myosin regulatory light chain 2-B, smooth muscle isoform) (MLC-2) (Myosin regulatory light chain 20 kDa) (MLC20) (Myosin regulatory light chain MRLC2)Myl12b 4 27.9 19.779 172 0 9.4102 6.27409613 6.086875921 7.334944502 8.927107314 8.656751459 6.359053578
tr|Q4V8I6|Q4V8I6_RAT 60S ribosomal protein L11 OS=Rattus norvegicus OX=10116 GN=Rpl11 PE=1 SV=1;sp|P62914|RL11_RAT 60S ribosomal protein L11 OS=Rattus norvegicus OX=10116 GN=Rpl11 PE=1 SV=2;tr|A0A0G2K3Y8|A0A0G2K3Y8_RAT 60S ribosomal protein L11 OS=Rattus n60S ribosomal protein L11 Rpl11 6 30.5 19.024 167 0 63.659 13.6173725 11.26407682 16.96637565 21.32364437 18.66389575 13.91595412
tr|A0A0G2K4U4|A0A0G2K4U4_RAT Voltage-dependent L-type calcium channel subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Cacnb1 PE=1 SV=1;tr|G3V6K8|G3V6K8_RAT Calcium channel, voltage-dependent, beta 1 subunit, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=CVoltage-dependent L-type calcium channel subunit beta-1 (CAB1) (Calcium channel voltage-dependent subunit beta 1)Cacnb1 17 33.8 70.366 642 0 143.9 68.37033824 84.13136561 84.01546147 62.93231402 59.79155459 79.04570802
tr|G3V7N6|G3V7N6_RAT Membrane-bound O-acyltransferase domain-containing 7-like 1 OS=Rattus norvegicus OX=10116 GN=Mboat7l1 PE=1 SV=1Membrane-bound O-acyltransferase domain-containing 7-like 1 (RCG56817, isoform CRA_a)Mboat7l1 2 2.5 53.379 473 0 4.7296 0.320914623 0.412912498 0.489850069 0.475423561 0.465001083 0.713323457
sp|P61983|1433G_RAT 14-3-3 protein gamma OS=Rattus norvegicus OX=10116 GN=Ywhag PE=1 SV=214-3-3 protein gamma [Cleaved into: 14-3-3 protein gamma, N-terminally processed]Ywhag 7 25.5 28.302 247 0 43.596 18.07672207 15.07306332 14.66622999 16.26552757 20.62584826 18.18512542
tr|D3ZT90|D3ZT90_RAT Glutaryl-CoA dehydrogenase OS=Rattus norvegicus OX=10116 GN=Gcdh PE=1 SV=1Glutaryl-CoA dehydrogenase (Glutaryl-Coenzyme A dehydrogenase (Predicted))Gcdh 10 37.1 49.713 447 0 183.02 15.99154466 14.41610323 14.56697933 17.0186608 15.43729819 20.83278377
tr|G3V6V1|G3V6V1_RAT Aminopeptidase B OS=Rattus norvegicus OX=10116 GN=Rnpep PE=1 SV=1;sp|O09175|AMPB_RAT Aminopeptidase B OS=Rattus norvegicus OX=10116 GN=Rnpep PE=1 SV=2Aminopeptidase B (AP-B) (EC 3.4.11.6) (Arginine aminopeptidase) (Arginyl aminopeptidase) (Cytosol aminopeptidase IV)Rnpep 2 3.4 72.688 650 0 4.3416 0.454414144 0.368820653 0.394939903 0.344028391 0.369761716 0.373141014
tr|D4A5X1|D4A5X1_RAT Stromal interaction molecule 2 OS=Rattus norvegicus OX=10116 GN=Stim2 PE=1 SV=2Stromal interaction molecule 2Stim2 2 5 83.495 743 0 5.3323 0.259618636 0.261402002 0.246685934 0.450751131 0.238567602 0.474373815
tr|B5DEN5|B5DEN5_RAT Eukaryotic translation elongation factor 1 beta 2 OS=Rattus norvegicus OX=10116 GN=Eef1b2 PE=1 SV=1Elongation factor 1-beta Eef1b2 3 20.4 24.675 225 0 54.134 3.058828826 2.095855703 1.95084734 3.920115178 5.295222479 2.328130896
tr|Q6IRL2|Q6IRL2_RAT Mitofusin 2, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=LOC100911485 PE=1 SV=1;sp|Q8R500|MFN2_RAT Mitofusin-2 OS=Rattus norvegicus OX=10116 GN=Mfn2 PE=1 SV=1;tr|F7FHF7|F7FHF7_RAT Mitofusin-2 OS=Rattus norvegicus OX=10116 GN=LOC1009Mitofusin-2 (EC 3.6.5.-) (Mitochondrial transmembrane GTPase FZO1A) (Protein HSG) (Transmembrane GTPase MFN2)Mfn2 4 5.5 86.18 757 0 9.2401 1.17293738 1.193831235 0.761897521 0.565530785 1.030753119 0.664739028
sp|P29266|3HIDH_RAT 3-hydroxyisobutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hibadh PE=1 SV=33-hydroxyisobutyrate dehydrogenase, mitochondrial (HIBADH) (EC 1.1.1.31)Hibadh 15 60.6 35.302 335 0 323.31 20.67215584 19.52370881 26.55664293 31.79404769 22.64820174 43.50856534
sp|Q5XIJ4|F210A_RAT Protein FAM210A OS=Rattus norvegicus OX=10116 GN=Fam210a PE=2 SV=1Protein FAM210A Fam210a 9 30.8 31.474 273 0 83.183 25.59911497 22.49853862 22.55780151 27.76200771 23.61138129 26.21039531
tr|A0A0G2KAA3|A0A0G2KAA3_RAT NADH:ubiquinone oxidoreductase subunit A3 OS=Rattus norvegicus OX=10116 GN=Ndufa3 PE=1 SV=1Complex I-B9 (NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 3) (NADH-ubiquinone oxidoreductase B9 subunit)Ndufa3 3 38.5 10.17 91 0 242.93 13.36299691 14.17819582 13.34486972 18.0244311 13.27904256 17.25448265
tr|A0A0G2K513|A0A0G2K513_RAT Transmembrane protein 143 OS=Rattus norvegicus OX=10116 GN=Tmem143 PE=1 SV=1;tr|D3ZSD8|D3ZSD8_RAT Transmembrane protein 143 OS=Rattus norvegicus OX=10116 GN=Tmem143 PE=1 SV=1Transmembrane protein 143Tmem143 8 26.5 50.989 453 0 145.64 12.82313866 14.84749551 13.54108418 12.08238315 13.21540584 12.81259381
sp|P11240|COX5A_RAT Cytochrome c oxidase subunit 5A, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox5a PE=1 SV=1Cytochrome c oxidase subunit 5A, mitochondrial (Cytochrome c oxidase polypeptide Va)Cox5a 11 63 16.129 146 0 323.31 483.895622 458.8651531 470.4115745 616.2433483 477.4695659 529.8364661
tr|B1WBY1|B1WBY1_RAT Cul1 protein OS=Rattus norvegicus OX=10116 GN=Cul1 PE=1 SV=1Cul1 protein (Cullin 1) (Cullin 1 (Predicted), isoform CRA_a)Cul1 3 5.7 89.69 776 0.00055432 4.0175 1.079114431 1.286378205 0.996577326 1.031870162 0.818163322 1.027161394
tr|D3ZJY1|D3ZJY1_RAT Mitochondrial ribosomal protein L28 OS=Rattus norvegicus OX=10116 GN=Mrpl28 PE=1 SV=139S ribosomal protein L28, mitochondrialMrpl28 7 26.8 30.236 257 0 14.722 5.765846679 5.665848905 5.069102071 6.292036901 5.449568496 6.784649927
tr|E9PSJ4|E9PSJ4_RAT Sperm-associated antigen 9 OS=Rattus norvegicus OX=10116 GN=Spag9 PE=1 SV=2;tr|A0A0G2K6E8|A0A0G2K6E8_RAT Sperm-associated antigen 9 OS=Rattus norvegicus OX=10116 GN=Spag9 PE=1 SV=1Sperm-associated antigen 9Spag9 2 2 146 1320 0 4.4968 0.270882407 0.313805798 0.252979432 0.291822701 0.304987083 0.345252211



tr|F1LP46|F1LP46_RAT ATP-dependent RNA helicase SUPV3L1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Supv3l1 PE=1 SV=2;tr|A0A0G2K9R3|A0A0G2K9R3_RAT ATP-dependent RNA helicase SUPV3L1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Supv3l1 PE=1 SV=1;sp|QATP-dependent RNA helicase SUPV3L1, mitochondrial (EC 3.6.4.13) (Suppressor of var1 3-like protein 1) (SUV3-like protein 1)Supv3l1 7 11.9 78.922 695 0 23.262 2.789602118 2.25266729 2.363309331 3.010561975 2.455137118 3.497530267
tr|D3ZE09|D3ZE09_RAT Talin 2 OS=Rattus norvegicus OX=10116 GN=Tln2 PE=1 SV=3;tr|D4A3B0|D4A3B0_RAT Talin 2 OS=Rattus norvegicus OX=10116 GN=Tln2 PE=1 SV=3;tr|D3ZA84|D3ZA84_RAT Talin 2 OS=Rattus norvegicus OX=10116 GN=Tln2 PE=1 SV=3Talin 2 Tln2 4 3 153.27 1452 0 7.1933 14.84008119 13.3479878 15.59561873 23.24022211 23.89343218 13.67922949
sp|Q03344|ATIF1_RAT ATPase inhibitor, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5if1 PE=3 SV=2ATPase inhibitor, mitochondrial (ATP synthase F1 subunit epsilon) (Inhibitor of F(1)F(o)-ATPase) (IF(1)) (IF1)Atp5if1 3 26.2 12.248 107 0 6.8691 25.15257794 35.61997143 34.31328842 14.14110657 16.40802786 33.30197447
tr|G3V7V6|G3V7V6_RAT All-trans-13,14-dihydroretinol saturase, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Retsat PE=1 SV=1;sp|Q8VHE9|RETST_RAT All-trans-retinol 13,14-reductase OS=Rattus norvegicus OX=10116 GN=Retsat PE=2 SV=1All-trans-retinol 13,14-reductase (EC 1.3.99.23) (All-trans-13,14-dihydroretinol saturase) (RetSat) (PPAR-alpha-regulated and starvation-induced gene protein) (RMT-7)Retsat 8 15.6 67.477 609 0 34.385 2.747707913 2.103407536 2.591219965 2.796268397 2.80540874 2.846994718
sp|Q5HZY0|UBXN4_RAT UBX domain-containing protein 4 OS=Rattus norvegicus OX=10116 GN=Ubxn4 PE=1 SV=1UBX domain-containing protein 4 (Erasin) (UBX domain-containing protein 2)Ubxn4 4 11.5 56.393 506 0 23.769 1.920259746 2.23524378 2.015154454 2.324081936 2.122662207 2.883062205
sp|P45592|COF1_RAT Cofilin-1 OS=Rattus norvegicus OX=10116 GN=Cfl1 PE=1 SV=3Cofilin-1 (Cofilin, non-muscle isoform)Cfl1 5 26.5 18.532 166 0 20.045 7.498811736 4.897338865 5.09059876 7.74275903 9.752058101 5.97145509
sp|P29419|ATP5I_RAT ATP synthase subunit e, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5me PE=1 SV=3ATP synthase subunit e, mitochondrial (ATPase subunit e) (ATP synthase membrane subunit e)Atp5me 10 78.9 8.2545 71 0 213.4 424.4008344 387.5570957 346.7644524 466.0706137 402.7503462 417.0417499
sp|P31232|TAGL_RAT Transgelin OS=Rattus norvegicus OX=10116 GN=Tagln PE=1 SV=2;tr|A0A0G2JWK7|A0A0G2JWK7_RAT Transgelin OS=Rattus norvegicus OX=10116 GN=Tagln PE=1 SV=1Transgelin (Smooth muscle protein 22-alpha) (SM22-alpha)Tagln 2 9.5 22.603 201 0.00055006 3.9083 2.490121272 2.318906241 2.054580295 3.000050361 5.386956432 2.7779077
tr|A0A0H2UHR2|A0A0H2UHR2_RAT Myozenin 3 OS=Rattus norvegicus OX=10116 GN=Myoz3 PE=4 SV=1Myozenin 3 Myoz3 2 15.3 27.2 248 0 8.6932 4.565816042 5.292699522 5.349473773 5.059191854 5.884239669 5.844964888
sp|P97532|THTM_RAT 3-mercaptopyruvate sulfurtransferase OS=Rattus norvegicus OX=10116 GN=Mpst PE=1 SV=33-mercaptopyruvate sulfurtransferase (MST) (EC 2.8.1.2)Mpst 11 35.7 32.94 297 0 107.68 22.69963464 19.74286004 22.25501837 25.857375 21.75351256 31.60731056
sp|Q99ML5|PCYOX_RAT Prenylcysteine oxidase OS=Rattus norvegicus OX=10116 GN=Pcyox1 PE=1 SV=1Prenylcysteine oxidase (EC 1.8.3.5) (Chloride ion pump-associated 55 kDa protein)Pcyox1 12 36.3 56.287 504 0 273.3 14.34989392 17.53900819 15.17391774 12.79669508 14.89638605 14.34165207
sp|Q5EB62|S2546_RAT Solute carrier family 25 member 46 OS=Rattus norvegicus OX=10116 GN=Slc25a46 PE=1 SV=2Solute carrier family 25 member 46Slc25a46 5 21.5 46.21 418 0 24.55 5.077978963 4.589984208 4.953843231 5.062894808 5.159913549 6.134114377
tr|A0A0G2K478|A0A0G2K478_RAT Deoxyguanosine kinase OS=Rattus norvegicus OX=10116 GN=Dguok PE=1 SV=1;tr|D3ZDE4|D3ZDE4_RAT Deoxyguanosine kinase OS=Rattus norvegicus OX=10116 GN=Dguok PE=1 SV=1Deoxyguanosine kinase (Deoxyguanosine kinase (Predicted), isoform CRA_b)Dguok 6 28.2 32.145 277 0 41.539 4.891737901 4.925571861 5.370055709 5.456781694 5.132193824 6.185828042
tr|A0A0H2UHX5|A0A0H2UHX5_RAT Neprilysin OS=Rattus norvegicus OX=10116 GN=Mme PE=4 SV=1;sp|P07861|NEP_RAT Neprilysin OS=Rattus norvegicus OX=10116 GN=Mme PE=1 SV=2Neprilysin (EC 3.4.24.11) (Atriopeptidase) (Enkephalinase) (Neutral endopeptidase 24.11) (NEP) (Neutral endopeptidase) (Skin fibroblast elastase) (SFE) (CD antigen CD10)Mme 3 3.5 78.668 686 0 4.35 0.444078567 0.454146492 0.418229507 0.514113466 0.779010558 0.494663046
sp|P02688|MBP_RAT Myelin basic protein OS=Rattus norvegicus OX=10116 GN=Mbp PE=1 SV=3Myelin basic protein (MBP) Mbp 11 52.3 21.502 195 0 240.87 85.82542055 81.29819437 102.5712199 124.0907932 173.5826434 92.1488737
tr|F1LMJ8|F1LMJ8_RAT Calcium uptake protein 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Micu2 PE=1 SV=1Calcium uptake protein 2, mitochondrialMicu2 3 12.5 49.214 431 0 18.847 1.027637241 0.74407764 0.834940524 1.145108908 0.848795236 1.274858672
tr|M0R436|M0R436_RAT Ring finger protein 170 OS=Rattus norvegicus OX=10116 GN=Rnf170 PE=1 SV=2E3 ubiquitin-protein ligase RNF170 (EC 2.3.2.27) (RING finger protein 170) (RING-type E3 ubiquitin transferase RNF170)Rnf170 3 12.5 29.753 257 0 16.368 1.689816535 2.077839893 2.179123875 2.353944474 2.03125183 2.984152767
sp|Q920F5|DCMC_RAT Malonyl-CoA decarboxylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mlycd PE=1 SV=1Malonyl-CoA decarboxylase, mitochondrial (MCD) (EC 4.1.1.9)Mlycd 10 26.2 54.761 492 0 127.72 13.58526197 14.07997263 14.41878939 14.03599043 14.74214789 15.58623437
tr|D4A465|D4A465_RAT Late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 OS=Rattus norvegicus OX=10116 GN=Lamtor2 PE=1 SV=1;tr|A0A1B0GWT7|A0A1B0GWT7_RAT Late endosomal/lysosomal adaptor, MAPK and MTOR activator 2 OS=Rattus norvegicus OX=10116 GN=LaLate endosomal/lysosomal adaptor, MAPK and MTOR activator 2 (RCG62440, isoform CRA_b)Lamtor2 3 31.2 13.48 125 0 6.1512 2.917341812 3.259380891 4.08075752 3.613307456 4.133960149 4.279331151
tr|A0A096MK75|A0A096MK75_RAT Ras homolog family member G (Fragment) OS=Rattus norvegicus OX=10116 GN=Rhog PE=1 SV=1;tr|A0A096MJM1|A0A096MJM1_RAT Ras homolog family member G (Fragment) OS=Rattus norvegicus OX=10116 GN=Rhog PE=1 SV=6;tr|Q32PX6|Q32PX6_RAT RasRas homolog family member G (Fragment)Rhog 5 39.3 19.872 178 0 130.21 5.617335487 5.86821828 5.318372181 5.556940648 6.188940926 6.195276707
tr|A0A0G2JSM7|A0A0G2JSM7_RAT Adducin 1 (Alpha), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Add1 PE=1 SV=1;sp|Q63028|ADDA_RAT Alpha-adducin OS=Rattus norvegicus OX=10116 GN=Add1 PE=1 SV=2;tr|D3ZZ99|D3ZZ99_RAT Alpha-adducin OS=Rattus norvegicus OX=10116 Alpha-adducin (Erythrocyte adducin subunit alpha)Add1 5 7.2 80.338 735 0 18.662 1.957788925 1.888155623 1.687032662 2.027367751 2.914022604 2.05564357
tr|A0A0G2K9I3|A0A0G2K9I3_RAT Golgin subfamily A member 4 OS=Rattus norvegicus OX=10116 GN=Golga4 PE=1 SV=1;sp|Q5U4E6|GOGA4_RAT Golgin subfamily A member 4 OS=Rattus norvegicus OX=10116 GN=Golga4 PE=1 SV=2;tr|A0A0G2JUE4|A0A0G2JUE4_RAT Golgin subfamily A memGolgin subfamily A member 4Golga4 2 1.1 254.96 2213 0.0015075 2.7357 0.110716097 0.129610181 0.134990056 0.153881662 0.149853696 0.26861642
tr|Q66HL0|Q66HL0_RAT 5 nucleotidase, ecto OS=Rattus norvegicus OX=10116 GN=Nt5e PE=1 SV=2;sp|P21588|5NTD_RAT 5-nucleotidase OS=Rattus norvegicus OX=10116 GN=Nt5e PE=1 SV=15'-nucleotidase (5'-NT) (EC 3.1.3.5) (Ecto-5'-nucleotidase) (CD antigen CD73)Nt5e 4 8.9 63.95 576 0 40.087 5.450762124 4.73988562 5.619325819 6.843896616 9.163688064 5.368670861
sp|Q5RJQ7|SDHF2_RAT Succinate dehydrogenase assembly factor 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sdhaf2 PE=2 SV=1Succinate dehydrogenase assembly factor 2, mitochondrial (SDH assembly factor 2) (SDHAF2)Sdhaf2 3 21.3 19.524 164 0 5.9397 0.145385433 0.154911288 0.207054273 0.234516489 0.16571434 0.293396308
sp|Q4G069|RMD1_RAT Regulator of microtubule dynamics protein 1 OS=Rattus norvegicus OX=10116 GN=Rmdn1 PE=2 SV=1;tr|A0A0G2K167|A0A0G2K167_RAT Regulator of microtubule dynamics protein 1 OS=Rattus norvegicus OX=10116 GN=Rmdn1 PE=1 SV=1Regulator of microtubule dynamics protein 1 (RMD-1) (Protein FAM82B)Rmdn1 7 28.1 35.4 310 0 31.937 6.265566771 5.77443735 5.790841949 5.840933391 7.343030642 6.853025754
sp|Q5XIM7|SYK_RAT Lysine--tRNA ligase OS=Rattus norvegicus OX=10116 GN=Kars PE=1 SV=1Lysine--tRNA ligase (EC 2.7.7.-) (EC 6.1.1.6) (Lysyl-tRNA synthetase) (LysRS)Kars1 3 4.2 71.622 626 0 4.3291 0.822430898 0.620879113 0.793319277 0.922394095 0.758894882 1.197237376
tr|G3V985|G3V985_RAT SCO1 cytochrome c oxidase assembly protein OS=Rattus norvegicus OX=10116 GN=Sco1 PE=1 SV=1Similar to SCO cytochrome oxidase deficient homolog 1 (Yeast) (Predicted) (Synthesis of cytochrome C oxidase 1)Sco1 3 12.7 31.768 284 0 14.829 6.569613333 7.442257147 6.813078088 7.915961754 7.080394338 9.730296842
tr|F2Z3Q8|F2Z3Q8_RAT Importin subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Kpnb1 PE=1 SV=1;sp|P52296|IMB1_RAT Importin subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Kpnb1 PE=1 SV=1Importin subunit beta-1 (Karyopherin subunit beta-1) (Nuclear factor p97) (Pore targeting complex 97 kDa subunit) (PTAC97)Kpnb1 5 7.5 97.183 876 0 20.126 2.533771521 1.820485279 1.734462589 2.396886805 2.694314122 2.266866967
sp|Q2PQA9|KINH_RAT Kinesin-1 heavy chain OS=Rattus norvegicus OX=10116 GN=Kif5b PE=1 SV=1Kinesin-1 heavy chain (Conventional kinesin heavy chain) (Ubiquitous kinesin heavy chain) (UKHC)Kif5b 11 14.3 109.53 963 0 37.268 6.778833492 7.33465587 6.048344834 7.433383129 6.857126514 7.877139192
tr|F1LPV2|F1LPV2_RAT Very low-density lipoprotein receptor OS=Rattus norvegicus OX=10116 GN=Vldlr PE=4 SV=1;sp|P98166|VLDLR_RAT Very low-density lipoprotein receptor OS=Rattus norvegicus OX=10116 GN=Vldlr PE=2 SV=1Very low-density lipoprotein receptor (VLDL receptor) (VLDL-R)Vldlr 2 2.3 96.472 873 0.0010834 3.7373 1.063510721 0.896496329 0.941051837 0.979073193 1.073734871 1.239197579
tr|B0BNE9|B0BNE9_RAT LOC684274 protein OS=Rattus norvegicus OX=10116 GN=Mtif3 PE=1 SV=1LOC684274 protein (Mitochondrial translational initiation factor 3)Mtif3 2 10.5 31.526 276 0 5.8245 0.067366884 0.117349558 0.09608105 0.087742111 0.062153663 0
sp|P61765|STXB1_RAT Syntaxin-binding protein 1 OS=Rattus norvegicus OX=10116 GN=Stxbp1 PE=1 SV=1Syntaxin-binding protein 1 (N-Sec1) (Protein unc-18 homolog 1) (Unc18-1) (Protein unc-18 homolog A) (Unc-18A) (p67) (rbSec1)Stxbp1 2 3.9 67.568 594 0.0010701 3.5148 0.360184796 0.332048657 0.32557878 0.344870514 0.505582976 0.401090777
sp|P11608|ATP8_RAT ATP synthase protein 8 OS=Rattus norvegicus OX=10116 GN=Mt-atp8 PE=1 SV=2ATP synthase protein 8 (A6L) (Chargerin II) (F-ATPase subunit 8)Mt-atp8 3 35.8 7.6298 67 0 11.944 150.538169 87.82830858 87.07988301 69.76486287 91.66384535 59.99089897
tr|D4A6G6|D4A6G6_RAT Ribosomal protein S19-like OS=Rattus norvegicus OX=10116 GN=LOC100362339 PE=4 SV=1;sp|P17074|RS19_RAT 40S ribosomal protein S19 OS=Rattus norvegicus OX=10116 GN=Rps19 PE=2 SV=3;tr|A0A0H2UI38|A0A0H2UI38_RAT Ribosomal protein S19-like2 O40S ribosomal protein S19 Rps19 9 42.8 16.117 145 0 52.969 29.74337999 23.38600236 28.08656681 35.95389932 39.83820627 25.92998329
sp|B2RZD2|T126B_RAT Complex I assembly factor TMEM126B, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tmem126b PE=1 SV=2Complex I assembly factor TMEM126B, mitochondrial (Transmembrane protein 126B)Tmem126b 2 17.5 25.213 229 0 33.719 0.831461984 0.917424284 0.797298451 0.962947422 0.860282203 1.166554612
sp|P15791|KCC2D_RAT Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus OX=10116 GN=Camk2d PE=1 SV=1Calcium/calmodulin-dependent protein kinase type II subunit delta (CaM kinase II subunit delta) (CaMK-II subunit delta) (EC 2.7.11.17)Camk2d 5 14.6 60.08 533 0 48.437 3.250839748 3.681789941 3.910796469 3.808011208 4.78025039 3.855258781
tr|B2RZD0|B2RZD0_RAT Mitochondrial ribosomal protein 63 OS=Rattus norvegicus OX=10116 GN=Mrpl57 PE=1 SV=1Mitochondrial ribosomal protein 63 (Mitochondrial ribosomal protein L57) (RCG23537) (RCG23538)Mrpl57 3 27.5 12.039 102 0 7.2211 3.307334209 3.317919934 2.980035599 3.906677036 3.17180526 4.699847571
tr|A0A0G2JYU2|A0A0G2JYU2_RAT Mitochondrial ribosomal protein L11 OS=Rattus norvegicus OX=10116 GN=mrpl11 PE=1 SV=1;sp|Q5XIE3|RM11_RAT 39S ribosomal protein L11, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl11 PE=2 SV=139S ribosomal protein L11, mitochondrial (L11mt) (MRP-L11)Mrpl11 7 35.9 20.75 192 0 20.679 6.818469925 7.180164128 7.599765408 9.125991822 7.044261622 10.83243797
tr|D4A0T8|D4A0T8_RAT Dehydrogenase/reductase 7 OS=Rattus norvegicus OX=10116 GN=Dhrs7 PE=1 SV=3Dehydrogenase/reductase 7Dhrs7 4 12.9 38.493 340 0 7.3659 2.442657898 2.785244253 2.453961323 2.656750617 2.754445432 3.373986424
tr|M0R8T0|M0R8T0_RAT Similar to hepatic multiple inositol polyphosphate phosphatase OS=Rattus norvegicus OX=10116 GN=RGD1564801 PE=3 SV=1;tr|G3V7H2|G3V7H2_RAT Multiple inositol polyphosphate phosphatase 1 OS=Rattus norvegicus OX=10116 GN=Minpp1 PE=3 SV=1;sMultiple inositol polyphosphate phosphatase 1 (EC 3.1.3.62) (2,3-bisphosphoglycerate 3-phosphatase) (2,3-BPG phosphatase) (EC 3.1.3.80) (Inositol (1,3,4,5)-tetrakisphosphate 3-phosphatase) (Ins(1,3,4,5)P(4) 3-phosphatase)Minpp1 2 3.7 54.619 481 0.0010707 3.5215 1.08839638 1.047730418 1.12432254 1.153530144 1.145029573 1.445747442
tr|D4A742|D4A742_RAT RCG37250, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Romo1 PE=1 SV=1Protein MGR2 homolog (Reactive oxygen species modulator 1)Romo1 3 34.2 8.1828 79 0 26.33 6.270082314 6.986679262 5.067272566 4.922899227 5.674993497 4.995702564
tr|X1WI37|X1WI37_RAT 40S ribosomal protein S4 OS=Rattus norvegicus OX=10116 GN=Rps4x PE=3 SV=1;sp|P62703|RS4X_RAT 40S ribosomal protein S4, X isoform OS=Rattus norvegicus OX=10116 GN=Rps4x PE=2 SV=2;tr|A0A0H2UHX3|A0A0H2UHX3_RAT 40S ribosomal protein S4 OS=40S ribosomal protein S4, X isoformRps4x 12 44.7 29.466 262 0 114.53 24.90321963 18.46842656 30.68858086 38.53581442 32.24548239 24.99934053
tr|A0A0G2JWD2|A0A0G2JWD2_RAT Fragile X mental retardation syndrome-related protein 1 OS=Rattus norvegicus OX=10116 GN=Fxr1 PE=1 SV=1;sp|Q5XI81|FXR1_RAT Fragile X mental retardation syndrome-related protein 1 OS=Rattus norvegicus OX=10116 GN=Fxr1 PE=1 SV=1Fragile X mental retardation syndrome-related protein 1Fxr1 2 3.9 63.389 563 0.009298 2.0594 0.196832519 0.20166355 0.185214552 0.194667917 0.281150276 0.230506802
tr|Q4G067|Q4G067_RAT Mitochondrial ribosomal protein L44 OS=Rattus norvegicus OX=10116 GN=Mrpl44 PE=1 SV=1Mitochondrial ribosomal protein L44Mrpl44 5 19.6 37.44 332 0 20.843 4.544241781 4.81624304 5.222323148 5.538903675 4.921114051 6.815434289
tr|Q5U2U3|Q5U2U3_RAT Poly [ADP-ribose] polymerase OS=Rattus norvegicus OX=10116 GN=Parp3 PE=1 SV=1Poly [ADP-ribose] polymerase (PARP) (EC 2.4.2.-)Parp3 5 11.2 58.868 526 0 6.4804 2.971829364 3.889440663 2.885358695 4.039744508 4.016070424 3.337309346
sp|P04906|GSTP1_RAT Glutathione S-transferase P OS=Rattus norvegicus OX=10116 GN=Gstp1 PE=1 SV=2Glutathione S-transferase P (EC 2.5.1.18) (Chain 7) (GST 7-7) (GST class-pi)Gstp1 3 21.9 23.439 210 0 70.885 3.594472571 4.457111438 5.125816739 5.195424755 4.505210318 6.432915728
tr|Q6P7A7|Q6P7A7_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Rattus norvegicus OX=10116 GN=Rpn1 PE=1 SV=1;sp|P07153|RPN1_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Rattus norvegicus ODolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 (Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit) (Ribophorin I) (RPN-I) (Ribophorin-1)Rpn1 26 45.9 68.4 606 0 323.31 57.88926121 61.70785174 58.24687799 60.53733842 67.93489792 60.99977262
sp|P09606|GLNA_RAT Glutamine synthetase OS=Rattus norvegicus OX=10116 GN=Glul PE=1 SV=3Glutamine synthetase (GS) (EC 6.3.1.2) (Glutamate--ammonia ligase) (Palmitoyltransferase GLUL) (EC 2.3.1.225)Glul 3 13.9 42.267 373 0 19.13 1.200682883 1.175272483 1.18716605 1.201847732 1.296948766 1.514021672
sp|P12075|COX5B_RAT Cytochrome c oxidase subunit 5B, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox5b PE=1 SV=2Cytochrome c oxidase subunit 5B, mitochondrial (Cytochrome c oxidase polypeptide Vb) (Cytochrome c oxidase subunit VIA*)Cox5b 9 62 13.915 129 0 191.85 664.4872383 629.6649053 627.4746126 822.4143154 675.7357076 666.770999
sp|P04904|GSTA3_RAT Glutathione S-transferase alpha-3 OS=Rattus norvegicus OX=10116 GN=Gsta3 PE=1 SV=3Glutathione S-transferase alpha-3 (EC 2.5.1.18) (GST 2-2) (GST A3-3) (GST AA) (Glutathione S-transferase Yc-1) (GST Yc1)Gsta3 4 19.5 25.319 221 0 18.745 1.912934531 2.330900328 2.98872575 4.330366735 2.811179188 8.815909844
tr|F1M013|F1M013_RAT 60S ribosomal protein L7a OS=Rattus norvegicus OX=10116 GN=Rpl7a PE=4 SV=2;tr|D3ZU22|D3ZU22_RAT 60S ribosomal protein L7a-like OS=Rattus norvegicus OX=10116 GN=LOC108349606 PE=4 SV=1;sp|P62425|RL7A_RAT 60S ribosomal protein L7a OS=Ratt60S ribosomal protein L7a Rpl7a 13 38.5 29.864 265 0 174.82 15.94638923 14.67720908 16.95997238 17.77716928 18.4050345 15.7040887
tr|A0A140UHX6|A0A140UHX6_RAT Spectrin beta chain OS=Rattus norvegicus OX=10116 GN=Sptb PE=1 SV=1Spectrin beta chain Sptb 112 53.2 268.02 2329 0 323.31 159.3234087 175.9428958 159.4368214 208.6196952 269.5123064 164.0207077
sp|P18418|CALR_RAT Calreticulin OS=Rattus norvegicus OX=10116 GN=Calr PE=1 SV=1Calreticulin (CALBP) (CRP55) (Calcium-binding protein 3) (CABP3) (Calregulin) (Endoplasmic reticulum resident protein 60) (ERp60) (HACBP)Calr 17 49.5 47.995 416 0 254.09 79.63912665 71.23401986 81.80175994 74.79371439 102.2501917 94.99261727
sp|P04638|APOA2_RAT Apolipoprotein A-II OS=Rattus norvegicus OX=10116 GN=Apoa2 PE=2 SV=1Apolipoprotein A-II (Apo-AII) (ApoA-II) (Apolipoprotein A2) [Cleaved into: Proapolipoprotein A-II (ProapoA-II)]Apoa2 2 19.6 11.439 102 0 4.2342 0.415836355 0.287487908 0.477592383 0.507364532 0.506656171 1.077046285
tr|B2RZ79|B2RZ79_RAT Iron-sulfur cluster assembly enzyme OS=Rattus norvegicus OX=10116 GN=Iscu PE=1 SV=1Iron-sulfur cluster assembly enzyme (Iron-sulfur cluster scaffold homolog (E. coli)) (Similar to nitrogen fixation cluster-like (Predicted), isoform CRA_b)Iscu 5 36.5 17.967 167 0 5.7588 3.282950276 3.179568384 3.690295331 3.901062878 3.382938963 4.707975456
tr|A0A0G2K757|A0A0G2K757_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 OS=Rattus norvegicus OX=10116 GN=Rpn2 PE=1 SV=1;sp|P25235|RPN2_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 OS=Rattus norvDolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 (Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 63 kDa subunit) (Ribophorin II) (RPN-II) (Ribophorin-2)Rpn2 9 19.5 69.122 630 0 87.928 15.38947226 16.05973742 14.74581348 13.01170536 14.96002277 15.01829845
sp|Q924S5|LONM_RAT Lon protease homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lonp1 PE=2 SV=1Lon protease homolog, mitochondrial (EC 3.4.21.53) (Lon protease-like protein) (LONP) (Mitochondrial ATP-dependent protease Lon) (Serine protease 15)Lonp1 31 34 105.79 950 0 323.31 45.39124165 41.98967089 44.9033804 50.39124228 44.74578404 63.11302257
tr|D4ABT9|D4ABT9_RAT Sarcospan OS=Rattus norvegicus OX=10116 GN=Sspn PE=4 SV=1Sarcospan (Similar to Sspn protein (Predicted))Sspn 2 12 23.743 216 0.0010817 3.7042 0.480945467 0.433134628 0.562481433 0.622096406 0.641760169 0.475684436
tr|D4AE56|D4AE56_RAT Prostaglandin E synthase 2 OS=Rattus norvegicus OX=10116 GN=Ptges2 PE=1 SV=1Microsomal prostaglandin E synthase 2 (EC 5.3.99.3) (Prostaglandin E synthase 2)Ptges2 17 47.9 43.451 384 0 230.92 42.3091327 40.86035107 34.09374778 34.39746381 37.81207774 32.89253229
tr|M0R7G4|M0R7G4_RAT MICOS complex subunit OS=Rattus norvegicus OX=10116 GN=Apoo PE=1 SV=2;tr|M0R7V3|M0R7V3_RAT MICOS complex subunit OS=Rattus norvegicus OX=10116 GN=Apoo PE=1 SV=2MICOS complex subunit Apoo 8 52 22.369 196 0 210.62 45.28638071 49.32778185 41.69031155 41.40082638 39.13874162 44.70438033
tr|D3ZI60|D3ZI60_RAT 60S ribosomal protein L27a-like OS=Rattus norvegicus OX=10116 GN=LOC108351703 PE=3 SV=1;tr|A0A0G2K7W6|A0A0G2K7W6_RAT Similar to 60S ribosomal protein L27a OS=Rattus norvegicus OX=10116 GN=RGD1562402 PE=3 SV=1;sp|P18445|RL27A_RAT 60S ri60S ribosomal protein L27aRpl27a 3 18.9 16.549 148 0 5.9238 7.286079488 6.525671955 6.840978046 5.994606015 6.880316167 4.434370546
sp|P56499|UCP3_RAT Mitochondrial uncoupling protein 3 OS=Rattus norvegicus OX=10116 GN=Ucp3 PE=2 SV=1Mitochondrial uncoupling protein 3 (UCP 3) (Solute carrier family 25 member 9)Ucp3 5 21.8 34.014 308 0 31.222 6.432641862 7.929424397 6.669004539 8.832144441 6.890562758 11.36887834
sp|P15865|H14_RAT Histone H1.4 OS=Rattus norvegicus OX=10116 GN=Hist1h1e PE=1 SV=3Histone H1.4 (H1d) H1-4 2 8.2 21.987 219 0 4.4683 6.473783476 5.877102789 8.129864596 9.784162174 14.83436721 6.798873724
tr|D3ZC63|D3ZC63_RAT Cytidine/uridine monophosphate kinase 2 OS=Rattus norvegicus OX=10116 GN=Cmpk2 PE=1 SV=3Cytidine/uridine monophosphate kinase 2Cmpk2 2 6 50.113 447 0 4.5247 2.308546271 2.289439286 2.070039616 2.457388308 2.324466119 3.283462111
tr|A0A0A0MXZ0|A0A0A0MXZ0_RAT Iron-sulfur cluster assembly 1 homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Isca1 PE=1 SV=1;sp|Q80W96|ISCA1_RAT Iron-sulfur cluster assembly 1 homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Isca1 PE=2 SV=1Iron-sulfur cluster assembly 1 homolog, mitochondrial (HESB-like domain-containing protein 2) (Iron-sulfur assembly protein IscA)Isca1 4 36.4 14.122 129 0 10.048 2.484752793 2.679321161 2.589802099 2.773095067 2.655862442 3.405278779
sp|Q63357|MYO1D_RAT Unconventional myosin-Id OS=Rattus norvegicus OX=10116 GN=Myo1d PE=1 SV=3Unconventional myosin-Id (Myosin heavy chain myr 4)Myo1d 3 3.3 116.09 1006 0 5.2755 0.455864135 0.449181038 0.434649318 0.586362892 0.482290857 0.980558137
tr|D4A601|D4A601_RAT Translational activator of cytochrome c oxidase 1 OS=Rattus norvegicus OX=10116 GN=Taco1 PE=1 SV=3;sp|B2RYT9|TACO1_RAT Translational activator of cytochrome c oxidase 1 OS=Rattus norvegicus OX=10116 GN=Taco1 PE=2 SV=1Translational activator of cytochrome c oxidase 1 (Coiled-coil domain-containing protein 44) (Translational activator of mitochondrially-encoded cytochrome c oxidase I)Taco1 3 9.8 32.812 295 0 4.6143 2.892506325 3.062440938 2.755372337 2.915360202 3.064647491 3.234694805



tr|M0R629|M0R629_RAT Adenylosuccinate synthetase isozyme 1 OS=Rattus norvegicus OX=10116 GN=Adssl1 PE=1 SV=1Adenylosuccinate synthetase isozyme 1 (AMPSase 1) (AdSS 1) (EC 6.3.4.4) (Adenylosuccinate synthetase, basic isozyme) (Adenylosuccinate synthetase, muscle isozyme) (M-type adenylosuccinate synthetase) (IMP--aspartate ligase 1)Adssl1 19 48.1 50.25 457 0 323.31 53.72492712 53.14417211 54.12591709 60.72845867 77.17840153 54.4608896
sp|P09895|RL5_RAT 60S ribosomal protein L5 OS=Rattus norvegicus OX=10116 GN=Rpl5 PE=1 SV=3;tr|D3ZHP8|D3ZHP8_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=160S ribosomal protein L5 Rpl5 12 39.1 34.458 297 0 92.033 15.69301709 13.22459184 15.90892153 19.20579313 21.35982775 14.11711926
tr|B2RYV0|B2RYV0_RAT DnaJ (Hsp40) homolog, subfamily C, member 30 OS=Rattus norvegicus OX=10116 GN=Dnajc30 PE=1 SV=1DnaJ (Hsp40) homolog, subfamily C, member 30 (DnaJ heat shock protein family (Hsp40) member C30) (Similar to Williams-Beuren syndrome critical region 18)Dnajc30 3 14.2 24.923 219 0 4.2152 1.470963217 1.292153136 1.049953146 1.550283833 1.288859352 1.577215973
tr|D4ADD7|D4ADD7_RAT Glutaredoxin 5 OS=Rattus norvegicus OX=10116 GN=Glrx5 PE=1 SV=1Glutaredoxin 5 (Glutaredoxin 5 homolog (S. cerevisiae) (Predicted), isoform CRA_b)Glrx5 3 29.6 16.432 152 0 81.699 9.466585028 7.627351087 8.638467096 9.995588948 8.970620719 14.47779414
sp|Q06000|LIPL_RAT Lipoprotein lipase OS=Rattus norvegicus OX=10116 GN=Lpl PE=1 SV=1Lipoprotein lipase (LPL) (EC 3.1.1.34) (Phospholipase A1) (EC 3.1.1.32)Lpl 4 8.2 53.082 474 0 7.3621 2.987132038 3.032085532 3.929228735 3.80568193 4.053821022 3.507385327
sp|Q05096|MYO1B_RAT Unconventional myosin-Ib OS=Rattus norvegicus OX=10116 GN=Myo1b PE=1 SV=1Unconventional myosin-Ib (Myosin I alpha) (MMI-alpha) (MMIa) (Myosin heavy chain myr 1)Myo1b 6 5.2 131.92 1136 0 26.431 1.21121915 0.982478634 1.081146213 1.466011749 1.48063239 1.020151094
tr|A0A0G2K079|A0A0G2K079_RAT Breast carcinoma-amplified sequence 1 homolog OS=Rattus norvegicus OX=10116 GN=Bcas1 PE=1 SV=1;sp|Q3ZB98|BCAS1_RAT Breast carcinoma-amplified sequence 1 homolog OS=Rattus norvegicus OX=10116 GN=Bcas1 PE=1 SV=3Breast carcinoma-amplified sequence 1 homolog (Protein whose mRNA is enriched in synaptosomes 2) (Pmes-2)Bcas1 3 14.1 37.499 347 0 17.473 2.023163953 1.821817955 2.091764993 2.593442035 3.775329466 1.980867033
tr|Q5XIP0|Q5XIP0_RAT DnaJ (Hsp40) homolog, subfamily B, member 4 OS=Rattus norvegicus OX=10116 GN=Dnajb4 PE=1 SV=1DnaJ (Hsp40) homolog, subfamily B, member 4 (DnaJ (Hsp40) homolog, subfamily B, member 4, isoform CRA_a) (DnaJ heat shock protein family (Hsp40) member B4)Dnajb4 3 9.2 37.822 337 0 5.0196 3.296296215 3.426310946 2.523985642 2.501345965 2.844237927 2.619820348
tr|Q52KS1|Q52KS1_RAT ATP-dependent 6-phosphofructokinase OS=Rattus norvegicus OX=10116 GN=Pfkm PE=1 SV=1;tr|A0A0G2KBC7|A0A0G2KBC7_RAT ATP-dependent 6-phosphofructokinase OS=Rattus norvegicus OX=10116 GN=Pfkm PE=1 SV=1;sp|P47858|PFKAM_RAT ATP-dependent 6-phATP-dependent 6-phosphofructokinase, muscle type (ATP-PFK) (PFK-M) (EC 2.7.1.11) (6-phosphofructokinase type A) (Phosphofructo-1-kinase isozyme A) (PFK-A) (Phosphohexokinase)Pfkm 39 49 85.342 780 0 323.31 290.1738102 184.6892014 238.9699946 405.670643 452.8076394 202.9227946
tr|F1M7X5|F1M7X5_RAT Dipeptidyl peptidase 4 OS=Rattus norvegicus OX=10116 GN=Dpp4 PE=1 SV=2;tr|A0A0G2JTX5|A0A0G2JTX5_RAT Dipeptidyl peptidase 4 OS=Rattus norvegicus OX=10116 GN=Dpp4 PE=1 SV=1;sp|P14740|DPP4_RAT Dipeptidyl peptidase 4 OS=Rattus norvegicus ODipeptidyl peptidase 4 (EC 3.4.14.5) (Bile canaliculus domain-specific membrane glycoprotein) (Dipeptidyl peptidase IV) (DPP IV) (GP110 glycoprotein) (T-cell activation antigen CD26) (CD antigen CD26) [Cleaved into: Dipeptidyl peptidase 4 membrane form (Dipeptidyl peptidase IV membrane form); Dipeptidyl peptidase 4 soluble form (Dipeptidyl peptidase IV soluble form); Dipeptidyl peptidase 4 60 kDa soluble form (Dipeptidyl peptidase IV 60 kDa soluble form)]Dpp4 2 2.7 88.053 767 0 5.0601 0.307036855 0.314536302 0.289075574 0.337584055 0.499246268 0.327340385
sp|P61023|CHP1_RAT Calcineurin B homologous protein 1 OS=Rattus norvegicus OX=10116 GN=Chp1 PE=1 SV=2Calcineurin B homologous protein 1 (Calcineurin B-like protein) (Calcium-binding protein CHP) (Calcium-binding protein p22) (EF-hand calcium-binding domain-containing protein p22)Chp1 3 21.5 22.432 195 0 28.774 1.569101019 1.503604453 1.503899172 1.531589884 1.822221375 1.614299446
sp|Q4V8H8|EHD2_RAT EH domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Ehd2 PE=1 SV=1EH domain-containing protein 2Ehd2 28 63.2 61.237 543 0 323.31 87.26035977 80.59236947 75.43050741 93.70267388 98.16234118 78.72973651
tr|D3ZD23|D3ZD23_RAT ATP-binding cassette subfamily E member 1 OS=Rattus norvegicus OX=10116 GN=Abce1 PE=1 SV=1ATP-binding cassette subfamily E member 1 (ATP-binding cassette, sub-family E (OABP), member 1)Abce1 2 4 67.3 599 0 14.977 0.818718118 0.536229484 0.528681321 1.105869533 1.341764119 0.528048331
tr|Q2IBC6|Q2IBC6_RAT Caveolin OS=Rattus norvegicus OX=10116 GN=Cav1 PE=1 SV=1;sp|P41350|CAV1_RAT Caveolin-1 OS=Rattus norvegicus OX=10116 GN=Cav1 PE=1 SV=3Caveolin-1 Cav1 4 20.2 20.551 178 0 11.101 24.29763514 23.23348496 24.13392041 29.43072637 38.11462182 23.46317037
tr|F1LT35|F1LT35_RAT Similar to 60S ribosomal protein L23a OS=Rattus norvegicus OX=10116 GN=RGD1564606 PE=3 SV=1;tr|D3ZTH8|D3ZTH8_RAT Similar to 60S ribosomal protein L23a OS=Rattus norvegicus OX=10116 GN=LOC689899 PE=3 SV=1;sp|P62752|RL23A_RAT 60S ribosom60S ribosomal protein L23aRpl23a 11 52.6 17.734 156 0 55.711 31.13767932 27.36379453 29.82779857 36.25133021 41.78559784 28.13162399
sp|Q5XIN6|LETM1_RAT Mitochondrial proton/calcium exchanger protein OS=Rattus norvegicus OX=10116 GN=Letm1 PE=1 SV=1Mitochondrial proton/calcium exchanger protein (Leucine zipper-EF-hand-containing transmembrane protein 1)Letm1 26 44.1 83.059 739 0 323.31 125.3715427 127.3643742 107.1815735 131.4071152 123.2718819 134.5063274
tr|Q6P6Q5|Q6P6Q5_RAT Amyloid-beta A4 protein OS=Rattus norvegicus OX=10116 GN=App PE=1 SV=1;sp|P08592|A4_RAT Amyloid-beta A4 protein OS=Rattus norvegicus OX=10116 GN=App PE=1 SV=2Amyloid-beta A4 protein (ABPP) (APP) (Alzheimer disease amyloid A4 protein homolog) (Amyloid precursor protein) (Amyloid-beta precursor protein) (Amyloidogenic glycoprotein) (AG) [Cleaved into: N-APP; Soluble APP-alpha (S-APP-alpha); Soluble APP-beta (S-APP-beta); C99 (Beta-secretase C-terminal fragment) (Beta-CTF); Amyloid-beta protein 42 (Abeta42) (Beta-APP42); Amyloid-beta protein 40 (Abeta40) (Beta-APP40); C83 (Alpha-secretase C-terminal fragment) (Alpha-CTF); P3(42); P3(40); C80; Gamma-secretase C-terminal fragment 59 (Gamma-CTF(59)); Gamma-secretase C-terminal fragment 57 (Gamma-CTF(57)); Gamma-secretase C-terminal fragment 50 (Gamma-CTF(50)); C31]App 4 5.7 82.797 733 0 7.0863 0.792728659 0.925222909 1.105112733 0.828386823 0.86157651 0.725718481
tr|G3V6S3|G3V6S3_RAT Calumenin OS=Rattus norvegicus OX=10116 GN=Calu PE=1 SV=1;tr|Q3MID6|Q3MID6_RAT Calumenin OS=Rattus norvegicus OX=10116 GN=Calu PE=1 SV=1Calumenin Calu 7 29.2 37.063 315 0 64.369 14.00721437 12.4590433 11.04655357 7.777996826 13.18304818 9.190605316
tr|Q6P6T6|Q6P6T6_RAT Cathepsin D OS=Rattus norvegicus OX=10116 GN=Ctsd PE=1 SV=1;sp|P24268|CATD_RAT Cathepsin D OS=Rattus norvegicus OX=10116 GN=Ctsd PE=1 SV=1Cathepsin D (EC 3.4.23.5) [Cleaved into: Cathepsin D 12 kDa light chain; Cathepsin D 9 kDa light chain; Cathepsin D 34 kDa heavy chain; Cathepsin D 30 kDa heavy chain]Ctsd 13 33.4 44.622 407 0 84.543 53.96575608 51.13528587 65.99483334 35.8595337 42.83830024 59.5530092
tr|G3V6R7|G3V6R7_RAT 3-oxoacyl-[acyl-carrier-protein] synthase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Oxsm PE=1 SV=13-oxoacyl-[acyl-carrier-protein] synthase, mitochondrial (EC 2.3.1.41)Oxsm 4 11.8 48.004 456 0 45.421 3.549718522 3.333072958 4.08016293 4.410696964 3.676584687 6.156669256
tr|D3ZDP2|D3ZDP2_RAT Mitochondrial ribosomal protein L58 OS=Rattus norvegicus OX=10116 GN=Mrpl58 PE=1 SV=1Mitochondrial ribosomal protein L58Mrpl58 3 12.6 23.47 206 0 4.2773 2.034954538 1.921077666 1.613623758 1.518390642 1.650833659 1.810079862
tr|A0A0G2JV81|A0A0G2JV81_RAT FKBP prolyl isomerase 11 OS=Rattus norvegicus OX=10116 GN=Arf3 PE=3 SV=1;sp|P84079|ARF1_RAT ADP-ribosylation factor 1 OS=Rattus norvegicus OX=10116 GN=Arf1 PE=1 SV=2;sp|P61206|ARF3_RAT ADP-ribosylation factor 3 OS=Rattus norvegADP-ribosylation factor 1 Arf1 3 21.5 20.568 181 0 7.9688 3.299758131 3.108393594 3.432426546 3.176537965 4.017796165 3.746548327
sp|P11598|PDIA3_RAT Protein disulfide-isomerase A3 OS=Rattus norvegicus OX=10116 GN=Pdia3 PE=1 SV=2;tr|A0A0H2UHM5|A0A0H2UHM5_RAT Protein disulfide-isomerase OS=Rattus norvegicus OX=10116 GN=Pdia3 PE=1 SV=1Protein disulfide-isomerase A3 (EC 5.3.4.1) (58 kDa glucose-regulated protein) (58 kDa microsomal protein) (p58) (Disulfide isomerase ER-60) (Endoplasmic reticulum resident protein 57) (ER protein 57) (ERp57) (Endoplasmic reticulum resident protein 60) (ER protein 60) (ERp60) (HIP-70) (Q-2)Pdia3 23 48.5 56.623 505 0 186.06 47.48695533 45.97141174 44.06821119 44.8899654 56.30771367 50.91408404
tr|G3V9Z3|G3V9Z3_RAT Amine oxidase OS=Rattus norvegicus OX=10116 GN=Maoa PE=1 SV=1;sp|P21396|AOFA_RAT Amine oxidase [flavin-containing] A OS=Rattus norvegicus OX=10116 GN=Maoa PE=1 SV=1Amine oxidase [flavin-containing] A (EC 1.4.3.4) (Monoamine oxidase type A) (MAO-A)Maoa 15 34 59.52 526 0 152.32 12.0063271 15.24186899 14.8807395 19.08037047 13.26717809 25.82635277
tr|G3V9S0|G3V9S0_RAT NADH-cytochrome b5 reductase OS=Rattus norvegicus OX=10116 GN=Cyb5r1 PE=1 SV=1;sp|Q5EB81|NB5R1_RAT NADH-cytochrome b5 reductase 1 OS=Rattus norvegicus OX=10116 GN=Cyb5r1 PE=2 SV=1NADH-cytochrome b5 reductase 1 (b5R.1) (EC 1.6.2.2)Cyb5r1 13 52.5 34.232 305 0 212.21 83.33183736 112.4137197 86.87863741 64.36571588 70.14061144 96.85085484
sp|P35745|ACYP2_RAT Acylphosphatase-2 OS=Rattus norvegicus OX=10116 GN=Acyp2 PE=1 SV=2;tr|D4A1G1|D4A1G1_RAT Acylphosphatase OS=Rattus norvegicus OX=10116 GN=Acyp2 PE=1 SV=2Acylphosphatase-2 (EC 3.6.1.7) (Acylphosphatase, muscle type isozyme) (Acylphosphate phosphohydrolase 2)Acyp2 6 58.8 10.863 97 0 47.005 6.510911274 6.954596312 8.679630967 8.293424243 7.846731481 12.31882483
tr|D3Z9D2|D3Z9D2_RAT FYVE and coiled-coil domain containing 1 (Predicted) OS=Rattus norvegicus OX=10116 GN=Fyco1 PE=1 SV=1FYVE and coiled-coil domain autophagy adaptor 1 (FYVE and coiled-coil domain containing 1 (Predicted))Fyco1 9 7.2 163.55 1451 0 36.58 2.135149419 1.963328442 2.01698396 2.056334414 2.130967338 2.419874391
tr|D4A131|D4A131_RAT Mitochondrial ribosomal protein L4 OS=Rattus norvegicus OX=10116 GN=Mrpl4 PE=1 SV=1Mitochondrial ribosomal protein L4 (Mitochondrial ribosomal protein L4 (Predicted), isoform CRA_b)Mrpl4 3 10.5 33.082 294 0 7.1699 3.348224959 3.333517183 3.056646138 3.931642118 3.127421342 4.765175442
tr|A0A0G2K6R8|A0A0G2K6R8_RAT EH domain-binding protein 1-like 1 OS=Rattus norvegicus OX=10116 GN=Ehbp1l1 PE=1 SV=1EH domain-binding protein 1-like 1Ehbp1l1 5 4.6 182.51 1699 0 7.6492 0.90571758 0.753505091 0.630721985 0.87234448 0.809103178 1.306963816
tr|B0BN68|B0BN68_RAT Mitochondrial ribosomal protein S9 OS=Rattus norvegicus OX=10116 GN=Mrps9 PE=1 SV=1Mitochondrial ribosomal protein S9 (Mrps9 protein)Mrps9 9 26.9 45.01 390 0 315.2 9.524283633 9.111064112 8.58907045 10.71647063 8.829864917 13.04220655
tr|F1LZ05|F1LZ05_RAT Poly [ADP-ribose] polymerase OS=Rattus norvegicus OX=10116 GN=Parp14 PE=1 SV=2Poly [ADP-ribose] polymerase (PARP) (EC 2.4.2.-)Parp14 2 1.2 199.53 1787 0.0010588 3.3147 10.6255744 11.48273447 7.66334072 5.493811242 10.88781181 3.825896798
sp|Q5XIM4|ATP5S_RAT ATP synthase subunit s, mitochondrial OS=Rattus norvegicus OX=10116 GN=Dmac2l PE=2 SV=1ATP synthase subunit s, mitochondrial (ATP synthase-coupling factor B) (Distal membrane arm assembly complex 2-like protein) (Mitochondrial ATP synthase regulatory component factor B)Dmac2l 3 15 23.324 200 0 5.9453 1.729352622 2.01441437 1.801331011 2.404232989 1.724501255 2.440295701
sp|P24329|THTR_RAT Thiosulfate sulfurtransferase OS=Rattus norvegicus OX=10116 GN=Tst PE=1 SV=3Thiosulfate sulfurtransferase (EC 2.8.1.1) (Rhodanese)Tst 7 26.6 33.406 297 0 147.4 21.06149599 17.27099216 19.00307253 22.90396992 18.30904012 25.27670458
tr|D3ZFQ3|D3ZFQ3_RAT Nucleotide-binding protein-like OS=Rattus norvegicus OX=10116 GN=Nubpl PE=1 SV=1Nucleotide-binding protein-likeNubpl 2 8.5 34.082 319 0 4.6538 1.891560961 2.15246977 1.843226685 2.388405844 1.995874126 3.541116048
sp|D3ZBN0|H15_RAT Histone H1.5 OS=Rattus norvegicus OX=10116 GN=Hist1h1b PE=1 SV=1Histone H1.5 H1-5 2 8.6 22.649 222 0.002004 2.6883 1.332285875 0.833070806 0.993101266 1.472103707 2.334928428 1.031530132
sp|Q5XIF6|TBA4A_RAT Tubulin alpha-4A chain OS=Rattus norvegicus OX=10116 GN=Tuba4a PE=1 SV=1Tubulin alpha-4A chain (Alpha-tubulin 4) (Tubulin alpha-4 chain)Tuba4a 4 8 49.924 448 0 42.168 18.44298278 16.75470347 18.84619244 22.31388616 25.25299301 17.02182196
tr|A0A0G2JVY2|A0A0G2JVY2_RAT CD163 molecule OS=Rattus norvegicus OX=10116 GN=Cd163 PE=1 SV=1;tr|D3Z9U2|D3Z9U2_RAT CD163 antigen (Predicted) OS=Rattus norvegicus OX=10116 GN=Cd163 PE=1 SV=1CD163 molecule Cd163 17 20.1 119.61 1111 0 129.83 22.7638557 28.71966934 28.96427203 27.61807028 29.51557484 38.56376365
sp|P13086|SUCA_RAT Succinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Suclg1 PE=2 SV=2;tr|A0A0H2UHE1|A0A0H2UHE1_RAT Succinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial OS=Rattus norvegicusSuccinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial (EC 6.2.1.4) (EC 6.2.1.5) (Succinyl-CoA synthetase subunit alpha) (SCS-alpha)Suclg1 14 35.8 36.148 346 0 157.19 160.1061028 180.4098295 158.2339216 191.4845705 161.9500662 225.1931979
sp|P62845|RS15_RAT 40S ribosomal protein S15 OS=Rattus norvegicus OX=10116 GN=Rps15 PE=1 SV=2;tr|D3ZAK6|D3ZAK6_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=240S ribosomal protein S15 (RIG protein)Rps15 2 21.4 17.04 145 0 19.482 0.742555959 0.481377512 0.704634003 0.980745495 1.211794202 0.565223243
tr|D3ZXD2|D3ZXD2_RAT ATP-binding cassette, subfamily A (ABC1), member 8a OS=Rattus norvegicus OX=10116 GN=Abca8a PE=1 SV=3;tr|D3ZCF8|D3ZCF8_RAT ATP-binding cassette, subfamily A (ABC1), member 8a OS=Rattus norvegicus OX=10116 GN=Abca8a PE=1 SV=3ATP-binding cassette, subfamily A (ABC1), member 8aAbca8a 26 16.9 183.96 1615 0 258.85 37.38919774 45.54396813 39.40297243 43.65186455 52.23010977 41.75700624
sp|Q58FK9|KAT3_RAT Kynurenine--oxoglutarate transaminase 3 OS=Rattus norvegicus OX=10116 GN=Kyat3 PE=2 SV=1;tr|F1M572|F1M572_RAT Kynurenine--oxoglutarate transaminase 3 OS=Rattus norvegicus OX=10116 GN=Kyat3 PE=1 SV=3Kynurenine--oxoglutarate transaminase 3 (EC 2.6.1.7) (Cysteine-S-conjugate beta-lyase 2) (EC 4.4.1.13) (Kynurenine aminotransferase 3) (Kynurenine aminotransferase III) (KATIII) (Kynurenine--glyoxylate transaminase) (EC 2.6.1.63) (Kynurenine--oxoglutarate transaminase III)Kyat3 9 23.6 51.044 454 0 68.917 9.546861348 11.04245768 13.20354043 13.50264549 11.19359166 18.11502242
sp|Q5XFX0|TAGL2_RAT Transgelin-2 OS=Rattus norvegicus OX=10116 GN=Tagln2 PE=1 SV=1Transgelin-2 Tagln2 5 30.2 22.393 199 0 57.677 5.916364779 4.412047233 4.190344893 5.442985201 7.462753968 5.083178921
tr|A9UMV9|A9UMV9_RAT NADH:ubiquinone oxidoreductase subunit A7 OS=Rattus norvegicus OX=10116 GN=Ndufa7 PE=1 SV=1Complex I-B14.5a (NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7) (NADH-ubiquinone oxidoreductase subunit B14.5a)Ndufa7 15 79.5 12.5 112 0 135.28 154.255966 153.2627183 125.8928399 134.3993416 126.0923909 132.6165943
sp|O35814|STIP1_RAT Stress-induced-phosphoprotein 1 OS=Rattus norvegicus OX=10116 GN=Stip1 PE=1 SV=1Stress-induced-phosphoprotein 1 (STI1) (Hsc70/Hsp90-organizing protein) (Hop)Stip1 4 8.8 62.569 543 0 31.005 4.289013256 3.413724558 3.509540198 3.921369405 4.842323159 3.967626783
tr|G3V6I9|G3V6I9_RAT 60S ribosomal protein L26 OS=Rattus norvegicus OX=10116 GN=Rpl26 PE=1 SV=1;sp|P12749|RL26_RAT 60S ribosomal protein L26 OS=Rattus norvegicus OX=10116 GN=Rpl26 PE=1 SV=1;tr|D4A1Z2|D4A1Z2_RAT Uncharacterized protein OS=Rattus norvegicus 60S ribosomal protein L26 Rpl26 8 32.4 17.258 145 0 15.548 14.29871776 11.21076977 12.84084099 16.11502038 18.12945513 12.00894924
tr|A0A0G2K398|A0A0G2K398_RAT Glutathione peroxidase OS=Rattus norvegicus OX=10116 GN=Gpx4 PE=1 SV=1;sp|P36970|GPX4_RAT Phospholipid hydroperoxide glutathione peroxidase OS=Rattus norvegicus OX=10116 GN=Gpx4 PE=1 SV=3;tr|F8WFK6|F8WFK6_RAT Glutathione peroxiPhospholipid hydroperoxide glutathione peroxidase (PHGPx) (EC 1.11.1.12) (Glutathione peroxidase 4) (GPx-4) (GSHPx-4)Gpx4 8 39.8 22.074 196 0 20.94 6.180774908 6.26802119 6.163603673 8.194280615 5.758584107 9.954829649
sp|Q6AYC2|IRGM_RAT Immunity-related GTPase family M protein OS=Rattus norvegicus OX=10116 GN=Irgm PE=2 SV=1Immunity-related GTPase family M protein (EC 3.6.5.-)Irgm 2 7.8 46.337 411 0 27.957 0.139675779 0.154116618 0.184418718 0.185524008 0.167833767 0.291211939
tr|D3ZUB0|D3ZUB0_RAT Reticulocalbin 1 OS=Rattus norvegicus OX=10116 GN=Rcn1 PE=1 SV=1Reticulocalbin 1 (Reticulocalbin 1 (Predicted), isoform CRA_a)Rcn1 4 16 38.09 325 0 32.026 1.7707451 1.761403293 1.680583655 1.596630493 2.332933039 2.392950774
sp|Q7TQ16|QCR8_RAT Cytochrome b-c1 complex subunit 8 OS=Rattus norvegicus OX=10116 GN=Uqcrq PE=3 SV=1Cytochrome b-c1 complex subunit 8 (Complex III subunit 8) (Complex III subunit VIII) (Low molecular mass ubiquinone-binding protein) (Ubiquinol-cytochrome c reductase complex 9.5 kDa protein) (Ubiquinol-cytochrome c reductase complex ubiquinone-binding protein QP-C)Uqcrq 7 57.3 9.8492 82 0 122.63 75.72063878 87.34459641 74.30536159 100.7681505 79.28164914 86.02756074
tr|A0A0G2K7X0|A0A0G2K7X0_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member A OS=Rattus norvegicus OX=10116 GN=Anp32a PE=1 SV=1;tr|F7EL36|F7EL36_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member A OS=Rattus norvegicus OX=10116 GNAcidic leucine-rich nuclear phosphoprotein 32 family member A (Leucine-rich acidic nuclear protein) (LANP)Anp32a 5 23.6 26.316 229 0 12.421 0.333352436 0.262349683 0.243795315 0.301145785 0.304636542 0.357738673
tr|D4A565|D4A565_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 5 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Ndufb5 PE=1 SV=1Complex I-SGDH (NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 5, mitochondrial) (NADH-ubiquinone oxidoreductase SGDH subunit)Ndufb5 11 37.6 21.664 189 0 125.19 138.1655811 141.3179894 124.0999247 130.5590191 120.4298012 129.050485
tr|A0A0G2JXI4|A0A0G2JXI4_RAT Signal transducer and activator of transcription OS=Rattus norvegicus OX=10116 GN=Stat5b PE=1 SV=1;tr|A0A0G2JSR4|A0A0G2JSR4_RAT Signal transducer and activator of transcription OS=Rattus norvegicus OX=10116 GN=Stat5b PE=1 SV=1;Signal transducer and activator of transcription 5BStat5b 2 2.4 86.974 758 0.0010667 3.4111 0.194338936 0.21918084 0.163781897 0.107505139 0.212007359 0.105388181
sp|P10888|COX41_RAT Cytochrome c oxidase subunit 4 isoform 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox4i1 PE=1 SV=1Cytochrome c oxidase subunit 4 isoform 1, mitochondrial (Cytochrome c oxidase polypeptide IV) (Cytochrome c oxidase subunit IV isoform 1) (COX IV-1)Cox4i1 17 70.4 19.514 169 0 323.31 1081.221684 1131.04737 857.2604901 971.8464589 897.709225 834.7946898
sp|P54921|SNAA_RAT Alpha-soluble NSF attachment protein OS=Rattus norvegicus OX=10116 GN=Napa PE=1 SV=2Alpha-soluble NSF attachment protein (SNAP-alpha) (N-ethylmaleimide-sensitive factor attachment protein alpha)Napa 9 42.7 33.192 295 0 76.465 6.177764546 6.744329596 7.049999037 6.556021743 7.317683812 7.567263598
sp|Q5XIT9|MCCB_RAT Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mccc2 PE=2 SV=1Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial (MCCase subunit beta) (EC 6.4.1.4) (3-methylcrotonyl-CoA carboxylase 2) (3-methylcrotonyl-CoA carboxylase non-biotin-containing subunit) (3-methylcrotonyl-CoA:carbon dioxide ligase subunit beta)Mccc2 24 56.1 61.516 563 0 323.31 48.73575383 49.0390353 49.2777278 55.74858172 47.8682978 65.78912852
tr|A0A0H2UH99|A0A0H2UH99_RAT 60S ribosomal protein L24 OS=Rattus norvegicus OX=10116 GN=Rpl24 PE=1 SV=1;sp|P83732|RL24_RAT 60S ribosomal protein L24 OS=Rattus norvegicus OX=10116 GN=Rpl24 PE=2 SV=160S ribosomal protein L24 (L30)Rpl24 6 30.1 17.676 156 0 71.278 18.81175212 18.63180281 21.53739488 24.27227144 24.75576371 18.55697613
tr|Q68G41|Q68G41_RAT Dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl-Coenzyme A isomerase) OS=Rattus norvegicus OX=10116 GN=Eci1 PE=1 SV=1;sp|P23965|ECI1_RAT Enoyl-CoA delta isomerase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Eci1 PE=1 SV=1;Enoyl-CoA delta isomerase 1, mitochondrial (MECI) (EC 5.3.3.8) (3,2-trans-enoyl-CoA isomerase) (Delta(3),Delta(2)-enoyl-CoA isomerase) (D3,D2-enoyl-CoA isomerase) (Dodecenoyl-CoA isomerase)Eci1 14 48.1 32.264 289 0 98.324 51.52234559 61.31298467 77.24171775 86.24301172 64.46184288 152.4181527
tr|F1LT49|F1LT49_RAT Leucine-rich repeat-containing 47 OS=Rattus norvegicus OX=10116 GN=Lrrc47 PE=1 SV=2Leucine-rich repeat-containing 47Lrrc47 2 8.8 63.53 580 0.0024963 2.6573 0.030319363 0.026168334 0.015348178 0.028220099 0.032179688 0.074466661
tr|D4A568|D4A568_RAT Cytochrome c oxidase assembly factor COX18 OS=Rattus norvegicus OX=10116 GN=Cox18 PE=1 SV=2Cytochrome c oxidase assembly factor COX18 (Uncharacterized protein RGD1559547_predicted)Cox18 2 6.6 36.318 331 0 11.876 5.027806263 4.741859956 4.100241752 3.877172847 4.780196461 3.323085548
sp|Q505J8|SYFA_RAT Phenylalanine--tRNA ligase alpha subunit OS=Rattus norvegicus OX=10116 GN=Farsa PE=1 SV=1Phenylalanine--tRNA ligase alpha subunit (EC 6.1.1.20) (Phenylalanyl-tRNA synthetase alpha subunit) (PheRS)Farsa 9 21.7 57.719 508 0 100.98 5.456782848 5.573055143 6.265141223 6.594245792 6.292485424 5.717865096
sp|Q68FP2|PON3_RAT Serum paraoxonase/lactonase 3 OS=Rattus norvegicus OX=10116 GN=Pon3 PE=2 SV=1Serum paraoxonase/lactonase 3 (EC 3.1.1.2) (EC 3.1.1.81) (EC 3.1.8.1)Pon3 2 7.3 39.458 354 0.0015144 2.7955 0.443943101 0.341332969 0.259936126 0.416988545 0.499413449 0.369981299
tr|A0A0G2JZH0|A0A0G2JZH0_RAT Calcium-binding protein 39 OS=Rattus norvegicus OX=10116 GN=Cab39 PE=1 SV=1Calcium-binding protein 39 Cab39 2 5.6 39.873 341 0.0024618 2.54 2.108708407 1.941660112 2.18831714 2.153387664 2.686386497 2.152568592
sp|Q4V8B7|HSDL1_RAT Inactive hydroxysteroid dehydrogenase-like protein 1 OS=Rattus norvegicus OX=10116 GN=Hsdl1 PE=2 SV=1Inactive hydroxysteroid dehydrogenase-like protein 1Hsdl1 3 16.7 36.907 330 0 19.423 1.53548531 1.871225698 2.066014704 2.050361906 1.983092852 2.093743028
sp|P0C5I0|CDNF_RAT Cerebral dopamine neurotrophic factor OS=Rattus norvegicus OX=10116 GN=Cdnf PE=3 SV=1Cerebral dopamine neurotrophic factor (ARMET-like protein 1) (Arginine-rich protein mutated in early stage tumors-like 1) (Conserved dopamine neurotrophic factor)Cdnf 4 23.5 21.361 187 0 16.585 6.541516621 8.565160384 7.978015648 8.00554937 8.244730645 10.67394422
sp|Q5FVJ3|PLPP7_RAT Inactive phospholipid phosphatase 7 OS=Rattus norvegicus OX=10116 GN=Plpp7 PE=2 SV=1Inactive phospholipid phosphatase 7 (Phosphatidic acid phosphatase type 2 domain-containing protein 3)Plpp7 4 12.5 29.768 271 0 56.832 2.544107097 3.350101601 2.909691117 2.50504892 2.778390097 2.539455891
tr|A0A0G2K747|A0A0G2K747_RAT Single-stranded DNA binding protein 1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Ssbp1 PE=1 SV=1;tr|G3V7K6|G3V7K6_RAT Single-stranded DNA-binding protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ssbp1 PE=1 SV=2;sp|PSingle-stranded DNA-binding protein, mitochondrial (Mt-SSB) (MtSSB) (Single strand DNA-binding protein P16)Ssbp1 3 27.7 17.17 148 0 37.285 1.111776858 1.4435353 1.748732731 2.37753588 1.384691942 4.774827305
tr|A0A0G2JVM0|A0A0G2JVM0_RAT Taste receptor type 1 member 2 OS=Rattus norvegicus OX=10116 GN=Aldh4a1 PE=1 SV=1;tr|A0A0G2K9I7|A0A0G2K9I7_RAT Taste receptor type 1 member 2 OS=Rattus norvegicus OX=10116 GN=Aldh4a1 PE=1 SV=1;tr|A0A0G2JUB9|A0A0G2JUB9_RAT TasteDelta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial (P5C dehydrogenase) (EC 1.2.1.88) (Aldehyde dehydrogenase family 4 member A1) (L-glutamate gamma-semialdehyde dehydrogenase)Aldh4a1 14 31 61.844 562 0 254.28 39.31382251 35.77643751 41.11950587 44.8111283 38.25052397 59.46360247



sp|Q3T1K5|CAZA2_RAT F-actin-capping protein subunit alpha-2 OS=Rattus norvegicus OX=10116 GN=Capza2 PE=1 SV=1F-actin-capping protein subunit alpha-2 (CapZ alpha-2)Capza2 4 27.6 32.967 286 0 121.71 7.314677927 6.531101377 11.22127134 11.66848837 9.472703675 10.06760405
tr|A1L1J4|A1L1J4_RAT Protein phosphatase 2C, magnesium dependent, catalytic subunit OS=Rattus norvegicus OX=10116 GN=Pdp1 PE=1 SV=1;tr|A0A0G2QC17|A0A0G2QC17_RAT Protein phosphatase 2C, magnesium dependent, catalytic subunit, isoform CRA_a OS=Rattus norvegi[Pyruvate dehydrogenase [acetyl-transferring]]-phosphatase 1, mitochondrial (PDP 1) (EC 3.1.3.43) (Protein phosphatase 2C) (Pyruvate dehydrogenase phosphatase catalytic subunit 1) (PDPC 1)Pdp1 13 36.6 61.18 538 0 118.35 21.57175235 18.97780508 20.20780183 23.91511548 19.89240807 32.39368338
sp|Q9JJ31|CUL5_RAT Cullin-5 OS=Rattus norvegicus OX=10116 GN=Cul5 PE=1 SV=3;tr|A0A0H2UHG3|A0A0H2UHG3_RAT Cullin-5 OS=Rattus norvegicus OX=10116 GN=Cul5 PE=1 SV=1Cullin-5 (CUL-5) (Vasopressin-activated calcium-mobilizing receptor 1) (VACM-1)Cul5 3 4.1 90.889 780 0 9.9001 0.636139663 0.588203863 0.578809769 0.677939353 0.742014972 0.580391907
tr|D4ABM5|D4ABM5_RAT Mitochondrial ribosomal protein S34 OS=Rattus norvegicus OX=10116 GN=Mrps34 PE=1 SV=1Mitochondrial ribosomal protein S34 (Mitochondrial ribosomal protein S34 (Predicted), isoform CRA_a)Mrps34 6 24.3 25.799 218 0 12.142 8.66030974 7.108594471 8.48890503 9.278290769 7.972926338 12.026221
sp|P08733|MLRV_RAT Myosin regulatory light chain 2, ventricular/cardiac muscle isoform OS=Rattus norvegicus OX=10116 GN=Myl2 PE=1 SV=2Myosin regulatory light chain 2, ventricular/cardiac muscle isoform (MLC-2) (MLC-2v) (Myosin light chain 2, slow skeletal/ventricular muscle isoform) (MLC-2s/v)Myl2 10 63.9 18.88 166 0 197.21 34.87905756 22.10219079 37.61920467 25.18845413 21.30266256 28.03510536
tr|Q99ME0|Q99ME0_RAT CXC chemokine RTCK1 OS=Rattus norvegicus OX=10116 GN=Ppbp PE=1 SV=1CXC chemokine RTCK1 (Chemokine (C-X-C motif) ligand 7, isoform CRA_b) (Pro-platelet basic protein)Ppbp 2 27.9 12.159 111 0 9.5729 0.946708676 1.088105576 0.929434478 0.791894801 1.020075093 0.839214227
tr|D3ZJK0|D3ZJK0_RAT NAD(P)(+)--arginine ADP-ribosyltransferase OS=Rattus norvegicus OX=10116 GN=Art1 PE=3 SV=1NAD(P)(+)--arginine ADP-ribosyltransferase (EC 2.4.2.31) (Mono(ADP-ribosyl)transferase)Art1 2 7.2 35.614 321 0 10.048 1.603920872 1.854986789 1.865821076 1.402344817 1.357942946 1.868702228
sp|B1WBW4|ARM10_RAT Armadillo repeat-containing protein 10 OS=Rattus norvegicus OX=10116 GN=Armc10 PE=1 SV=1Armadillo repeat-containing protein 10Armc10 2 10.5 33.421 306 0 7.0092 0.189336718 0.243677406 0.222184283 0.472867328 0.149530119 0.696498736
tr|A0A0G2K3S4|A0A0G2K3S4_RAT ATP-binding cassette subfamily A member 9 OS=Rattus norvegicus OX=10116 GN=Abca9 PE=1 SV=1ATP-binding cassette subfamily A member 9Abca9 4 3.6 183.23 1623 0 57.793 1.284772328 2.073644431 1.89765447 1.912635878 2.512194451 1.943478765
tr|M0R7B4|M0R7B4_RAT Histone cluster 1 H1 family member d OS=Rattus norvegicus OX=10116 GN=Hist1h1d PE=1 SV=2H1.3 linker histone, cluster member (RCG45259)Hist1h1d 3 15.5 22.233 220 0 10.281 6.061865609 4.460369091 5.548889861 9.017889432 15.81588276 4.705130696
sp|P62282|RS11_RAT 40S ribosomal protein S11 OS=Rattus norvegicus OX=10116 GN=Rps11 PE=1 SV=340S ribosomal protein S11 Rps11 7 39.2 18.431 158 0 35.74 27.23474499 20.54098511 25.61261814 34.06121162 40.4556982 21.730915
sp|B0BN56|RT31_RAT 28S ribosomal protein S31, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps31 PE=2 SV=128S ribosomal protein S31, mitochondrial (MRP-S31) (S31mt)Mrps31 7 28.2 43.961 387 0 40.176 2.167059257 1.771768554 1.754541411 2.183250203 1.919240412 3.162356633
sp|Q6AYE2|SHLB1_RAT Endophilin-B1 OS=Rattus norvegicus OX=10116 GN=Sh3glb1 PE=2 SV=1;tr|A0A0G2K714|A0A0G2K714_RAT Endophilin-B1 OS=Rattus norvegicus OX=10116 GN=Sh3glb1 PE=1 SV=1Endophilin-B1 (SH3 domain-containing GRB2-like protein B1)Sh3glb1 9 31 40.787 365 0 64.168 9.361222358 8.034557755 9.042330411 10.29899234 12.05322671 8.430851319
tr|B2RYS2|B2RYS2_RAT Cytochrome b-c1 complex subunit 7 OS=Rattus norvegicus OX=10116 GN=Uqcrb PE=1 SV=1Cytochrome b-c1 complex subunit 7Uqcrb 18 83.8 13.558 111 0 323.31 554.006953 640.1782411 487.51745 524.1890865 485.2893327 489.3189622
tr|A0A096MJS3|A0A096MJS3_RAT Muscular LMNA-interacting protein (Fragment) OS=Rattus norvegicus OX=10116 GN=Mlip PE=1 SV=1;sp|A0A096MK47|MLIP_RAT Muscular LMNA-interacting protein OS=Rattus norvegicus OX=10116 GN=Mlip PE=1 SV=1Muscular LMNA-interacting protein (Cardiac Isl1-interacting protein) (CIP)Mlip 3 3.7 82.267 774 0.0010828 3.7338 0.560780267 0.598815915 0.585258776 0.625381285 0.790928962 0.58725997
sp|P53987|MOT1_RAT Monocarboxylate transporter 1 OS=Rattus norvegicus OX=10116 GN=Slc16a1 PE=1 SV=1Monocarboxylate transporter 1 (MCT 1) (Solute carrier family 16 member 1)Slc16a1 6 9.7 53.238 494 0 67.315 9.512242185 12.20435404 10.89333249 8.20622563 10.91261935 9.565503985
sp|Q5XIH4|LIAS_RAT Lipoyl synthase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Lias PE=2 SV=1Lipoyl synthase, mitochondrial (EC 2.8.1.8) (Lipoate synthase) (LS) (Lip-syn) (Lipoic acid synthase)Lias 3 13.7 41.874 373 0 84.099 1.969730028 1.780702421 1.568938089 2.160853299 1.691873952 2.827690992
sp|Q01129|PGS2_RAT Decorin OS=Rattus norvegicus OX=10116 GN=Dcn PE=1 SV=1Decorin (Bone proteoglycan II) (Dermatan sulfate proteoglycan-II) (DSPG) (PG-S2) (PG40)Dcn 9 27.1 39.805 354 0 111.5 30.29477796 32.47534878 33.7122959 36.99729643 43.75779695 30.96012777
tr|A0A0G2K466|A0A0G2K466_RAT Oxidoreductase NAD-binding domain containing 1 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Oxnad1 PE=1 SV=1;tr|D4A0Y4|D4A0Y4_RAT Oxidoreductase NAD-binding domain containing 1 (Predicted), isoform CRA_b OS=RattuOxidoreductase NAD-binding domain containing 1 (Predicted), isoform CRA_a (Oxidoreductase NAD-binding domain-containing 1)Oxnad1 3 9.7 34.847 310 0 5.8835 1.919256292 1.838994673 1.863214031 2.042000395 1.830688295 2.261482243
tr|F1LQC7|F1LQC7_RAT Nitric oxide synthase OS=Rattus norvegicus OX=10116 GN=Nos3 PE=1 SV=1;sp|Q62600|NOS3_RAT Nitric oxide synthase, endothelial OS=Rattus norvegicus OX=10116 GN=Nos3 PE=1 SV=4Nitric oxide synthase, endothelial (EC 1.14.13.39) (Constitutive NOS) (cNOS) (EC-NOS) (Endothelial NOS) (eNOS) (NOS type III) (NOSIII)Nos3 2 1.4 133.19 1202 0.0048567 2.3924 11.77151886 18.491625 23.14964651 19.29179724 28.94176575 20.98619759
tr|A0A0G2K9N9|A0A0G2K9N9_RAT Calcium-transporting ATPase OS=Rattus norvegicus OX=10116 GN=Atp2a3 PE=1 SV=1;tr|G3V9U7|G3V9U7_RAT Calcium-transporting ATPase OS=Rattus norvegicus OX=10116 GN=Atp2a3 PE=1 SV=1;tr|D3ZHJ6|D3ZHJ6_RAT Calcium-transporting ATPase OSarcoplasmic/endoplasmic reticulum calcium ATPase 3 (SERCA3) (SR Ca(2+)-ATPase 3) (EC 7.2.2.10) (Calcium pump 3)Atp2a3 4 4.3 107.61 985 0 323.31 729.2100212 991.5605772 921.8420306 693.7067736 880.9911029 715.4671865
tr|D3ZL85|D3ZL85_RAT Cytochrome c heme lyase OS=Rattus norvegicus OX=10116 GN=Hccs PE=1 SV=1Cytochrome c heme lyase (EC 4.4.1.17)Hccs 8 39.8 31.129 274 0 67.429 9.226759523 9.023206188 7.842174873 7.859222931 7.96807269 8.477078662
sp|Q5XIC2|ECSIT_RAT Evolutionarily conserved signaling intermediate in Toll pathway, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ecsit PE=1 SV=1Evolutionarily conserved signaling intermediate in Toll pathway, mitochondrialEcsit 7 22.1 49.619 434 0 57.814 5.229500517 4.572116473 4.093106681 5.307469 4.845774643 5.100552273
tr|A0A140TAE6|A0A140TAE6_RAT Enoyl-[acyl-carrier-protein] reductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mecr PE=1 SV=1;sp|Q9Z311|MECR_RAT Enoyl-[acyl-carrier-protein] reductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mecr PE=1 SV=1Enoyl-[acyl-carrier-protein] reductase, mitochondrial (EC 1.3.1.104) (2-enoyl thioester reductase) (Nuclear receptor-binding factor 1) (NRBF-1)Mecr 7 28.4 40.334 373 0 107.72 5.633892478 5.935345682 6.77786011 7.876543203 5.78177376 11.39529397
tr|A0A0G2JVK4|A0A0G2JVK4_RAT Neurolysin, mitochondrial OS=Rattus norvegicus OX=10116 GN=Nln PE=1 SV=1;tr|A0A0G2JSY3|A0A0G2JSY3_RAT Neurolysin (Metallopeptidase M3 family), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Nln PE=1 SV=1;sp|P42676|NEUL_RAT NeurNeurolysin, mitochondrial (EC 3.4.24.16) (Microsomal endopeptidase) (MEP) (Mitochondrial oligopeptidase M) (Neurotensin endopeptidase)Nln 7 11.2 77.801 681 0 27.655 4.788382139 4.493291133 4.87883351 5.512982992 4.794865265 8.47159234
tr|Q6TXE9|Q6TXE9_RAT Glutamyl-prolyl-tRNA synthetase OS=Rattus norvegicus OX=10116 GN=Eprs PE=1 SV=1;tr|A0A0G2JZI2|A0A0G2JZI2_RAT Glutamyl-prolyl-tRNA synthetase OS=Rattus norvegicus OX=10116 GN=Eprs PE=1 SV=1Prolyl-tRNA synthetase (EC 6.1.1.15)Eprs 10 8.1 166.78 1486 0 21.612 110.3147154 93.70689212 83.56265889 105.3192014 108.0745697 106.0587319
sp|F1LMY4|RYR1_RAT Ryanodine receptor 1 OS=Rattus norvegicus OX=10116 GN=Ryr1 PE=1 SV=1;tr|A0A0G2K5J1|A0A0G2K5J1_RAT Ryanodine receptor 1 OS=Rattus norvegicus OX=10116 GN=Ryr1 PE=1 SV=1;tr|V9GZ83|V9GZ83_RAT Ryanodine receptor 1 OS=Rattus norvegicus OX=1011Ryanodine receptor 1 (RYR-1) (RyR1) (Skeletal muscle calcium release channel) (Skeletal muscle ryanodine receptor) (Skeletal muscle-type ryanodine receptor) (Type 1 ryanodine receptor)Ryr1 216 47.2 565.48 5035 0 323.31 1159.440923 1480.208579 1670.887277 1184.049659 1200.253305 1318.444453
tr|M0R9L0|M0R9L0_RAT Nascent polypeptide-associated complex subunit alpha OS=Rattus norvegicus OX=10116 GN=Naca PE=1 SV=1Nascent polypeptide-associated complex subunit alphaNaca 51 31.6 220.19 2163 0 323.31 47.21752793 41.75521857 61.17866039 62.86064393 59.4248345 52.0489399
tr|A0A0G2K654|A0A0G2K654_RAT Histone cluster 1 H1 family member c OS=Rattus norvegicus OX=10116 GN=Hist1h1c PE=1 SV=1H1.2 linker histone, cluster member (RCG45246)Hist1h1c 3 16 21.316 212 0 60.756 31.7096481 29.90871281 35.00255458 43.17107767 70.12982555 30.60961275
tr|D3ZT98|D3ZT98_RAT BolA family member 3 OS=Rattus norvegicus OX=10116 GN=Bola3 PE=1 SV=1BolA family member 3 (Similar to BolA domain-containing protein like (11.4 kD) (1P25) (Predicted))Bola3 3 40 12.297 110 0 45.232 6.150169561 5.516293001 5.987056403 6.827770845 5.791481057 9.487171499
tr|B2GV73|B2GV73_RAT Actin-related protein 2/3 complex subunit 3 OS=Rattus norvegicus OX=10116 GN=Arpc3 PE=1 SV=1Actin-related protein 2/3 complex subunit 3Arpc3 2 12.4 20.535 178 0.0015314 2.88 0.6844058 0.669250329 0.612289718 0.747996869 1.139852348 0.667167233
tr|D3ZEH3|D3ZEH3_RAT Sec61 translocon alpha 2 subunit OS=Rattus norvegicus OX=10116 GN=Sec61a2 PE=1 SV=1;tr|A0A0U1RRQ7|A0A0U1RRQ7_RAT Sec61 translocon alpha 2 subunit OS=Rattus norvegicus OX=10116 GN=Sec61a2 PE=1 SV=1SEC61 translocon subunit alpha 2Sec61a2 5 15.3 52.247 476 0 18.773 1.965916903 2.221571508 2.238948702 1.86419884 2.060751226 2.10065173
tr|Q6P2A5|Q6P2A5_RAT GTP:AMP phosphotransferase AK3, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ak3 PE=1 SV=1;sp|P29411|KAD3_RAT GTP:AMP phosphotransferase AK3, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ak3 PE=2 SV=2GTP:AMP phosphotransferase AK3, mitochondrial (EC 2.7.4.10) (Adenylate kinase 3) (AK 3) (Adenylate kinase 3 alpha-like 1)Ak3 11 52.4 25.494 227 0 129.26 18.49315548 15.0246921 15.75935947 18.4126441 16.08337271 21.15586718
sp|Q03346|MPPB_RAT Mitochondrial-processing peptidase subunit beta OS=Rattus norvegicus OX=10116 GN=Pmpcb PE=1 SV=3Mitochondrial-processing peptidase subunit beta (EC 3.4.24.64) (Beta-MPP) (P-52)Pmpcb 12 31.7 54.265 489 0 104.92 15.83350065 13.71027834 14.65388083 16.25238805 14.43960381 19.56076986
tr|B1H271|B1H271_RAT Mitochondrial coenzyme A transporter SLC25A42 OS=Rattus norvegicus OX=10116 GN=Slc25a42 PE=1 SV=1;sp|P0C546|S2542_RAT Mitochondrial coenzyme A transporter SLC25A42 OS=Rattus norvegicus OX=10116 GN=Slc25a42 PE=2 SV=1Mitochondrial coenzyme A transporter SLC25A42 (Solute carrier family 25 member 42)Slc25a42 8 34 35.185 318 0 323.31 13.45079913 16.5977438 13.44686465 12.47955492 12.25006911 14.34470003
sp|Q9R1T1|BAF_RAT Barrier-to-autointegration factor OS=Rattus norvegicus OX=10116 GN=Banf1 PE=1 SV=1Barrier-to-autointegration factor (LAP2-binding protein 1) [Cleaved into: Barrier-to-autointegration factor, N-terminally processed]Banf1 3 41.6 10.044 89 0 9.5147 7.017153816 7.782829997 6.971330305 7.547458027 11.2836538 7.782042944
sp|Q9Z2Q7|STX8_RAT Syntaxin-8 OS=Rattus norvegicus OX=10116 GN=Stx8 PE=1 SV=1Syntaxin-8 Stx8 6 33.9 26.91 236 0 72.913 2.70285352 3.380012781 3.078691678 2.460673188 2.905555684 2.92837516
tr|D3ZTC5|D3ZTC5_RAT Myotilin OS=Rattus norvegicus OX=10116 GN=Myot PE=4 SV=1;tr|M0RCF7|M0RCF7_RAT Myotilin OS=Rattus norvegicus OX=10116 GN=LOC100909761 PE=4 SV=1;tr|M0R5Y4|M0R5Y4_RAT Myotilin-like OS=Rattus norvegicus OX=10116 GN=LOC100912348 PE=4 SV=1Myotilin (Predicted) (Myotilin-like)Myot 8 19.8 55.122 496 0 48.308 8.946795857 7.416097203 9.55733618 8.918148553 9.66577102 9.913580635
tr|G3V7I0|G3V7I0_RAT Peroxiredoxin 3 OS=Rattus norvegicus OX=10116 GN=Prdx3 PE=1 SV=1;sp|Q9Z0V6|PRDX3_RAT Thioredoxin-dependent peroxide reductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Prdx3 PE=1 SV=2Thioredoxin-dependent peroxide reductase, mitochondrial (EC 1.11.1.24) (PRx III) (Peroxiredoxin-3) (PRX-3) (Thioredoxin-dependent peroxiredoxin 3)Prdx3 12 46.7 28.299 257 0 323.31 111.142565 94.90630085 120.7885199 131.0845998 102.4335517 153.4036587
tr|F7FL53|F7FL53_RAT Solute carrier family 43 member 1 OS=Rattus norvegicus OX=10116 GN=Slc43a1 PE=1 SV=2Solute carrier family 43 member 1Slc43a1 3 7.1 67.146 606 0 45.312 2.867721012 3.526853974 2.966497259 3.607753023 4.18271235 2.994922214
tr|Q6AYI1|Q6AYI1_RAT DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 OS=Rattus norvegicus OX=10116 GN=Ddx5 PE=1 SV=1;tr|E9PT29|E9PT29_RAT DEAD-box helicase 17 OS=Rattus norvegicus OX=10116 GN=Ddx17 PE=1 SV=3;tr|A0A096MIX2|A0A096MIX2_RAT DEAD (Asp-Glu-Ala-Asp) boxDEAD box protein 5 (EC 3.6.4.13) (Probable ATP-dependent RNA helicase DDX5)Ddx5 2 2.9 69.238 615 0.0015593 3.0567 0.185664076 0.172621077 0.181770508 0.208613723 0.251235624 0.171782837
tr|G3V679|G3V679_RAT Transferrin receptor protein 1 OS=Rattus norvegicus OX=10116 GN=Tfrc PE=1 SV=1;sp|Q99376|TFR1_RAT Transferrin receptor protein 1 (Fragment) OS=Rattus norvegicus OX=10116 GN=Tfrc PE=1 SV=1Transferrin receptor protein 1 (TR) (TfR) (TfR1) (Trfr) (CD antigen CD71)Tfrc 19 27.3 85.875 761 0 71.338 25.6312255 13.03851073 14.28889451 23.69413269 30.65833938 17.54911846
tr|A0A0H2UHM3|A0A0H2UHM3_RAT Haptoglobin OS=Rattus norvegicus OX=10116 GN=Hp PE=1 SV=1;sp|P06866|HPT_RAT Haptoglobin OS=Rattus norvegicus OX=10116 GN=Hp PE=1 SV=3Haptoglobin (Liver regeneration-related protein LRRG173) [Cleaved into: Haptoglobin alpha chain; Haptoglobin beta chain]Hp 2 6.6 38.432 346 0.0010477 3.1687 0.445232539 0.474867141 0.571994862 0.58823826 0.507993621 0.999882182
sp|Q64057|AL7A1_RAT Alpha-aminoadipic semialdehyde dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh7a1 PE=1 SV=2Alpha-aminoadipic semialdehyde dehydrogenase (Alpha-AASA dehydrogenase) (EC 1.2.1.31) (Aldehyde dehydrogenase family 7 member A1) (EC 1.2.1.3) (Antiquitin-1) (Betaine aldehyde dehydrogenase) (EC 1.2.1.8) (Delta1-piperideine-6-carboxylate dehydrogenase) (P6c dehydrogenase)Aldh7a1 8 19.9 58.748 539 0 63.329 7.160146011 6.454102298 7.08841865 7.455481408 6.894877112 9.599234705
tr|G3V778|G3V778_RAT Pyruvate dehydrogenase kinase, isoenzyme 4 OS=Rattus norvegicus OX=10116 GN=Pdk4 PE=1 SV=1;sp|O54937|PDK4_RAT [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 4, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pdk4 PE=1 SV=[Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 4, mitochondrial (EC 2.7.11.2) (Pyruvate dehydrogenase kinase isoform 4)Pdk4 10 28.6 46.609 412 0 104.09 23.47680977 25.13476991 17.66341721 15.15703013 19.62491812 21.42307138
sp|P20171|RASH_RAT GTPase HRas OS=Rattus norvegicus OX=10116 GN=Hras PE=1 SV=2GTPase HRas (EC 3.6.5.2) (H-Ras-1) (Transforming protein p21) (c-H-ras) (p21ras) [Cleaved into: GTPase HRas, N-terminally processed]Hras 3 19.6 21.298 189 0 35.704 6.767293771 7.874636591 8.223626747 7.865195439 7.888796433 9.761081204
sp|P31399|ATP5H_RAT ATP synthase subunit d, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5pd PE=1 SV=3ATP synthase subunit d, mitochondrial (ATPase subunit d) (ATP synthase peripheral stalk subunit d)Atp5pd 21 88.2 18.763 161 0 323.31 992.8675595 911.0076944 684.0978046 783.7721903 802.0384233 623.307137
tr|F1LMM8|F1LMM8_RAT [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pdk2 PE=1 SV=3;sp|Q64536|PDK2_RAT [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 2, mitochondrial OS=Rattus [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 2, mitochondrial (EC 2.7.11.2) (PDK P45) (Pyruvate dehydrogenase kinase isoform 2) (PDH kinase 2)Pdk2 11 34.6 46.239 407 0 163.8 31.39255664 31.49706561 34.24559672 39.01242054 30.88484297 55.14261591
tr|F1M0U5|F1M0U5_RAT Neuroblastoma-amplified sequence OS=Rattus norvegicus OX=10116 GN=Nbas PE=1 SV=2NBAS subunit of NRZ tethering complexNbas 2 0.8 265.8 2357 0.0089076 2.1084 0.531629929 0.545656936 0.528406896 0.508941274 0.609941808 0.66949384
sp|Q4G064|COQ5_RAT 2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq5 PE=2 SV=12-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EC 2.1.1.201) (Ubiquinone biosynthesis methyltransferase COQ5)Coq5 11 42.2 37.3 327 0 168.39 14.09702351 14.04937044 17.86054641 17.43016658 14.99345901 22.64631798
sp|Q6AXT0|RM37_RAT 39S ribosomal protein L37, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl37 PE=2 SV=1;tr|A0A0G2KA48|A0A0G2KA48_RAT 39S ribosomal protein L37, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl37 PE=1 SV=139S ribosomal protein L37, mitochondrial (L37mt) (MRP-L37)Mrpl37 9 28.6 48.365 423 0 55.64 3.545002288 3.495165891 3.168017278 3.636361336 3.380188562 4.457535017
tr|G3V886|G3V886_RAT ATP-dependent zinc metalloprotease YME1L1 OS=Rattus norvegicus OX=10116 GN=LOC108348078 PE=1 SV=1;sp|Q925S8|YMEL1_RAT ATP-dependent zinc metalloprotease YME1L1 OS=Rattus norvegicus OX=10116 GN=Yme1l1 PE=2 SV=1ATP-dependent zinc metalloprotease YME1L1 (EC 3.4.24.-) (ATP-dependent metalloprotease FtsH1) (Meg-4) (YME1-like protein 1)Yme1l1 4 7.6 79.795 715 0 16.599 1.773002871 1.769596785 1.642667156 1.890179249 1.7408958 2.659850179
tr|A0A0H2UHR5|A0A0H2UHR5_RAT [3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bckdk PE=1 SV=1;sp|Q00972|BCKD_RAT [3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial OS=Rattus n[3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial (EC 2.7.11.4) (Branched-chain alpha-ketoacid dehydrogenase kinase) (BCKD-kinase) (BCKDHKIN)Bckdk 7 24 46.213 409 0 217.02 11.40124434 14.58342815 13.25293708 14.60517042 12.82549609 18.39645041
tr|D4A7U8|D4A7U8_RAT Myozenin 1 OS=Rattus norvegicus OX=10116 GN=Myoz1 PE=1 SV=1;tr|A0A0G2JZ11|A0A0G2JZ11_RAT Myozenin 1 OS=Rattus norvegicus OX=10116 GN=Myoz1 PE=1 SV=1Myozenin 1 (Similar to myozenin 1 (Predicted))Myoz1 8 36.5 31.398 296 0 58.765 10.79014085 9.480758408 11.85931134 11.08019635 11.23349943 12.80344994
sp|P10860|DHE3_RAT Glutamate dehydrogenase 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Glud1 PE=1 SV=2Glutamate dehydrogenase 1, mitochondrial (GDH 1) (EC 1.4.1.3) (Memory-related gene 2 protein) (MRG-2)Glud1 26 48 61.415 558 0 323.31 94.63072939 85.57263043 101.930893 99.39447376 95.39036869 107.5014314
sp|P84850|D2HDH_RAT D-2-hydroxyglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=D2hgdh PE=3 SV=1;tr|A0A0A0MXZ3|A0A0A0MXZ3_RAT D-2-hydroxyglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=D2hgdh PE=1 SV=1D-2-hydroxyglutarate dehydrogenase, mitochondrial (EC 1.1.99.-)D2hgdh 5 12.9 58.804 535 0 45.398 4.284648231 4.492155891 4.416517497 4.539523955 4.643431436 6.593746241
tr|Q6IRK4|Q6IRK4_RAT Solute carrier family 37 (Glucose-6-phosphate transporter), member 4 OS=Rattus norvegicus OX=10116 GN=Slc37a4 PE=1 SV=1;tr|A0A0G2JTY3|A0A0G2JTY3_RAT Solute carrier family 37 member 4 OS=Rattus norvegicus OX=10116 GN=Slc37a4 PE=1 SV=1Solute carrier family 37 (Glucose-6-phosphate transporter), member 4 (Solute carrier family 37 (Glycerol-6-phosphate transporter), member 4, isoform CRA_a) (Solute carrier family 37 member 4)Slc37a4 4 10.7 46.223 429 0 8.5592 2.892104944 2.714513689 2.615277961 2.657765943 3.125156307 2.998274967
tr|D4A9Z6|D4A9Z6_RAT Mitochondrial ribosomal protein S35 OS=Rattus norvegicus OX=10116 GN=Mrps35 PE=1 SV=1Mitochondrial ribosomal protein S35 (Mitochondrial ribosomal protein S35 (Predicted))Mrps35 8 38.1 36.206 320 0 64.101 9.788192035 9.37562505 7.599765408 7.428605123 8.290031363 8.418253098
sp|Q68FV8|UBTD1_RAT Ubiquitin domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Ubtd1 PE=2 SV=1;tr|F1LVF9|F1LVF9_RAT RCG35218 OS=Rattus norvegicus OX=10116 GN=Ubtd2 PE=4 SV=2Ubiquitin domain-containing protein 1Ubtd1 2 7.9 25.958 227 0.002005 2.6889 1.3197427 1.495410962 1.521279473 1.523765899 1.446441134 1.674750586
sp|Q7M730|SCN4B_RAT Sodium channel subunit beta-4 OS=Rattus norvegicus OX=10116 GN=Scn4b PE=1 SV=1Sodium channel subunit beta-4Scn4b 6 22.8 25.247 228 0 35.657 3.35846019 3.805087185 4.304140128 4.442172079 4.082349688 4.012330147
tr|D3ZEH2|D3ZEH2_RAT FAD-dependent oxidoreductase domain containing 1 OS=Rattus norvegicus OX=10116 GN=Foxred1 PE=1 SV=1FAD-dependent oxidoreductase domain containing 1 (RCG22732)Foxred1 4 11.3 54.229 487 0 43.09 4.38218396 2.460466086 2.450759689 4.746769974 3.644065243 3.487167215
sp|Q99MZ8|LASP1_RAT LIM and SH3 domain protein 1 OS=Rattus norvegicus OX=10116 GN=Lasp1 PE=1 SV=1LIM and SH3 domain protein 1 (LASP-1)Lasp1 3 10.6 29.97 263 0 5.0972 0.665540865 0.443470273 0.422835287 0.675192 0.778633052 0.472443442
sp|Q6P791|LTOR1_RAT Ragulator complex protein LAMTOR1 OS=Rattus norvegicus OX=10116 GN=Lamtor1 PE=1 SV=1Ragulator complex protein LAMTOR1 (Late endosomal/lysosomal adaptor and MAPK and MTOR activator 1) (Lipid raft adaptor protein p18)Lamtor1 4 38.5 17.721 161 0 95.146 3.096107142 3.530901361 3.939656916 3.713705311 3.685483043 5.63811023
sp|P35171|CX7A2_RAT Cytochrome c oxidase subunit 7A2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox7a2 PE=1 SV=1Cytochrome c oxidase subunit 7A2, mitochondrial (Cytochrome c oxidase subunit VIIa-liver/heart) (Cytochrome c oxidase subunit VIIa-L)Cox7a2 3 30.1 9.3529 83 0 74.778 106.8678509 104.3831106 89.23869937 112.1935578 102.5360176 107.176316
sp|Q32PX9|AFG1L_RAT AFG1-like ATPase OS=Rattus norvegicus OX=10116 GN=Afg1l PE=2 SV=1AFG1-like ATPase (EC 3.6.-.-) (Lactation elevated protein 1)Afg1l 2 1.7 54.502 480 0.0024814 2.5954 1.499712174 1.399606338 1.280013449 1.453170857 1.401895429 1.689787172
sp|P14408|FUMH_RAT Fumarate hydratase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Fh PE=1 SV=1;tr|Q5M964|Q5M964_RAT Fumarate hydratase 1 OS=Rattus norvegicus OX=10116 GN=Fh PE=1 SV=1Fumarate hydratase, mitochondrial (Fumarase) (EC 4.2.1.2)Fh 28 62.7 54.463 507 0 323.31 293.309604 233.1591346 238.2747826 280.594386 253.5060527 322.6363723
sp|O88656|ARC1B_RAT Actin-related protein 2/3 complex subunit 1B OS=Rattus norvegicus OX=10116 GN=Arpc1b PE=1 SV=3Actin-related protein 2/3 complex subunit 1B (Arp2/3 complex 41 kDa subunit) (p41-ARC)Arpc1b 2 7.3 41.056 372 0 4.6887 3.845386243 3.05780125 3.264843851 3.868871062 6.049803007 3.368906496



sp|Q5XJW2|G45IP_RAT Growth arrest and DNA damage-inducible proteins-interacting protein 1 OS=Rattus norvegicus OX=10116 GN=Gadd45gip1 PE=2 SV=2Growth arrest and DNA damage-inducible proteins-interacting protein 1 (39S ribosomal protein L59, mitochondrial) (MRP-L59)Gadd45gip1 3 15.8 26.467 228 0 21.017 2.933798457 2.989736039 2.724453696 3.057505886 2.879993136 3.8961014
tr|F1M964|F1M964_RAT Mitochondrial-processing peptidase subunit alpha OS=Rattus norvegicus OX=10116 GN=Pmpca PE=1 SV=2;tr|Q68FX8|Q68FX8_RAT Mitochondrial-processing peptidase subunit alpha OS=Rattus norvegicus OX=10116 GN=Pmpca PE=1 SV=1;sp|P20069|MPPA_RATMitochondrial-processing peptidase subunit alpha (Alpha-MPP) (Inactive zinc metalloprotease alpha) (P-55)Pmpca 13 28.9 58.381 523 0 121.77 25.33821693 22.94671274 20.71777646 17.88288267 18.98693301 24.21398369
sp|P13803|ETFA_RAT Electron transfer flavoprotein subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Etfa PE=1 SV=4Electron transfer flavoprotein subunit alpha, mitochondrial (Alpha-ETF)Etfa 24 73 34.951 333 0 323.31 205.7331562 199.6349201 200.7013155 233.0651694 191.2930669 291.1205005
tr|Q6P3V9|Q6P3V9_RAT 60S ribosomal protein L4 OS=Rattus norvegicus OX=10116 GN=Rpl4 PE=1 SV=1;sp|P50878|RL4_RAT 60S ribosomal protein L4 OS=Rattus norvegicus OX=10116 GN=Rpl4 PE=1 SV=360S ribosomal protein L4 (60S ribosomal protein L1)Rpl4 16 35.9 47.3 421 0 132.99 32.74772126 31.55284059 32.25692436 34.82330361 39.57880573 31.25374759
tr|Q6GMM8|Q6GMM8_RAT Long-chain fatty acid transport protein 1 OS=Rattus norvegicus OX=10116 GN=Slc27a1 PE=1 SV=1;sp|P97849|S27A1_RAT Long-chain fatty acid transport protein 1 OS=Rattus norvegicus OX=10116 GN=Slc27a1 PE=2 SV=1Long-chain fatty acid transport protein 1 (FATP-1) (Fatty acid transport protein 1) (EC 6.2.1.15) (Fatty acid transport protein) (Solute carrier family 27 member 1)Slc27a1 8 19.3 71.346 646 0 36.118 4.016224286 4.447141044 4.229450571 4.411174764 4.253252039 5.463055919
tr|A0A0G2JZF6|A0A0G2JZF6_RAT NADH:ubiquinone oxidoreductase complex assembly factor 2 OS=Rattus norvegicus OX=10116 GN=Ndufaf2 PE=1 SV=1NADH:ubiquinone oxidoreductase complex assembly factor 2 (RGD1560158 (Predicted), isoform CRA_b)Ndufaf2 6 33.1 19.554 166 0 12.58 7.476735748 7.774439071 6.496116279 6.793727551 6.793489792 6.708552609
sp|P04182|OAT_RAT Ornithine aminotransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Oat PE=1 SV=1Ornithine aminotransferase, mitochondrial (EC 2.6.1.13) (Ornithine--oxo-acid aminotransferase)Oat 13 42.1 48.332 439 0 220.94 13.00626901 14.36526409 14.93928367 16.9033914 13.5195678 26.57310215
tr|B0BNG3|B0BNG3_RAT Lectin, mannose-binding 2 OS=Rattus norvegicus OX=10116 GN=Lman2 PE=1 SV=1Lectin, mannose-binding 2 (Lman2 protein) (RCG24303, isoform CRA_a)Lman2 4 16.2 40.392 358 0 15.952 8.923214688 9.091320758 7.379767384 6.04417783 9.309297514 5.527571002
sp|Q68FU3|ETFB_RAT Electron transfer flavoprotein subunit beta OS=Rattus norvegicus OX=10116 GN=Etfb PE=1 SV=3Electron transfer flavoprotein subunit beta (Beta-ETF)Etfb 20 81.6 27.687 255 0 323.31 153.4331337 156.7819711 151.2177684 174.5465386 147.0709376 222.2569997
sp|Q07984|SSRD_RAT Translocon-associated protein subunit delta OS=Rattus norvegicus OX=10116 GN=Ssr4 PE=2 SV=1Translocon-associated protein subunit delta (TRAP-delta) (Signal sequence receptor subunit delta) (SSR-delta)Ssr4 3 19.7 18.979 173 0 19.07 2.347229422 2.298126361 2.015566093 2.106324304 2.54422853 2.72233329
tr|B2GV62|B2GV62_RAT Mitochondrial ribosomal protein L20 OS=Rattus norvegicus OX=10116 GN=Mrpl20 PE=1 SV=1Mitochondrial ribosomal protein L20 (RCG30918, isoform CRA_a)Mrpl20 2 21.5 17.525 149 0 28.234 1.577530032 1.673989595 1.575615783 1.788646617 1.603213976 2.676309145
tr|Q5M9H2|Q5M9H2_RAT Acyl-Coenzyme A dehydrogenase, very long chain OS=Rattus norvegicus OX=10116 GN=Acadvl PE=1 SV=1;sp|P45953|ACADV_RAT Very long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acadvl PE=1 SV=1Very long-chain specific acyl-CoA dehydrogenase, mitochondrial (VLCAD) (EC 1.3.8.9)Acadvl 45 68.9 70.821 655 0 323.31 461.0720608 499.0626211 445.4251046 432.9052783 405.8135376 479.0270286
tr|F1M2E9|F1M2E9_RAT 60S ribosomal protein L13 OS=Rattus norvegicus OX=10116 GN=LOC100361259 PE=3 SV=3;tr|D3ZRM9|D3ZRM9_RAT 60S ribosomal protein L13 OS=Rattus norvegicus OX=10116 GN=LOC100360491 PE=3 SV=1;sp|P41123|RL13_RAT 60S ribosomal protein L13 OS=Ra60S ribosomal protein L13 Rpl13 10 36.2 24.069 210 0 29.252 19.78761114 16.62143583 19.7211534 25.59816816 26.44429403 16.27202462
sp|P46462|TERA_RAT Transitional endoplasmic reticulum ATPase OS=Rattus norvegicus OX=10116 GN=Vcp PE=1 SV=3Transitional endoplasmic reticulum ATPase (TER ATPase) (EC 3.6.4.6) (15S Mg(2+)-ATPase p97 subunit) (Valosin-containing protein) (VCP)Vcp 67 74.3 89.348 806 0 323.31 483.263446 453.5344477 523.0098546 523.2633478 502.546749 847.6672267
tr|E9PTI1|E9PTI1_RAT V-type proton ATPase subunit H OS=Rattus norvegicus OX=10116 GN=Atp6v1h PE=1 SV=1;tr|A0A0G2K9J2|A0A0G2K9J2_RAT V-type proton ATPase subunit H OS=Rattus norvegicus OX=10116 GN=Atp6v1h PE=1 SV=1V-type proton ATPase subunit HAtp6v1h 2 8.6 50.825 441 0 47.893 0.712853721 0.723791344 0.633054604 0.659484304 0.775343357 0.970814836
sp|Q4V8F9|HSDL2_RAT Hydroxysteroid dehydrogenase-like protein 2 OS=Rattus norvegicus OX=10116 GN=Hsdl2 PE=2 SV=1Hydroxysteroid dehydrogenase-like protein 2 (EC 1.-.-.-)Hsdl2 21 37.8 58.343 524 0 194.67 46.18045822 43.87466758 51.45026545 51.30384146 46.04494391 63.91361919
tr|A0A0G2JZH8|A0A0G2JZH8_RAT Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex OS=Rattus norvegicus OX=10116 GN=Pdhx PE=1 SV=1;tr|Q7TQ85|Q7TQ85_RAT Ac1164 OS=Rattus norvegicus OX=10116 GN=Pdhx PE=1 SV=1Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex (EC 2.3.1.-)Pdhx 17 43.2 54.169 502 0 251.95 77.43152785 80.63679202 78.26166701 101.9447346 69.36942065 114.3186945
sp|F1LU71|AUHM_RAT Methylglutaconyl-CoA hydratase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Auh PE=1 SV=2Methylglutaconyl-CoA hydratase, mitochondrial (EC 4.2.1.18) (AU-specific RNA-binding enoyl-CoA hydratase) (AU-binding enoyl-CoA hydratase) (Itaconyl-CoA hydratase) (EC 4.2.1.56)Auh 9 26.7 33.341 315 0 311.22 22.44576078 26.79321161 25.62954107 28.12095543 23.80444863 34.66034715
sp|Q6P742|PLP2_RAT Proteolipid protein 2 OS=Rattus norvegicus OX=10116 GN=Plp2 PE=2 SV=1Proteolipid protein 2 Plp2 2 17.9 16.556 151 0 90.596 2.102988719 2.664957872 2.717547313 2.492805279 2.761995552 4.264091367
tr|D3ZF12|D3ZF12_RAT Signal peptidase complex subunit 3 OS=Rattus norvegicus OX=10116 GN=Spcs3 PE=1 SV=1Signal peptidase complex subunit 3Spcs3 2 11.7 20.327 180 0 5.1422 1.789760553 1.759626391 1.483454449 1.426115397 1.642097092 1.583108689
sp|P70470|LYPA1_RAT Acyl-protein thioesterase 1 OS=Rattus norvegicus OX=10116 GN=Lypla1 PE=1 SV=1Acyl-protein thioesterase 1 (APT-1) (EC 3.1.2.-) (Lysophospholipase 1) (Lysophospholipase I) (LPL-I) (LysoPLA I)Lypla1 3 13.9 24.708 230 0 6.6986 2.845093124 3.099805235 3.386551698 3.351831067 3.077752341 4.482325064
tr|D3ZZ21|D3ZZ21_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 6 (Predicted) OS=Rattus norvegicus OX=10116 GN=Ndufb6 PE=1 SV=1Complex I-B17 (NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 6) (NADH-ubiquinone oxidoreductase B17 subunit)Ndufb6 10 51.6 15.638 128 0 283.54 54.39222403 54.83716468 51.50515061 60.81207378 54.89476271 53.42153638
sp|P62909|RS3_RAT 40S ribosomal protein S3 OS=Rattus norvegicus OX=10116 GN=Rps3 PE=1 SV=1;tr|D3ZVH2|D3ZVH2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=140S ribosomal protein S3 (EC 4.2.99.18)Rps3 13 50.2 26.674 243 0 79.19 21.95105796 16.1856013 19.95670222 22.52591018 28.42242538 18.29993179
tr|M0R6K0|M0R6K0_RAT Laminin subunit beta-2 OS=Rattus norvegicus OX=10116 GN=Lamb2 PE=1 SV=1;sp|P15800|LAMB2_RAT Laminin subunit beta-2 OS=Rattus norvegicus OX=10116 GN=Lamb2 PE=1 SV=1;tr|Q5M7W9|Q5M7W9_RAT Lamb2 protein OS=Rattus norvegicus OX=10116 GN=LamLaminin subunit beta-2 (Laminin chain B3) (Laminin-11 subunit beta) (Laminin-14 subunit beta) (Laminin-15 subunit beta) (Laminin-3 subunit beta) (Laminin-4 subunit beta) (Laminin-7 subunit beta) (Laminin-9 subunit beta) (S-laminin subunit beta) (S-LAM beta)Lamb2 6 4.9 196.53 1801 0 13.493 1.394901404 1.345558908 1.270682972 1.306008267 1.682112726 1.425935724
sp|Q6AXR4|HEXB_RAT Beta-hexosaminidase subunit beta OS=Rattus norvegicus OX=10116 GN=Hexb PE=2 SV=1;tr|F1LR87|F1LR87_RAT Beta-hexosaminidase OS=Rattus norvegicus OX=10116 GN=Hexb PE=1 SV=3Beta-hexosaminidase subunit beta (EC 3.2.1.52) (Beta-N-acetylhexosaminidase subunit beta) (Hexosaminidase subunit B) (N-acetyl-beta-glucosaminidase subunit beta)Hexb 7 12.3 61.527 537 0 27.229 6.126086665 6.139689392 5.301906633 5.816147484 7.348962879 6.162460374
sp|Q4KM74|SC22B_RAT Vesicle-trafficking protein SEC22b OS=Rattus norvegicus OX=10116 GN=Sec22b PE=1 SV=3Vesicle-trafficking protein SEC22b (ER-Golgi SNARE of 24 kDa) (ERS-24) (ERS24) (SEC22 vesicle-trafficking protein homolog B) (SEC22 vesicle-trafficking protein-like 1)Sec22b 7 31.2 24.74 215 0 27.259 4.19338409 5.013331068 3.819595625 3.084083545 4.307936477 4.019950039
sp|P04636|MDHM_RAT Malate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mdh2 PE=1 SV=2Malate dehydrogenase, mitochondrial (EC 1.1.1.37)Mdh2 24 68.6 35.683 338 0 323.31 1373.728525 1159.033574 1205.003728 1463.025495 1152.202186 1758.061402
sp|Q63377|AT1B3_RAT Sodium/potassium-transporting ATPase subunit beta-3 OS=Rattus norvegicus OX=10116 GN=Atp1b3 PE=2 SV=1Sodium/potassium-transporting ATPase subunit beta-3 (Sodium/potassium-dependent ATPase subunit beta-3) (ATPB-3) (CD antigen CD298)Atp1b3 7 30.8 31.829 279 0 52.996 4.184904904 4.914219433 5.972877736 5.774817731 4.866591401 6.934609394
sp|Q5U2U0|CLPX_RAT ATP-dependent Clp protease ATP-binding subunit clpX-like, mitochondrial OS=Rattus norvegicus OX=10116 GN=Clpx PE=2 SV=1ATP-dependent Clp protease ATP-binding subunit clpX-like, mitochondrialClpx 12 24.6 69.207 633 0 93.032 10.34109519 10.52715615 9.532637857 11.31790216 9.706757383 14.93092369
tr|D4ABV0|D4ABV0_RAT RGD1566320 (Predicted) OS=Rattus norvegicus OX=10116 GN=Smim26 PE=1 SV=1RGD1566320 (Predicted) (Small integral membrane protein 26)Smim26 2 25.2 12.108 107 0 5.9362 0.937627417 0.878283086 0.828628731 0.894621934 0.898356378 1.108745034
sp|P14841|CYTC_RAT Cystatin-C OS=Rattus norvegicus OX=10116 GN=Cst3 PE=1 SV=2Cystatin-C (Cystatin-3) Cst3 2 20 15.437 140 0 49.73 5.683061724 5.423005655 5.367311451 5.439282246 6.241791764 5.65639797
tr|G3V9U2|G3V9U2_RAT 3-ketoacyl-CoA thiolase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acaa2 PE=1 SV=3;tr|A0A0G2K642|A0A0G2K642_RAT 3-ketoacyl-CoA thiolase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acaa2 PE=1 SV=1;sp|P13437|THIM_RAT 3-ketoacyl-3-ketoacyl-CoA thiolase, mitochondrial (EC 2.3.1.16) (Acetyl-CoA acetyltransferase) (EC 2.3.1.9) (Acetyl-CoA acyltransferase) (Acyl-CoA hydrolase, mitochondrial) (EC 3.1.2.-) (EC 3.1.2.1) (EC 3.1.2.2) (Beta-ketothiolase) (Mitochondrial 3-oxoacyl-CoA thiolase)Acaa2 34 91.2 41.885 397 0 323.31 263.4819338 245.6270624 263.1194658 301.4205205 237.4997991 336.3420174
sp|P39069|KAD1_RAT Adenylate kinase isoenzyme 1 OS=Rattus norvegicus OX=10116 GN=Ak1 PE=1 SV=3;tr|A0A0G2K7Q6|A0A0G2K7Q6_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1Adenylate kinase isoenzyme 1 (AK 1) (EC 2.7.4.3) (EC 2.7.4.6) (ATP-AMP transphosphorylase 1) (ATP:AMP phosphotransferase) (Adenylate monophosphate kinase) (Myokinase)Ak1 13 70.6 21.584 194 0 137.09 18.04561499 18.17375701 20.08110858 25.17889812 23.90529666 16.65301921
tr|A0A0G2JYW3|A0A0G2JYW3_RAT Clathrin light chain OS=Rattus norvegicus OX=10116 GN=Clta PE=1 SV=1;sp|P08081|CLCA_RAT Clathrin light chain A OS=Rattus norvegicus OX=10116 GN=Clta PE=1 SV=1Clathrin light chain A (Lca) Clta 2 6.8 25.58 236 0.0010638 3.3839 1.058643969 0.907601966 1.048535279 0.953092785 1.584338677 1.141764565
sp|P35284|RAB12_RAT Ras-related protein Rab-12 OS=Rattus norvegicus OX=10116 GN=Rab12 PE=1 SV=2;tr|D4A376|D4A376_RAT Ras-related protein Rab-12 OS=Rattus norvegicus OX=10116 GN=Rab12 PE=1 SV=3Ras-related protein Rab-12Rab12 4 15.6 27.271 243 0.00055494 4.0477 1.093112614 1.24378192 1.042040535 0.906447499 1.039381827 1.146133303
tr|D4AE99|D4AE99_RAT Cell cycle progression 1 OS=Rattus norvegicus OX=10116 GN=Ccpg1 PE=1 SV=2;tr|A0A0G2K4M3|A0A0G2K4M3_RAT Cell cycle progression 1 OS=Rattus norvegicus OX=10116 GN=Ccpg1 PE=1 SV=1Cell cycle progression 1 (Cell cycle progression 1 (Predicted), isoform CRA_b)Ccpg1 2 3 72.407 636 0.00054555 3.8243 2.546716077 3.400101644 3.345616515 2.411758349 2.478973924 3.223823759
tr|F1M953|F1M953_RAT Stress-70 protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspa9 PE=1 SV=1;sp|P48721|GRP75_RAT Stress-70 protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspa9 PE=1 SV=3Stress-70 protein, mitochondrial (75 kDa glucose-regulated protein) (GRP-75) (Heat shock 70 kDa protein 9) (Mortalin) (Peptide-binding protein 74) (PBP74) (mtHSP70)Hspa9 42 57.4 73.744 679 0 323.31 195.4176491 173.8747795 196.3745353 221.556147 174.1542953 301.9001072
tr|D4AAB5|D4AAB5_RAT Peptidase M20 domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Pm20d2 PE=3 SV=1Peptidase M20 domain-containing protein 2Pm20d2 3 6.5 46.683 431 0 26.491 6.273594403 37.77150339 26.7505705 7.361115786 8.414608337 21.56632534
sp|Q925F0|SMPX_RAT Small muscular protein OS=Rattus norvegicus OX=10116 GN=Smpx PE=1 SV=1Small muscular protein (Stretch-responsive skeletal muscle protein)Smpx 2 22.4 9.1204 85 0.0015464 2.9664 0.454675042 0.459013228 0.545878672 0.594885661 0.441369208 0.9451612
sp|P12007|IVD_RAT Isovaleryl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ivd PE=1 SV=2Isovaleryl-CoA dehydrogenase, mitochondrial (IVD) (EC 1.3.8.4) (Butyryl-CoA dehydrogenase) (EC 1.3.8.1)Ivd 19 42.5 46.435 424 0 323.31 72.27377429 62.36925408 80.11861498 96.17529209 59.65673103 128.9387266
tr|Q3B8N9|Q3B8N9_RAT Biphenyl hydrolase-like OS=Rattus norvegicus OX=10116 GN=Bphl PE=1 SV=1Biphenyl hydrolase-like (Biphenyl hydrolase-like (Serine hydrolase))Bphl 5 17.5 32.822 291 0 9.6345 3.21035038 3.401187528 3.299467241 3.749898708 3.086003543 4.550904089
sp|P80067|CATC_RAT Dipeptidyl peptidase 1 OS=Rattus norvegicus OX=10116 GN=Ctsc PE=1 SV=3Dipeptidyl peptidase 1 (EC 3.4.14.1) (Cathepsin C) (Cathepsin J) (Dipeptidyl peptidase I) (DPP-I) (DPPI) (Dipeptidyl transferase) [Cleaved into: Dipeptidyl peptidase 1 exclusion domain chain (Dipeptidyl peptidase I exclusion domain chain); Dipeptidyl peptidase 1 heavy chain (Dipeptidyl peptidase I heavy chain); Dipeptidyl peptidase 1 light chain (Dipeptidyl peptidase I light chain)]Ctsc 5 14.3 52.235 462 0 20.129 3.680418406 4.011553305 4.855964693 4.323677526 4.298930263 6.014634476
tr|D4A678|D4A678_RAT Spectrin, alpha, erythrocytic 1 OS=Rattus norvegicus OX=10116 GN=Spta1 PE=1 SV=3;tr|Q6XDA1|Q6XDA1_RAT Erythroid spectrin alpha OS=Rattus norvegicus OX=10116 GN=Spta1 PE=1 SV=1Spectrin, alpha, erythrocytic 1Spta1 115 55.5 280.07 2416 0 323.31 206.7115238 247.9222272 222.0653648 271.2474114 363.5059029 203.3596684
tr|D4AE68|D4AE68_RAT Guanine nucleotide binding protein, alpha q polypeptide, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Gnaq PE=1 SV=2;sp|P82471|GNAQ_RAT Guanine nucleotide-binding protein G(q) subunit alpha OS=Rattus norvegicus OX=10116 GN=Gnaq PE=2 Guanine nucleotide-binding protein G(q) subunit alpha (Guanine nucleotide-binding protein alpha-q)Gnaq 4 17 42.158 359 0 19.088 4.581068543 4.505630729 3.626537068 3.183525799 4.434239193 3.634078726
tr|G3V6W2|G3V6W2_RAT Prolactin regulatory element-binding protein OS=Rattus norvegicus OX=10116 GN=Preb PE=1 SV=1;sp|Q9WTV0|PREB_RAT Prolactin regulatory element-binding protein OS=Rattus norvegicus OX=10116 GN=Preb PE=1 SV=2Prolactin regulatory element-binding protein (Mammalian guanine nucleotide exchange factor mSec12)Preb 6 21.1 45.371 417 0 41.396 1.585256628 1.806319423 1.714612456 1.791692596 1.69678153 2.515377033
sp|Q497B0|NIT2_RAT Omega-amidase NIT2 OS=Rattus norvegicus OX=10116 GN=Nit2 PE=1 SV=1Omega-amidase NIT2 (EC 3.5.1.3) (Nitrilase homolog 2)Nit2 6 24.3 30.701 276 0 28.422 4.148178487 4.764959679 5.260742761 5.133788475 4.627414397 7.453879611
tr|D3ZCZ9|D3ZCZ9_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial OS=Rattus norvegicus OX=10116 GN=LOC100912599 PE=1 SV=1NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrialLOC100912599 8 55.2 13.04 116 0 323.31 134.2069551 138.7562892 100.9155176 115.5501072 112.4806038 104.4534747
sp|P11275|KCC2A_RAT Calcium/calmodulin-dependent protein kinase type II subunit alpha OS=Rattus norvegicus OX=10116 GN=Camk2a PE=1 SV=1;tr|F1LZG4|F1LZG4_RAT Calcium/calmodulin-dependent protein kinase type II subunit alpha OS=Rattus norvegicus OX=10116 GN=Calcium/calmodulin-dependent protein kinase type II subunit alpha (CaM kinase II subunit alpha) (CaMK-II subunit alpha) (EC 2.7.11.17)Camk2a 5 17.4 54.114 478 0 199.17 16.81989593 20.07553554 20.81245337 20.63979224 24.5211707 18.89733129
tr|G3V9X8|G3V9X8_RAT Magnesium transporter protein 1 OS=Rattus norvegicus OX=10116 GN=Magt1 PE=1 SV=2;tr|A0A0G2K5G6|A0A0G2K5G6_RAT Magnesium transporter protein 1 OS=Rattus norvegicus OX=10116 GN=Magt1 PE=1 SV=1;sp|O35777|MAGT1_RAT Magnesium transporter prMagnesium transporter protein 1 (MagT1) (Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit MAGT1) (Oligosaccharyl transferase subunit MAGT1) (Implantation-associated protein) (IAP)Magt1 3 7.8 37.94 335 0 5.6564 1.051067891 1.18756272 1.200292752 1.141047603 1.090560852 1.029294964
sp|P26772|CH10_RAT 10 kDa heat shock protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspe1 PE=1 SV=3;tr|A0A0G2JTG1|A0A0G2JTG1_RAT 10 kDa heat shock protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspe1 PE=1 SV=110 kDa heat shock protein, mitochondrial (Hsp10) (10 kDa chaperonin) (Chaperonin 10) (CPN10)Hspe1 11 77.5 10.902 102 0 117.91 145.2499664 127.4087967 135.7858904 157.2202937 125.5369178 191.8993513
sp|Q6RUV5|RAC1_RAT Ras-related C3 botulinum toxin substrate 1 OS=Rattus norvegicus OX=10116 GN=Rac1 PE=1 SV=1;tr|A0A0G2K0X4|A0A0G2K0X4_RAT Ras-related C3 botulinum toxin substrate 1 OS=Rattus norvegicus OX=10116 GN=Rac1 PE=1 SV=1Ras-related C3 botulinum toxin substrate 1 (EC 3.6.5.2) (p21-Rac1)Rac1 5 24 21.45 192 0 91.985 39.92291909 44.74090722 42.60460687 43.74324391 42.3157241 53.94273697
tr|G3V734|G3V734_RAT 2,4-dienoyl CoA reductase 1, mitochondrial, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Decr1 PE=1 SV=1;sp|Q64591|DECR_RAT 2,4-dienoyl-CoA reductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Decr1 PE=1 SV=22,4-dienoyl-CoA reductase, mitochondrial (EC 1.3.1.34) (2,4-dienoyl-CoA reductase [NADPH]) (4-enoyl-CoA reductase [NADPH])Decr1 16 51.9 36.132 335 0 218.56 29.04146392 43.09974095 81.143138 65.44673978 49.20844404 173.7335296
sp|Q5XFV8|COX14_RAT Cytochrome c oxidase assembly protein COX14 OS=Rattus norvegicus OX=10116 GN=Cox14 PE=3 SV=1Cytochrome c oxidase assembly protein COX14Cox14 2 28.1 6.3613 57 0.0024988 2.6599 3.390219509 2.79328967 2.200620564 2.110624509 2.379204486 2.690634541
sp|B5DEH2|ERLN2_RAT Erlin-2 OS=Rattus norvegicus OX=10116 GN=Erlin2 PE=1 SV=1Erlin-2 (Endoplasmic reticulum lipid raft-associated protein 2) (Stomatin-prohibitin-flotillin-HflC/K domain-containing protein 2) (SPFH domain-containing protein 2)Erlin2 9 31 37.71 339 0 100.2 14.75127552 30.33467567 25.10401564 15.92569188 15.85147618 22.42076919
tr|F1LMC6|F1LMC6_RAT Troponin I, slow skeletal muscle OS=Rattus norvegicus OX=10116 GN=Tnni1 PE=1 SV=2;tr|A0A096MIZ5|A0A096MIZ5_RAT Troponin I, slow skeletal muscle OS=Rattus norvegicus OX=10116 GN=Tnni1 PE=1 SV=1;sp|P13413|TNNI1_RAT Troponin I, slow skeleTroponin I, slow skeletal muscle (Troponin I, slow-twitch isoform)Tnni1 2 12.3 21.697 187 0 31.428 0.865228211 0.601974852 0.772508653 0.858488262 0.729772992 0.954620026
tr|F1M8K0|F1M8K0_RAT Dystroglycan 1 OS=Rattus norvegicus OX=10116 GN=Dag1 PE=1 SV=1Alpha-dystroglycan (Beta-dystroglycan) (Dystroglycan) (Dystrophin-associated glycoprotein 1)Dag1 5 6 96.705 893 0 17.641 10.28891558 11.77444251 14.27791747 11.93366771 14.61002079 14.12118321
tr|A0A0H2UHT6|A0A0H2UHT6_RAT 40S ribosomal protein S18 OS=Rattus norvegicus OX=10116 GN=Rps18 PE=1 SV=1;tr|D3ZM33|D3ZM33_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=3;sp|P62271|RS18_RAT 40S ribosomal protein S18 OS=Rattus norvegicus O40S ribosomal protein S18 Rps18 9 42.4 17.587 151 0 33.326 12.42025188 9.743345011 10.41080045 13.48950597 16.72944724 9.516127087
tr|G3V8A5|G3V8A5_RAT Vacuolar protein sorting-associated protein 35 OS=Rattus norvegicus OX=10116 GN=Vps35 PE=1 SV=1Vacuolar protein sorting-associated protein 35Vps35 2 3.9 91.726 796 0 13.47 0.144161219 0.137808608 0.126148971 0.136483747 0.233282518 0.143690837
tr|F8WFT7|F8WFT7_RAT Anion exchange protein OS=Rattus norvegicus OX=10116 GN=Slc4a1 PE=1 SV=1;tr|Q5U329|Q5U329_RAT Anion exchange protein OS=Rattus norvegicus OX=10116 GN=Slc4a1 PE=1 SV=1Anion exchange protein Slc4a1 2 2.3 103.24 928 0 323.31 129.1194433 167.9813884 131.0428976 176.8698441 246.9266628 124.6512675
tr|A0A0G2JSU4|A0A0G2JSU4_RAT N-myc downstream regulated gene 2, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Ndrg2 PE=1 SV=1;tr|A0A0G2JSV0|A0A0G2JSV0_RAT N-myc downstream regulated gene 2, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ndrg2 PE=1 SV=1;spProtein NDRG2 (Antidepressant-related protein ADRG123) (N-myc downstream-regulated gene 2 protein) (NDRG1-related protein)Ndrg2 6 30.3 39.255 357 0 146.83 13.59579824 10.29714608 17.02034606 16.13891041 16.23113934 15.03861816
sp|P61354|RL27_RAT 60S ribosomal protein L27 OS=Rattus norvegicus OX=10116 GN=Rpl27 PE=2 SV=2;tr|M0R7P0|M0R7P0_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|D3ZTK5|D3ZTK5_RAT 60S ribosomal protein L27 OS=Rattus norvegicus OX=10116 60S ribosomal protein L27 Rpl27 7 50.7 15.798 136 0 70.622 18.58597497 16.25865171 18.75243029 21.39591172 23.75753003 16.07390744
tr|F1LZW6|F1LZW6_RAT Solute carrier family 25 member 13 OS=Rattus norvegicus OX=10116 GN=Slc25a13 PE=1 SV=2Solute carrier family 25 member 13Slc25a13 2 6.4 54.099 484 0 48.128 0.297072556 0.287448421 0.28563153 0.246580954 0.28616032 0.290703946
tr|D3ZUX7|D3ZUX7_RAT Acyl-CoA synthetase family member 3 OS=Rattus norvegicus OX=10116 GN=Acsf3 PE=1 SV=1Acyl-CoA synthetase family member 3 (Similar to C50H11.1, isoform CRA_a)Acsf3 10 23.5 65.265 583 0 61.912 7.973947205 7.202868984 7.77859956 7.969714324 7.729165332 13.3693539
tr|D4AD70|D4AD70_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P63174|RL38_RAT 60S ribosomal protein L38 OS=Rattus norvegicus OX=10116 GN=Rpl38 PE=1 SV=2;tr|D3ZZH2|D3ZZH2_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE60S ribosomal protein L38 Rpl38 4 52.9 8.2458 70 0 23.283 9.408886423 8.533077434 9.335508651 9.785356676 11.19359166 8.711669726
sp|Q5I0I4|DMAC2_RAT Distal membrane-arm assembly complex protein 2 OS=Rattus norvegicus OX=10116 GN=Dmac2 PE=2 SV=1Distal membrane-arm assembly complex protein 2 (ATP synthase subunit s-like protein)Dmac2 3 24.8 28.507 254 0 6.0553 0.791925896 0.489768437 0.602867765 0.73342395 0.786075313 0.661498034
tr|G3V731|G3V731_RAT Myosin light chain kinase 2, skeletal muscle OS=Rattus norvegicus OX=10116 GN=Mylk2 PE=1 SV=1;sp|P20689|MYLK2_RAT Myosin light chain kinase 2, skeletal/cardiac muscle OS=Rattus norvegicus OX=10116 GN=Mylk2 PE=1 SV=2Myosin light chain kinase 2, skeletal/cardiac muscle (MLCK2) (EC 2.7.11.18)Mylk2 3 10 65.948 610 0 13.901 1.891460616 1.770732028 1.727647681 2.348390042 3.655120776 1.475515819
tr|G3V7K1|G3V7K1_RAT Myomesin 2 OS=Rattus norvegicus OX=10116 GN=Myom2 PE=1 SV=1Myomesin 2 Myom2 55 44.3 164.71 1464 0 323.31 69.60960392 68.18367172 88.36511055 81.93683364 79.65915513 86.09969572



tr|A0A0G2JU49|A0A0G2JU49_RAT Metaxin 1 OS=Rattus norvegicus OX=10116 GN=Mtx1 PE=1 SV=1;tr|B0BN02|B0BN02_RAT Metaxin 1 OS=Rattus norvegicus OX=10116 GN=Mtx1 PE=1 SV=1Metaxin 1 Mtx1 7 17.9 51.925 463 0 29.978 6.526966538 6.614023463 5.728638766 5.96701303 5.766134227 6.190501575
tr|Q5RK10|Q5RK10_RAT 60S ribosomal protein L13a OS=Rattus norvegicus OX=10116 GN=Rpl13a PE=1 SV=1;sp|P35427|RL13A_RAT 60S ribosomal protein L13a OS=Rattus norvegicus OX=10116 GN=Rpl13a PE=1 SV=2;tr|A0A1W2Q6L2|A0A1W2Q6L2_RAT Predicted gene 45713 OS=Rattus n60S ribosomal protein L13aRpl13a 9 35 23.446 203 0 26.258 16.94532768 14.67523475 15.16980135 17.87631291 18.89579228 14.52148151
sp|P97536|CAND1_RAT Cullin-associated NEDD8-dissociated protein 1 OS=Rattus norvegicus OX=10116 GN=Cand1 PE=1 SV=1Cullin-associated NEDD8-dissociated protein 1 (Cullin-associated and neddylation-dissociated protein 1) (TBP-interacting protein of 120 kDa A) (TBP-interacting protein 120A) (p120 CAND1)Cand1 4 3.3 136.36 1230 0 7.208 1.33981178 1.147977296 1.20477504 1.211642645 1.82545714 1.291317638
sp|D3ZUI5|COBL_RAT Protein cordon-bleu OS=Rattus norvegicus OX=10116 GN=Cobl PE=1 SV=1;tr|A0A0G2K2Q1|A0A0G2K2Q1_RAT Protein cordon-bleu OS=Rattus norvegicus OX=10116 GN=Cobl PE=1 SV=1Protein cordon-bleu Cobl 5 7.1 122.27 1133 0 34.697 6.214892344 5.37858311 6.009467844 5.608423665 5.441479082 5.721421045
tr|D4A5L9|D4A5L9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P62898|CYC_RAT Cytochrome c, somatic OS=Rattus norvegicus OX=10116 GN=Cycs PE=1 SV=2Cytochrome c, somatic Cycs 13 72.4 11.635 105 0 252.96 292.8530324 353.3221205 307.3797751 340.6061437 308.1095965 404.7178452
tr|Q6IRH6|Q6IRH6_RAT Phosphate carrier protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Slc25a3 PE=1 SV=1;tr|G3V741|G3V741_RAT Phosphate carrier protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Slc25a3 PE=1 SV=1;sp|P16036|MPCP_RAT Phosphate cPhosphate carrier protein, mitochondrial (Phosphate transport protein) (PTP) (Solute carrier family 25 member 3)Slc25a3 19 48.5 39.621 357 0 323.31 1431.226439 1343.239063 1016.015821 1149.468839 1275.215207 844.7716679
sp|A6ZIQ8|TM38A_RAT Trimeric intracellular cation channel type A OS=Rattus norvegicus OX=10116 GN=Tmem38a PE=2 SV=1;tr|G3V9T4|G3V9T4_RAT Transmembrane protein 38a (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tmem38a PE=4 SV=1;tr|B1WBL7|B1WBLTrimeric intracellular cation channel type A (TRIC-A) (TRICA) (27 kDa sarcoplasmic reticulum protein) (SPR-27) (Transmembrane protein 38A)Tmem38a 6 11.4 33.276 297 0 104.18 60.31761989 78.80559597 89.36676475 91.49284602 79.9719458 85.18734069
sp|P63095|GNAS2_RAT Guanine nucleotide-binding protein G(s) subunit alpha isoforms short OS=Rattus norvegicus OX=10116 GN=Gnas PE=1 SV=1;sp|Q63803|GNAS1_RAT Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Rattus norvegicus OX=10116 GGuanine nucleotide-binding protein G(s) subunit alpha isoforms short (Adenylate cyclase-stimulating G alpha protein) (G-alpha-8)Gnas 9 24.6 45.663 394 0 50.074 16.04021218 17.77444768 19.01130531 15.25677101 16.65933898 17.6801806
sp|Q5I0L3|SYYM_RAT Tyrosine--tRNA ligase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Yars2 PE=2 SV=1Tyrosine--tRNA ligase, mitochondrial (EC 6.1.1.1) (Tyrosyl-tRNA synthetase) (TyrRS)Yars2 4 12.1 52.627 471 0 10.576 0.990007716 0.975667177 0.799082219 0.84128744 0.94236279 0.733145335
sp|P19836|PCY1A_RAT Choline-phosphate cytidylyltransferase A OS=Rattus norvegicus OX=10116 GN=Pcyt1a PE=1 SV=2Choline-phosphate cytidylyltransferase A (EC 2.7.7.15) (CCT-alpha) (CTP:phosphocholine cytidylyltransferase A) (CCT A) (CT A) (Phosphorylcholine transferase A)Pcyt1a 7 22.6 41.68 367 0 43.429 4.374658055 6.017280599 5.850300875 6.002370275 5.461972264 6.58399278
sp|P69736|EDF1_RAT Endothelial differentiation-related factor 1 OS=Rattus norvegicus OX=10116 GN=Edf1 PE=1 SV=1Endothelial differentiation-related factor 1 (EDF-1) (Calmodulin-associated peptide 19) (CAP-19) (Multiprotein-bridging factor 1) (MBF1)Edf1 2 11.5 16.369 148 0.0015369 2.9195 1.230937021 1.221965514 1.181906222 1.121099427 1.267988664 0.946268625
tr|D3ZIL6|D3ZIL6_RAT Enoyl CoA hydratase domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Echdc2 PE=1 SV=1Enoyl CoA hydratase domain-containing 2 (Enoyl Coenzyme A hydratase domain containing 2 (Predicted), isoform CRA_a)Echdc2 5 26.4 31.779 296 0 54.248 5.323323466 6.350449692 6.578444022 7.054128888 5.481926152 9.435254637
sp|P61589|RHOA_RAT Transforming protein RhoA OS=Rattus norvegicus OX=10116 GN=Rhoa PE=1 SV=1Transforming protein RhoA (EC 3.6.5.2)Rhoa 3 18.7 21.782 193 0 29.069 18.52677119 19.3529288 21.75281914 19.300756 21.56691675 22.74182063
tr|A0A0G2K2A0|A0A0G2K2A0_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P83941|ELOC_RAT Elongin-C OS=Rattus norvegicus OX=10116 GN=Eloc PE=1 SV=1;tr|A0A096MIY6|A0A096MIY6_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=Elongin-C (EloC) (Elongin 15 kDa subunit) (RNA polymerase II transcription factor SIII subunit C) (SIII p15) (Stromal membrane-associated protein SMAP1B homolog) (Transcription elongation factor B polypeptide 1)Eloc 2 26.8 12.591 112 0 38.512 1.445525659 1.582725943 1.436344685 1.645784232 1.38765806 2.201335898
sp|Q32Q06|AP1M1_RAT AP-1 complex subunit mu-1 OS=Rattus norvegicus OX=10116 GN=Ap1m1 PE=1 SV=3;tr|D3ZRP6|D3ZRP6_RAT Adaptor-related protein complex 1 subunit mu 2 OS=Rattus norvegicus OX=10116 GN=Ap1m2 PE=3 SV=2AP-1 complex subunit mu-1 (AP-mu chain family member mu1A) (Adaptor protein complex AP-1 subunit mu-1) (Adaptor-related protein complex 1 subunit mu-1) (Clathrin assembly protein complex 1 mu-1 medium chain 1) (Golgi adaptor HA1/AP1 adaptin mu-1 subunit) (Mu-adaptin 1) (Mu1A-adaptin)Ap1m1 2 5 48.556 423 0 5.1304 0.809486341 0.718756789 0.768072102 0.72930292 0.832184972 0.900457836
sp|Q07969|CD36_RAT Platelet glycoprotein 4 OS=Rattus norvegicus OX=10116 GN=Cd36 PE=1 SV=3;tr|A0A096MJJ0|A0A096MJJ0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|F7F5B5|F7F5B5_RAT Platelet glycoprotein 4-like OS=Rattus nPlatelet glycoprotein 4 (Adipocyte membrane protein) (Fatty acid translocase) (Fatty acid transport protein) (Glycoprotein IIIb) (GPIIIB) (PAS IV) (PAS-4) (Platelet glycoprotein IV) (GPIV) (CD antigen CD36)Cd36 7 19.1 52.73 472 0 190.3 44.8252936 70.05435448 58.01361605 48.50154083 51.03125863 50.05659223
tr|D3ZJH9|D3ZJH9_RAT Malic enzyme OS=Rattus norvegicus OX=10116 GN=Me2 PE=1 SV=1;tr|A0A0G2K502|A0A0G2K502_RAT Malic enzyme OS=Rattus norvegicus OX=10116 GN=Me2 PE=1 SV=1Malic enzyme Me2 9 22.3 65.351 584 0 53.972 9.052660254 9.944727218 8.863953635 8.827366435 10.01361582 13.54105546
tr|A0A0G2JXA8|A0A0G2JXA8_RAT Flotillin 2, isoform CRA_d OS=Rattus norvegicus OX=10116 GN=Flot2 PE=1 SV=1;sp|Q9Z2S9|FLOT2_RAT Flotillin-2 OS=Rattus norvegicus OX=10116 GN=Flot2 PE=1 SV=1;tr|Q5XIW9|Q5XIW9_RAT Flot2 protein OS=Rattus norvegicus OX=10116 GN=FlFlotillin-2 (Reggie-1) (REG-1)Flot2 15 48 41.658 379 0 263.89 14.88573835 29.78482327 21.04845956 15.24900675 17.64139383 19.02839343
tr|F1LMS5|F1LMS5_RAT Thrombospondin-4 OS=Rattus norvegicus OX=10116 GN=Thbs4 PE=4 SV=1;tr|A0A0G2K7L8|A0A0G2K7L8_RAT Thrombospondin-4 OS=Rattus norvegicus OX=10116 GN=Thbs4 PE=4 SV=1;sp|P49744|TSP4_RAT Thrombospondin-4 OS=Rattus norvegicus OX=10116 GN=Thbs4Thrombospondin-4 Thbs4 4 7.5 105.83 959 0 48.771 1.963257749 2.329715727 2.621909918 2.320856781 2.362324576 3.475686578
tr|D4AB01|D4AB01_RAT Histidine triad nucleotide binding protein 2 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Hint2 PE=1 SV=1Histidine triad nucleotide binding protein 2 (Predicted), isoform CRA_a (Histidine triad nucleotide-binding protein 2)Hint2 5 44.2 17.38 163 0 60.151 5.823043557 6.15745841 6.176867588 6.566175006 5.720833509 9.482701162
tr|A0A0G2K1N8|A0A0G2K1N8_RAT Cysteine and glycine-rich protein 3 OS=Rattus norvegicus OX=10116 GN=Csrp3 PE=1 SV=1;tr|G3V7U0|G3V7U0_RAT Cysteine and glycine-rich protein 3 OS=Rattus norvegicus OX=10116 GN=Csrp3 PE=1 SV=1;sp|P50463|CSRP3_RAT Cysteine and glyCysteine and glycine-rich protein 3 (Cysteine-rich protein 3) (CRP3) (LIM domain protein, cardiac) (Muscle LIM protein)Csrp3 3 17.3 20.799 191 0 23.582 1.939776926 2.460712878 6.523101483 8.83094994 1.936012464 7.454184406
tr|D3Z9L0|D3Z9L0_RAT Acylglycerol kinase OS=Rattus norvegicus OX=10116 GN=Agk PE=1 SV=2Acylglycerol kinase Agk 9 18.8 54.258 490 0 26.381 12.90592361 13.24186727 11.68322145 11.35672346 11.3677837 13.04017458
sp|Q5U2R7|MESD_RAT LRP chaperone MESD OS=Rattus norvegicus OX=10116 GN=Mesd PE=2 SV=1LRP chaperone MESD (LDLR chaperone MESD) (Mesoderm development candidate 2) (Mesoderm development protein)Mesd 2 9.8 25.215 224 0.001552 3.014 0.3064398 0.243563882 0.32593096 0.352754224 0.299049453 0.309377761
sp|Q8CG09|MRP1_RAT Multidrug resistance-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Abcc1 PE=1 SV=2;tr|E9PT28|E9PT28_RAT Multidrug resistance-associated protein 1 OS=Rattus norvegicus OX=10116 GN=Abcc1 PE=1 SV=3Multidrug resistance-associated protein 1 (EC 7.6.2.2) (ATP-binding cassette sub-family C member 1) (Glutathione-S-conjugate-translocating ATPase ABCC1) (EC 7.6.2.3) (Leukotriene C(4) transporter) (LTC4 transporter)Abcc1 5 5.7 171.49 1532 0 85.883 4.074223928 5.785296194 6.349298471 6.219172306 5.316362814 7.100113441
sp|Q6AYD9|NUD19_RAT Nucleoside diphosphate-linked moiety X motif 19 OS=Rattus norvegicus OX=10116 GN=Nudt19 PE=2 SV=1Nucleoside diphosphate-linked moiety X motif 19 (Nudix motif 19) (EC 3.6.1.-)Nudt19 3 10.4 39.938 357 0 41.719 2.372867672 1.466092081 1.656434184 2.071504583 2.766363835 1.783969033
tr|A0A0G2QC50|A0A0G2QC50_RAT CD55 molecule OS=Rattus norvegicus OX=10116 GN=Cd55 PE=1 SV=1CD55 molecule (Cromer blood group) (Decay accelarating factor 1, isoform CRA_d)Cd55 2 7.3 42.182 382 0 17.728 0.682900619 0.869102426 1.04021103 0.963186323 0.885575104 4.360406798
tr|A0A0H2UHS3|A0A0H2UHS3_RAT Coiled-coil domain-containing protein 51 OS=Rattus norvegicus OX=10116 GN=Ccdc51 PE=1 SV=1;sp|Q5PPN7|CCD51_RAT Coiled-coil domain-containing protein 51 OS=Rattus norvegicus OX=10116 GN=Ccdc51 PE=2 SV=2;tr|A0A0G2JXH2|A0A0G2JXH2_Mitochondrial potassium channel (MITOK) (Coiled-coil domain-containing protein 51)Ccdc51 11 31.1 42.308 379 0 136.36 17.40741825 17.15006412 14.84826578 16.19564923 16.14754873 14.02161662
tr|Q6AYS3|Q6AYS3_RAT Carboxypeptidase OS=Rattus norvegicus OX=10116 GN=Ctsa PE=1 SV=1Carboxypeptidase (EC 3.4.16.-)Ctsa 4 10.7 51.215 456 0 21.887 2.67350249 2.078975136 2.467316712 2.160256048 2.862627861 3.240079528
sp|Q5I0E7|TMED9_RAT Transmembrane emp24 domain-containing protein 9 OS=Rattus norvegicus OX=10116 GN=Tmed9 PE=1 SV=1Transmembrane emp24 domain-containing protein 9 (p24 family protein alpha-2) (p24alpha2)Tmed9 2 13.2 27.028 235 0 57.699 5.370485804 5.171771481 5.181616653 5.062178108 5.555270171 9.06086396
tr|C6ZII9|C6ZII9_RAT NAD-dependent protein deacetylase OS=Rattus norvegicus OX=10116 GN=Sirt3 PE=1 SV=1NAD-dependent protein deacetylase (EC 2.3.1.286)Sirt3 4 12.2 35 320 0 10.437 1.209814314 1.31584516 1.185473758 1.328882971 1.17533791 1.970605579
tr|Q5FVC4|Q5FVC4_RAT DnaJ (Hsp40) homolog, subfamily B, member 12 OS=Rattus norvegicus OX=10116 GN=Dnajb12 PE=1 SV=1DnaJ (Hsp40) homolog, subfamily B, member 12 (DnaJ heat shock protein family (Hsp40) member B12) (RCG22093, isoform CRA_c)Dnajb12 6 14 42.521 378 0 16.392 3.338491455 3.122460733 4.280448033 4.60074216 3.826832068 48.01750922
sp|Q8R4Z9|MFN1_RAT Mitofusin-1 OS=Rattus norvegicus OX=10116 GN=Mfn1 PE=1 SV=1;tr|A0A0G2K5J3|A0A0G2K5J3_RAT Mitofusin-1 OS=Rattus norvegicus OX=10116 GN=Mfn1 PE=1 SV=1;tr|D3ZR27|D3ZR27_RAT Mitofusin-1 OS=Rattus norvegicus OX=10116 GN=Mfn1 PE=1 SV=3Mitofusin-1 (EC 3.6.5.-) (Mitochondrial transmembrane GTPase FZO1B) (Transmembrane GTPase MFN1)Mfn1 10 16.1 83.846 741 0 34.754 7.829449829 7.308002342 6.761394561 7.11743747 8.520849306 7.691417033
tr|D3ZMR9|D3ZMR9_RAT Mitochondrial ribosomal protein L21 OS=Rattus norvegicus OX=10116 GN=Mrpl21 PE=1 SV=1Mitochondrial ribosomal protein L21 (Mitochondrial ribosomal protein L21 (Predicted), isoform CRA_a)Mrpl21 5 26.3 23.39 209 0 22.986 3.779308797 3.640180824 3.357188136 3.594075981 3.627023545 4.581383656
tr|F1M9Q8|F1M9Q8_RAT Alkylglycerone-phosphate synthase OS=Rattus norvegicus OX=10116 GN=Agps PE=1 SV=3;sp|Q9EQR2|ADAS_RAT Alkyldihydroxyacetonephosphate synthase, peroxisomal OS=Rattus norvegicus OX=10116 GN=Agps PE=2 SV=1Alkyldihydroxyacetonephosphate synthase, peroxisomal (Alkyl-DHAP synthase) (EC 2.5.1.26) (Alkylglycerone-phosphate synthase)Agps 8 15.5 71.575 644 0 51.258 8.121956669 8.672268077 7.918556723 8.254602943 8.566689318 8.618910245
tr|M0RAK2|M0RAK2_RAT RCG22622 OS=Rattus norvegicus OX=10116 GN=LOC684270 PE=1 SV=2RCG22622 (Similar to isochorismatase domain-containing 2)LOC684270 4 35.4 22.929 209 0 85.277 3.649813059 5.275424087 6.776030604 7.414868355 3.953620149 9.857193437
tr|D4A830|D4A830_RAT Pyrophosphatase (inorganic) 2 OS=Rattus norvegicus OX=10116 GN=Ppa2 PE=1 SV=2Inorganic diphosphatase (EC 3.6.1.1)Ppa2 12 49.7 35.046 304 0 209.65 14.7658256 14.08688281 16.5940713 15.49328232 15.00532349 20.33088691
tr|F1LPY4|F1LPY4_RAT Chloride channel protein OS=Rattus norvegicus OX=10116 GN=Clcn1 PE=1 SV=2;sp|P35524|CLCN1_RAT Chloride channel protein 1 OS=Rattus norvegicus OX=10116 GN=Clcn1 PE=1 SV=1Chloride channel protein 1 (ClC-1) (Chloride channel protein, skeletal muscle)Clcn1 4 3.7 110.07 994 0 33.305 1.200030638 1.342251896 1.598393125 1.445107972 1.471787965 1.587680624
sp|Q91ZW6|TMLH_RAT Trimethyllysine dioxygenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tmlhe PE=1 SV=2Trimethyllysine dioxygenase, mitochondrial (EC 1.14.11.8) (Epsilon-trimethyllysine 2-oxoglutarate dioxygenase) (TML hydroxylase) (TML-alpha-ketoglutarate dioxygenase) (TML dioxygenase) (TMLD)Tmlhe 2 5.9 49.567 421 0 7.1218 1.624240816 1.720189042 1.787518246 1.966448172 1.530301392 2.432777408
tr|M0RCT5|M0RCT5_RAT Echinoderm microtubule-associated protein-like 1 OS=Rattus norvegicus OX=10116 GN=Eml1 PE=1 SV=2;tr|M0RDD8|M0RDD8_RAT Echinoderm microtubule-associated protein-like 1 OS=Rattus norvegicus OX=10116 GN=Eml1 PE=1 SV=2;sp|Q4V8C3|EMAL1_RAT Echinoderm microtubule-associated protein-like 1 (EMAP-1)Eml1 2 2.6 85.75 780 0 7.5845 0.654653389 0.652715271 0.674355688 0.87646551 0.96959715 0.537090603
tr|G3V9M6|G3V9M6_RAT Fibrillin 1 OS=Rattus norvegicus OX=10116 GN=Fbn1 PE=1 SV=1Fibrillin 1 (Fibrillin 1, isoform CRA_a)Fbn1 54 24.9 311.95 2872 0 323.31 77.26094067 116.6239898 96.34175406 88.97842026 119.3458197 125.392937
sp|Q8CHN6|SGPL1_RAT Sphingosine-1-phosphate lyase 1 OS=Rattus norvegicus OX=10116 GN=Sgpl1 PE=2 SV=1Sphingosine-1-phosphate lyase 1 (S1PL) (SP-lyase 1) (SPL) (SPL 1) (EC 4.1.2.27) (Sphingosine-1-phosphate aldolase)Sgpl1 2 3.3 63.758 568 0.0010805 3.698 0.942443996 0.805824978 1.017708113 0.917795264 1.061492892 0.992028614
tr|Q9ET45|Q9ET45_RAT BCL2-interacting protein 3 OS=Rattus norvegicus OX=10116 GN=Bnip3 PE=1 SV=1BCL2-interacting protein 3 (BCL2/adenovirus E1B 19 kDa-interacting protein 3) (RCG47375, isoform CRA_b) (RDCR-0202-2 protein)Bnip3 6 21.9 20.978 187 0 24.093 5.242043692 4.785344692 4.021435807 3.995488226 4.47770631 4.469726843
tr|D3ZT71|D3ZT71_RAT BCL2-like 13 OS=Rattus norvegicus OX=10116 GN=Bcl2l13 PE=1 SV=3BCL2-like 13 Bcl2l13 4 11.8 46.734 434 0 21.371 4.34836756 4.175768649 3.257434355 3.743269224 4.313599067 5.184066286
sp|Q5FVN1|STBD1_RAT Starch-binding domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Stbd1 PE=1 SV=1Starch-binding domain-containing protein 1 (Genethonin-1) (Glycophagy cargo receptor stbd1)Stbd1 7 18 35.494 333 0 32.931 16.45714731 24.21472963 17.64786641 11.67923888 13.54113957 22.16778879
tr|A0A0G2K4T8|A0A0G2K4T8_RAT Mitochondrial intermediate peptidase OS=Rattus norvegicus OX=10116 GN=Mipep PE=1 SV=1;tr|F1LPX0|F1LPX0_RAT Mitochondrial intermediate peptidase OS=Rattus norvegicus OX=10116 GN=Mipep PE=1 SV=1;sp|Q01992|MIPEP_RAT Mitochondrial Mitochondrial intermediate peptidase (MIP) (EC 3.4.24.59)Mipep 9 16.6 80.875 711 0 55.964 7.831958464 7.063184757 6.736238862 7.306168714 7.208746372 8.696937935
tr|D4ADS4|D4ADS4_RAT Microsomal glutathione S-transferase 3 OS=Rattus norvegicus OX=10116 GN=Mgst3 PE=1 SV=1Microsomal glutathione S-transferase 3 (RCG46430)Mgst3 4 34.9 16.732 152 0 21.891 8.636226844 9.921035194 7.20367749 7.035614114 8.53271378 7.71691827
sp|P08010|GSTM2_RAT Glutathione S-transferase Mu 2 OS=Rattus norvegicus OX=10116 GN=Gstm2 PE=1 SV=2;tr|A0A0G2K4U2|A0A0G2K4U2_RAT Glutathione S-transferase, mu 7 OS=Rattus norvegicus OX=10116 GN=Gstm7 PE=1 SV=1Glutathione S-transferase Mu 2 (EC 2.5.1.18) (GST 4-4) (GSTM2-2) (Glutathione S-transferase Yb-2) (GST Yb2)Gstm2 6 32.1 25.702 218 0 29.029 2.774500135 3.021127971 3.536616878 2.909268244 3.455258323 4.048194437
sp|P14141|CAH3_RAT Carbonic anhydrase 3 OS=Rattus norvegicus OX=10116 GN=Ca3 PE=1 SV=3Carbonic anhydrase 3 (EC 4.2.1.1) (Carbonate dehydratase III) (Carbonic anhydrase III) (CA-III)Ca3 17 60 29.431 260 0 323.31 70.57793703 64.15109175 90.13515701 79.07600243 71.47266826 144.2597887
sp|Q8VID1|DHRS4_RAT Dehydrogenase/reductase SDR family member 4 OS=Rattus norvegicus OX=10116 GN=Dhrs4 PE=2 SV=2Dehydrogenase/reductase SDR family member 4 (EC 1.1.1.184) (NADPH-dependent carbonyl reductase/NADP-retinol dehydrogenase) (CR) (PHCR) (NADPH-dependent retinol dehydrogenase/reductase) (NDRD) (Peroxisomal short-chain alcohol dehydrogenase) (PSCD)Dhrs4 7 31.2 29.821 279 0 210.39 10.22068071 10.54788667 10.92534884 8.887091512 9.117848052 11.34449469
sp|Q5XI64|ABHD6_RAT Monoacylglycerol lipase ABHD6 OS=Rattus norvegicus OX=10116 GN=Abhd6 PE=1 SV=1Monoacylglycerol lipase ABHD6 (EC 3.1.1.23) (2-arachidonoylglycerol hydrolase) (Abhydrolase domain-containing protein 6)Abhd6 2 8 38.311 337 0 4.6167 0.978467995 0.992350311 1.053703632 0.953451135 1.071200188 1.35308956
sp|P62804|H4_RAT Histone H4 OS=Rattus norvegicus OX=10116 GN=Hist1h4b PE=1 SV=2Histone H4 [Cleaved into: Osteogenic growth peptide (OGP)]H4c2 6 51.5 11.367 103 0 66.227 14.30022294 12.75025777 12.86691144 13.78633961 34.4797785 12.68356365
sp|Q9Z1W6|LYRIC_RAT Protein LYRIC OS=Rattus norvegicus OX=10116 GN=Mtdh PE=1 SV=2Protein LYRIC (Lysine-rich CEACAM1 co-isolated protein) (Metadherin) (Metastasis adhesion protein)Mtdh 10 23.9 63.968 581 0 78.027 8.372820169 9.126365211 7.692612807 6.940651241 9.152902179 6.64799987
sp|P0DN35|NDUB1_RAT NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1 OS=Rattus norvegicus OX=10116 GN=Ndufb1 PE=3 SV=1NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1 (Complex I-MNLL) (CI-MNLL) (NADH-ubiquinone oxidoreductase MNLL subunit)Ndufb1 4 49.1 6.9981 57 0 13.187 37.2657729 35.26952691 35.43751949 34.28637516 37.14658862 32.10311151
sp|P20070|NB5R3_RAT NADH-cytochrome b5 reductase 3 OS=Rattus norvegicus OX=10116 GN=Cyb5r3 PE=1 SV=2NADH-cytochrome b5 reductase 3 (B5R) (Cytochrome b5 reductase) (EC 1.6.2.2) (Diaphorase-1) [Cleaved into: NADH-cytochrome b5 reductase 3 membrane-bound form; NADH-cytochrome b5 reductase 3 soluble form]Cyb5r3 5 26.6 34.174 301 0 264.37 12.73583816 17.86279919 16.9576855 15.00831469 16.79955549 27.55251222
tr|G3V6Z7|G3V6Z7_RAT Golgi autoantigen, golgin subfamily a, 5, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Golga5 PE=1 SV=1;sp|Q3ZU82|GOGA5_RAT Golgin subfamily A member 5 OS=Rattus norvegicus OX=10116 GN=Golga5 PE=1 SV=1Golgin subfamily A member 5 (Golgin-84)Golga5 2 3.2 82.405 729 0.0015544 3.0397 0.401577273 0.382818691 0.390425599 0.474694915 0.426689618 0.366171353
tr|M0R959|M0R959_RAT Metabolism of cobalamin-associated B OS=Rattus norvegicus OX=10116 GN=Mmab PE=1 SV=1Corrinoid adenosyltransferase (EC 2.5.1.17)Mmab 3 15.2 26.233 237 0 10.417 2.161640605 2.716339949 2.713385188 2.971621224 2.222269857 3.617416563
sp|Q6PDV7|RL10_RAT 60S ribosomal protein L10 OS=Rattus norvegicus OX=10116 GN=Rpl10 PE=1 SV=3;tr|D4A1P2|D4A1P2_RAT Ribosomal protein L10-like OS=Rattus norvegicus OX=10116 GN=Rpl10l PE=1 SV=160S ribosomal protein L10 (Ribosomal protein L10)Rpl10 12 49.1 24.604 214 0 323.31 31.42567062 28.08195902 29.89960666 37.43567849 37.64759299 25.83143269
tr|A0A0G2K791|A0A0G2K791_RAT Mitochondrial ribosomal protein L33 OS=Rattus norvegicus OX=10116 GN=Mrpl33 PE=1 SV=1;tr|D4ABL7|D4ABL7_RAT Brain and reproductive organ-expressed protein, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Mrpl33 PE=1 SV=239S ribosomal protein L33, mitochondrialMrpl33 2 31.2 7.579 64 0 4.9013 2.211562442 2.630456361 2.067981422 2.092587536 2.126491196 2.196154372
sp|Q5FVL2|EMC8_RAT ER membrane protein complex subunit 8 OS=Rattus norvegicus OX=10116 GN=Emc8 PE=2 SV=1ER membrane protein complex subunit 8 (Neighbor of COX4)Emc8 6 30.4 23.405 207 0 34.563 8.296557665 9.172268508 8.834224173 9.158243364 8.3428822 12.73436293
tr|D3ZCA0|D3ZCA0_RAT Pyridoxal phosphate homeostasis protein OS=Rattus norvegicus OX=10116 GN=Plpbp PE=1 SV=1Pyridoxal phosphate homeostasis protein (PLP homeostasis protein) (Proline synthase co-transcribed bacterial homolog protein)Plpbp 2 10.5 30.104 275 0.0010543 3.229 0.754547235 0.646841623 0.659216531 0.649390766 0.796645481 0.760160391
sp|P38718|MPC2_RAT Mitochondrial pyruvate carrier 2 OS=Rattus norvegicus OX=10116 GN=Mpc2 PE=2 SV=1Mitochondrial pyruvate carrier 2 (Brain protein 44) (Protein 0-44)Mpc2 5 22.8 14.258 127 0 34.475 9.45454358 7.742356122 6.395036106 9.329654336 7.575466468 9.512672736
sp|Q9ES21|SAC1_RAT Phosphatidylinositide phosphatase SAC1 OS=Rattus norvegicus OX=10116 GN=Sacm1l PE=1 SV=1Phosphatidylinositol-3-phosphatase SAC1 (EC 3.1.3.64) (Phosphatidylinositol-4-phosphate phosphatase) (Suppressor of actin mutations 1-like protein)Sacm1l 10 19.1 67.038 587 0 48.501 11.80061903 15.07010182 12.67801501 13.40469636 13.38042988 16.30250419
tr|B2RYC9|B2RYC9_RAT Glucosylceramidase OS=Rattus norvegicus OX=10116 GN=Gba PE=1 SV=1Glucosylceramidase (EC 3.2.1.45)Gba 8 20.6 57.491 515 0 30.489 3.483039004 4.246647288 4.194278329 3.239906272 3.147590948 4.34404943
tr|A0A0G2JWK0|A0A0G2JWK0_RAT Integrin beta OS=Rattus norvegicus OX=10116 GN=Itgb3 PE=1 SV=1;tr|M0RCF3|M0RCF3_RAT Integrin beta OS=Rattus norvegicus OX=10116 GN=Itgb3 PE=1 SV=2Integrin beta Itgb3 6 13.8 62.389 567 0 24.316 3.140560154 3.736577748 2.413163353 3.242773076 4.282212141 3.125273161
sp|P63322|RALA_RAT Ras-related protein Ral-A OS=Rattus norvegicus OX=10116 GN=Rala PE=1 SV=1Ras-related protein Ral-A (EC 3.6.5.2)Rala 7 26.7 23.553 206 0 48.124 14.93892141 20.1777074 20.01433164 19.76661161 18.02591064 23.25184537
tr|F1LQ92|F1LQ92_RAT Protein sel-1 homolog 1 OS=Rattus norvegicus OX=10116 GN=Sel1l PE=1 SV=1;tr|G3V9D3|G3V9D3_RAT Protein sel-1 homolog 1 OS=Rattus norvegicus OX=10116 GN=Sel1l PE=1 SV=1;sp|Q80Z70|SE1L1_RAT Protein sel-1 homolog 1 OS=Rattus norvegicus OX=Protein sel-1 homolog 1 (Suppressor of lin-12-like protein 1) (Sel-1L)Sel1l 2 2.4 88.441 792 0 7.5598 0.348589885 0.384146431 0.341495477 0.320454903 0.404292728 0.487855943
tr|D3ZK56|D3ZK56_RAT RAP2C, member of RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rap2c PE=1 SV=2Ras-related protein Rap-2 Rap2c 3 28.4 20.745 183 0 66.98 7.364850627 8.588852408 9.745775236 8.952789097 9.357294703 9.346051105



sp|P15390|SCN4A_RAT Sodium channel protein type 4 subunit alpha OS=Rattus norvegicus OX=10116 GN=Scn4a PE=1 SV=1;tr|D3ZW75|D3ZW75_RAT Sodium channel protein OS=Rattus norvegicus OX=10116 GN=Scn4a PE=1 SV=2Sodium channel protein type 4 subunit alpha (Mu-1) (SkM1) (Sodium channel protein skeletal muscle subunit alpha) (Sodium channel protein type IV subunit alpha) (Voltage-gated sodium channel subunit alpha Nav1.4)Scn4a 10 4.2 208.86 1840 0 90.316 10.37972817 10.93337565 10.74148355 10.83830979 11.37317665 10.5774256
tr|G3V7Q3|G3V7Q3_RAT Coiled-coil domain-containing protein 127 OS=Rattus norvegicus OX=10116 GN=Ccdc127 PE=1 SV=2;sp|Q6PEB9|CC127_RAT Coiled-coil domain-containing protein 127 OS=Rattus norvegicus OX=10116 GN=Ccdc127 PE=2 SV=2Coiled-coil domain-containing protein 127Ccdc127 5 23.4 29.588 252 0 73.725 2.313212332 3.09018035 3.230998002 3.094595159 2.76215734 3.915913118
tr|M0R776|M0R776_RAT Mitochondrial ribosomal protein S36 OS=Rattus norvegicus OX=10116 GN=Mrps36 PE=1 SV=1;tr|A0A0G2JZC3|A0A0G2JZC3_RAT Mitochondrial ribosomal protein S36 OS=Rattus norvegicus OX=10116 GN=Mrps36 PE=1 SV=1Mitochondrial ribosomal protein S36 (RCG44686, isoform CRA_a)Mrps36 5 54.4 11.413 103 0 64.687 30.33391267 31.68413389 33.8147482 36.86351225 26.97765606 56.77327272
tr|D3ZHA7|D3ZHA7_RAT Similar to Myosin light chain 1 slow a (Predicted) OS=Rattus norvegicus OX=10116 GN=RGD1560334_predicted PE=4 SV=1Similar to Myosin light chain 1 slow a (Predicted)RGD1560334_predicted 5 30 22.807 207 0 64.911 10.54730499 8.623403277 11.01042084 10.86219982 11.12995494 10.27770986
tr|D3ZHF8|D3ZHF8_RAT Translation factor GUF1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Guf1 PE=1 SV=1Translation factor GUF1, mitochondrial (EC 3.6.5.n1) (Elongation factor 4 homolog) (EF-4) (GTPase GUF1) (Ribosomal back-translocase)Guf1 2 4.9 73.206 659 0 10.055 0.671661934 0.484921444 0.497396779 0.573766873 0.593978698 0.658622795
tr|A0A0G2K5E4|A0A0G2K5E4_RAT DnaJ heat shock protein family (Hsp40) member A3 OS=Rattus norvegicus OX=10116 GN=Dnaja3 PE=1 SV=1;tr|G3V6I5|G3V6I5_RAT DnaJ heat shock protein family (Hsp40) member A3 OS=Rattus norvegicus OX=10116 GN=Dnaja3 PE=1 SV=2;tr|A0A0GDnaJ heat shock protein family (Hsp40) member A3 (RCG49803, isoform CRA_a)Dnaja3 15 33.8 52.403 480 0 323.31 29.32644485 31.96942535 30.61219901 31.95470814 28.85979302 43.64877134
sp|P84903|STIM1_RAT Stromal interaction molecule 1 OS=Rattus norvegicus OX=10116 GN=Stim1 PE=1 SV=1;tr|A0A0G2K5C8|A0A0G2K5C8_RAT Stromal interaction molecule 1 OS=Rattus norvegicus OX=10116 GN=Stim1 PE=1 SV=1;tr|A0A1B0GWQ1|A0A1B0GWQ1_RAT Stromal interactioStromal interaction molecule 1Stim1 14 24.7 77.448 685 0 270.29 7.28407258 9.04788538 10.0888075 8.911578794 9.721318328 10.12968076
tr|A0A0G2K6H2|A0A0G2K6H2_RAT Maleylacetoacetate isomerase OS=Rattus norvegicus OX=10116 GN=Gstz1 PE=1 SV=1;sp|P57113|MAAI_RAT Maleylacetoacetate isomerase OS=Rattus norvegicus OX=10116 GN=Gstz1 PE=1 SV=2Maleylacetoacetate isomerase (MAAI) (EC 5.2.1.2) (GSTZ1-1) (Glutathione S-transferase zeta 1) (EC 2.5.1.18)Gstz1 6 35.8 23.862 215 0 39.994 7.380404164 8.521725006 10.10710255 10.28286657 6.770839433 19.8249261
sp|B2RYW9|FAHD2_RAT Fumarylacetoacetate hydrolase domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Fahd2 PE=1 SV=1Fumarylacetoacetate hydrolase domain-containing protein 2 (EC 3.-.-.-)Fahd2 9 42.5 34.581 313 0 273.06 9.608573769 11.26851908 12.0651307 12.03520034 9.659838783 19.66440039
sp|D3ZX08|SYAM_RAT Alanine--tRNA ligase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aars2 PE=3 SV=1;tr|A0A0H2UHV7|A0A0H2UHV7_RAT Alanine--tRNA ligase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aars2 PE=1 SV=1Alanine--tRNA ligase, mitochondrial (EC 6.1.1.7) (Alanyl-tRNA synthetase) (AlaRS)Aars2 6 9.9 107.8 985 0 16.02 1.092159333 1.042300996 1.15139922 1.154664921 1.01937401 1.587579026
tr|Q5XFV6|Q5XFV6_RAT Mitochondrial ribosomal protein L34 OS=Rattus norvegicus OX=10116 GN=Mrpl34 PE=2 SV=139S ribosomal protein L34, mitochondrialMrpl34 2 24.2 10.446 91 0 4.8941 0.427571749 0.527739842 0.42254714 0.442712136 0.338444899 0.466692964
sp|P52873|PYC_RAT Pyruvate carboxylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pc PE=1 SV=2;tr|A0A0G2JTL5|A0A0G2JTL5_RAT Pyruvate carboxylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pc PE=1 SV=1Pyruvate carboxylase, mitochondrial (EC 6.4.1.1) (Pyruvic carboxylase) (PCB)Pc 27 30.6 129.78 1178 0 323.31 31.60679407 35.41167905 34.51224713 35.41637363 32.01466444 44.54893454
sp|P11730|KCC2G_RAT Calcium/calmodulin-dependent protein kinase type II subunit gamma OS=Rattus norvegicus OX=10116 GN=Camk2g PE=1 SV=1;tr|F1M3F8|F1M3F8_RAT Calcium/calmodulin-dependent protein kinase type II subunit gamma OS=Rattus norvegicus OX=10116 GN=Calcium/calmodulin-dependent protein kinase type II subunit gamma (CaM kinase II subunit gamma) (CaMK-II subunit gamma) (EC 2.7.11.17)Camk2g 10 21.8 59.037 527 0 59.435 7.943341858 8.815407391 9.560995191 6.925122721 9.560608639 7.466376233
tr|D4AE17|D4AE17_RAT Mitogen-activated protein kinase kinase kinase 20 OS=Rattus norvegicus OX=10116 GN=Map3k20 PE=1 SV=1Mitogen-activated protein kinase kinase kinase 20Map3k20 4 9.7 51.317 453 0 7.9335 0.990108061 0.976753062 0.886669789 0.954048386 1.335616164 0.928245041
tr|D4A604|D4A604_RAT Phosphatidylinositol glycan anchor biosynthesis, class T OS=Rattus norvegicus OX=10116 GN=Pigt PE=1 SV=2Phosphatidylinositol glycan anchor biosynthesis, class TPigt 3 5.2 67.502 598 0 15.155 0.079573902 0.087872731 0.122252124 0.081715851 0.138922201 0.122294181
tr|A0A0A0MXW3|A0A0A0MXW3_RAT Histone H2A OS=Rattus norvegicus OX=10116 GN=H2afz PE=3 SV=1;tr|D4AEC0|D4AEC0_RAT Histone H2A OS=Rattus norvegicus OX=10116 GN=H2afv PE=3 SV=1;sp|P0C0S7|H2AZ_RAT Histone H2A.Z OS=Rattus norvegicus OX=10116 GN=H2afz PE=1 SV=2Histone H2A.Z (H2A/z) H2az1 2 18.9 13.421 127 0 5.4448 3.702945948 3.989736899 3.501902013 3.850774363 4.333391166 3.635602704
sp|P04762|CATA_RAT Catalase OS=Rattus norvegicus OX=10116 GN=Cat PE=1 SV=3Catalase (EC 1.11.1.6) Cat 19 44.8 59.756 527 0 323.31 37.12478761 41.15304628 46.13097852 42.17068263 39.02225406 73.82455826
sp|Q91ZW1|TFAM_RAT Transcription factor A, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tfam PE=2 SV=1Transcription factor A, mitochondrial (mtTFA)Tfam 11 44.3 28.186 244 0 82.104 23.6539194 25.58787987 24.98052403 27.45442356 22.01830604 35.32378572
sp|P32089|TXTP_RAT Tricarboxylate transport protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Slc25a1 PE=1 SV=1Tricarboxylate transport protein, mitochondrial (Citrate transport protein) (CTP) (Solute carrier family 25 member 1) (Tricarboxylate carrier protein)Slc25a1 3 10 33.835 311 0 13.631 0.610952967 0.633662934 0.551550139 0.518276304 0.679780415 0.907772932
sp|Q9QZ76|MYG_RAT Myoglobin OS=Rattus norvegicus OX=10116 GN=Mb PE=1 SV=3Myoglobin Mb 10 70.8 17.157 154 0 212.31 63.66915625 103.8697834 112.0526316 59.88036257 74.29317724 99.00271225
sp|P62836|RAP1A_RAT Ras-related protein Rap-1A OS=Rattus norvegicus OX=10116 GN=Rap1a PE=1 SV=1Ras-related protein Rap-1A (EC 3.6.5.2) (Ras-related protein Krev-1)Rap1a 4 33.2 20.987 184 0 144.19 12.11570359 15.77592671 12.31028442 16.63343405 11.76740075 16.85418434
tr|D4A4P4|D4A4P4_RAT FAD synthase OS=Rattus norvegicus OX=10116 GN=Flad1 PE=1 SV=2FAD synthase (EC 2.7.7.2) (FAD pyrophosphorylase) (FMN adenylyltransferase) (Flavin adenine dinucleotide synthase)Flad1 2 6.5 54.604 490 0 7.4994 1.614356794 0.983860669 1.324882069 1.490439306 1.3820494 1.549377969
sp|Q5U2V8|EMC3_RAT ER membrane protein complex subunit 3 OS=Rattus norvegicus OX=10116 GN=Emc3 PE=2 SV=3ER membrane protein complex subunit 3 (Transmembrane protein 111)Emc3 6 29.9 29.98 261 0 65.906 5.899306061 6.208297546 5.460616226 5.624967512 6.035242062 7.382151031
tr|A0A0G2K8Q1|A0A0G2K8Q1_RAT Apolipoprotein C-III OS=Rattus norvegicus OX=10116 GN=Apoc3 PE=1 SV=1;sp|P06759|APOC3_RAT Apolipoprotein C-III OS=Rattus norvegicus OX=10116 GN=Apoc3 PE=2 SV=2Apolipoprotein C-III (Apo-CIII) (ApoC-III) (Apolipoprotein C3)Apoc3 2 39 11.029 100 0 125.86 1.608938142 1.725717181 1.792503648 1.715483397 1.627482217 2.863148888
sp|Q9QX75|TRDN_RAT Triadin OS=Rattus norvegicus OX=10116 GN=Trdn PE=1 SV=1Triadin Trdn 2 1.6 77.199 687 0 4.6242 5.971554749 2.35528337 2.483736523 5.798946662 6.214827051 2.734423518
tr|F1LNY3|F1LNY3_RAT Neural cell adhesion molecule 1 OS=Rattus norvegicus OX=10116 GN=Ncam1 PE=1 SV=2;sp|P13596|NCAM1_RAT Neural cell adhesion molecule 1 OS=Rattus norvegicus OX=10116 GN=Ncam1 PE=1 SV=1;tr|A0A0G2K0M8|A0A0G2K0M8_RAT Neural cell adhesion molNeural cell adhesion molecule 1 (N-CAM-1) (NCAM-1) (CD antigen CD56)Ncam1 5 7.2 92.72 842 0 63.814 4.66390367 5.397339296 5.437290032 5.103328686 4.851545091 10.83446994
sp|D3Z8L7|RRAS_RAT Ras-related protein R-Ras OS=Rattus norvegicus OX=10116 GN=Rras PE=1 SV=1Ras-related protein R-Ras (EC 3.6.5.-) (p23)Rras 5 21.6 23.909 218 0 127.07 6.82599583 7.650549528 7.020269574 6.897649185 7.528008574 8.157246409
tr|A0A0G2K7W8|A0A0G2K7W8_RAT Histidine triad nucleotide-binding protein 3 OS=Rattus norvegicus OX=10116 GN=Hint3 PE=1 SV=1;tr|F1M9G8|F1M9G8_RAT Histidine triad nucleotide-binding protein 3 OS=Rattus norvegicus OX=10116 GN=Hint3 PE=1 SV=1;sp|Q8K3P7|HINT3_RAHistidine triad nucleotide-binding protein 3 (HINT-3) (EC 3.-.-.-) (HINT-4)Hint3 3 29.2 14.317 130 0 17.21 3.695871597 3.401483678 4.044944952 3.799530247 4.020708354 3.833923084
sp|P97576|GRPE1_RAT GrpE protein homolog 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Grpel1 PE=1 SV=2;tr|A0A0G2JZA2|A0A0G2JZA2_RAT GrpE protein homolog OS=Rattus norvegicus OX=10116 GN=Grpel1 PE=1 SV=1GrpE protein homolog 1, mitochondrial (Mt-GrpE#1)Grpel1 10 45.6 24.297 217 0 99.489 14.61129368 13.25963629 13.77205923 14.25816772 13.4257306 16.55142065
tr|F1LPV8|F1LPV8_RAT Succinate--CoA ligase [GDP-forming] subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Suclg2 PE=1 SV=2Succinate--CoA ligase [GDP-forming] subunit beta, mitochondrial (EC 6.2.1.4) (GTP-specific succinyl-CoA synthetase subunit beta) (G-SCS) (GTPSCS) (Succinyl-CoA synthetase beta-G chain) (SCS-betaG)Suclg2 14 39.4 46.638 431 0 221.09 18.80071413 23.37761144 25.29565633 23.31487845 21.21637548 34.36367937
sp|Q6MGB5|DHB8_RAT Estradiol 17-beta-dehydrogenase 8 OS=Rattus norvegicus OX=10116 GN=Hsd17b8 PE=1 SV=1;tr|A0A0G2K6P1|A0A0G2K6P1_RAT Estradiol 17-beta-dehydrogenase 8 OS=Rattus norvegicus OX=10116 GN=Hsd17b8 PE=1 SV=1Estradiol 17-beta-dehydrogenase 8 (EC 1.1.1.62) (17-beta-hydroxysteroid dehydrogenase 8) (17-beta-HSD 8) (3-ketoacyl-[acyl-carrier-protein] reductase alpha subunit) (KAR alpha subunit) (3-oxoacyl-[acyl-carrier-protein] reductase) (EC 1.1.1.-) (Testosterone 17-beta-dehydrogenase 8) (EC 1.1.1.239)Hsd17b8 5 30.1 26.79 259 0 67.362 3.47757018 4.484258549 4.418529953 4.738408463 3.475805434 6.873853458
tr|Q68FZ8|Q68FZ8_RAT Propionyl coenzyme A carboxylase, beta polypeptide OS=Rattus norvegicus OX=10116 GN=Pccb PE=1 SV=1Propionyl coenzyme A carboxylase, beta polypeptide (Propionyl coenzyme A carboxylase, beta polypeptide, isoform CRA_b) (Propionyl-CoA carboxylase beta chain, mitochondrial)Pccb 3 8.5 58.678 541 0 323.31 47.20247612 45.74386958 52.79037815 51.43882013 45.69871699 61.28424858
tr|F1LWG4|F1LWG4_RAT NADH dehydrogenase (Ubiquinone) 1 alpha subcomplex, assembly factor 1 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ndufaf1 PE=1 SV=2Complex I intermediate-associated protein 30, mitochondrial (NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 1)Ndufaf1 5 17.4 37.781 328 0 23.436 7.146599382 6.333174257 5.428599881 6.794324801 7.016757615 6.44612354
tr|D3ZUX5|D3ZUX5_RAT MICOS complex subunit OS=Rattus norvegicus OX=10116 GN=Chchd3 PE=1 SV=1Coiled-coil-helix-coiled-coil-helix domain containing 3 (Predicted), isoform CRA_a (Coiled-coil-helix-coiled-coil-helix domain-containing 3)Chchd3 20 63.9 26.434 227 0 323.31 171.8264456 165.8145554 147.0236273 184.8311969 149.7404442 183.7308275
sp|Q06647|ATPO_RAT ATP synthase subunit O, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5po PE=1 SV=1ATP synthase subunit O, mitochondrial (ATP synthase peripheral stalk subunit OSCP) (Oligomycin sensitivity conferral protein) (OSCP) (Sperm flagella protein 4)Atp5po 16 66.7 23.397 213 0 323.31 931.4561748 876.7036175 723.7980716 833.7620801 844.6426698 625.0546321
sp|Q66HF1|NDUS1_RAT NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufs1 PE=1 SV=1NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial (EC 7.1.1.2)Ndufs1 50 75 79.411 727 0 323.31 859.9099046 871.4222704 736.3759212 823.0712912 754.7423167 770.5539232
sp|Q9Z1E1|FLOT1_RAT Flotillin-1 OS=Rattus norvegicus OX=10116 GN=Flot1 PE=2 SV=2Flotillin-1 (Reggie-2) (REG-2)Flot1 21 59.3 47.499 428 0 212.31 25.95534114 37.57752494 26.83381299 24.56850783 26.23936221 29.43818141
tr|D4ABI7|D4ABI7_RAT Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase OS=Rattus norvegicus OX=10116 GN=Hacd3 PE=1 SV=2Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase (EC 4.2.1.134)Hacd3 2 8 43.104 362 0 33.831 0.768194209 1.062735367 0.972290642 0.904894647 1.056423526 1.095334025
tr|E9PT04|E9PT04_RAT VPS39 HOPS complex subunit OS=Rattus norvegicus OX=10116 GN=Vps39 PE=1 SV=1;tr|A0A0G2KA50|A0A0G2KA50_RAT VPS39 HOPS complex subunit OS=Rattus norvegicus OX=10116 GN=Vps39 PE=1 SV=1VPS39 subunit of HOPS complexVps39 2 2.7 100.61 875 0.0015361 2.9152 0.491742632 0.532034022 0.454087813 0.337279457 0.510981311 0.483385607
sp|Q9JHU5|ARFP1_RAT Arfaptin-1 OS=Rattus norvegicus OX=10116 GN=Arfip1 PE=1 SV=1;tr|A0A0G2JYA2|A0A0G2JYA2_RAT ADP-ribosylation factor interacting protein 1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Arfip1 PE=1 SV=1Arfaptin-1 (ADP-ribosylation factor-interacting protein 1)Arfip1 2 6 40.779 366 0.00055617 4.0825 4.426887836 3.900941167 2.118475771 2.892366047 3.489934944 2.107966826
tr|A0A140TAB7|A0A140TAB7_RAT Vesicle-associated membrane protein 5 OS=Rattus norvegicus OX=10116 GN=Vamp5 PE=1 SV=1;sp|Q9Z2J5|VAMP5_RAT Vesicle-associated membrane protein 5 OS=Rattus norvegicus OX=10116 GN=Vamp5 PE=2 SV=1Vesicle-associated membrane protein 5 (VAMP-5) (Myobrevin)Vamp5 3 34.7 11.364 101 0 67.271 7.095423228 9.07108382 9.836793129 9.207217927 8.250662882 11.6177948
sp|O08776|NDUF3_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 3 OS=Rattus norvegicus OX=10116 GN=Ndufaf3 PE=2 SV=1NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 3 (Nuclear protein E3-3)Ndufaf3 5 41.1 20.696 185 0 222.74 6.339822367 6.048869965 5.493089946 6.372665755 5.917675914 6.283769049
tr|A0A0G2JVH4|A0A0G2JVH4_RAT MICOS complex subunit MIC60 OS=Rattus norvegicus OX=10116 GN=Immt PE=1 SV=1;tr|A0A140TAG5|A0A140TAG5_RAT MICOS complex subunit MIC60 OS=Rattus norvegicus OX=10116 GN=Immt PE=1 SV=1;sp|Q3KR86|MIC60_RAT MICOS complex subunit Mic6MICOS complex subunit Mic60 (Mitochondrial inner membrane protein) (Mitofilin) (Fragment)Immt 65 66.1 86.229 776 0 323.31 606.1865609 600.7902506 504.6233254 568.6066266 513.9743944 540.2909574
tr|G3V7J0|G3V7J0_RAT Aldehyde dehydrogenase family 6, subfamily A1, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Aldh6a1 PE=1 SV=1;sp|Q02253|MMSA_RAT Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial OS=Rattus norvegicus OX=10116 GN=AlMethylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial (MMSDH) (Malonate-semialdehyde dehydrogenase [acylating]) (EC 1.2.1.18) (EC 1.2.1.27) (Aldehyde dehydrogenase family 6 member A1)Aldh6a1 28 58.9 57.747 535 0 323.31 134.0062643 170.7454579 175.8840748 121.2598246 109.5684148 185.2649657
sp|Q5NDF0|PMGT2_RAT Protein O-linked-mannose beta-1,4-N-acetylglucosaminyltransferase 2 OS=Rattus norvegicus OX=10116 GN=Pomgnt2 PE=1 SV=1Protein O-linked-mannose beta-1,4-N-acetylglucosaminyltransferase 2 (POMGnT2) (EC 2.4.1.312) (Extracellular O-linked N-acetylglucosamine transferase-like) (Glycosyltransferase-like domain-containing protein 2)Pomgnt2 3 6.2 66.716 580 0 9.0712 2.177595524 3.222658253 3.274814656 3.033018604 2.914561898 3.771846367
tr|Q6MG85|Q6MG85_RAT 1-acyl-sn-glycerol-3-phosphate acyltransferase OS=Rattus norvegicus OX=10116 GN=Agpat1 PE=1 SV=11-acyl-sn-glycerol-3-phosphate acyltransferase (EC 2.3.1.51)Agpat1 3 15.1 31.698 284 0 6.4464 2.397101086 2.208442177 1.968913705 2.185579481 2.383788487 2.335039597
tr|D3ZQL1|D3ZQL1_RAT ER membrane protein complex subunit 7 OS=Rattus norvegicus OX=10116 GN=Emc7 PE=1 SV=3ER membrane protein complex subunit 7Emc7 4 19.5 26.44 241 0 7.1472 6.898746244 7.165850196 9.042330411 7.698562473 7.666607198 10.28075781
tr|D3ZM21|D3ZM21_RAT Catechol-O-methyltransferase domain containing 1 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Comtd1 PE=1 SV=1Catechol-O-methyltransferase domain containing 1 (Predicted), isoform CRA_a (Catechol-O-methyltransferase domain-containing 1)Comtd1 6 36.3 28.987 262 0 144.66 1.905157763 2.5223615 2.210499893 2.384045913 2.062854473 2.877474284
sp|P07340|AT1B1_RAT Sodium/potassium-transporting ATPase subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Atp1b1 PE=1 SV=1Sodium/potassium-transporting ATPase subunit beta-1 (Sodium/potassium-dependent ATPase subunit beta-1)Atp1b1 10 28 35.201 304 0 63.254 42.85852376 46.35887505 41.66744273 35.62063339 39.01632182 47.24637619
tr|F1LP30|F1LP30_RAT Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mccc1 PE=1 SV=1;sp|Q5I0C3|MCCA_RAT Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mccc1 PE=1 SMethylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial (MCCase subunit alpha) (EC 6.4.1.4) (3-methylcrotonyl-CoA carboxylase 1) (3-methylcrotonyl-CoA carboxylase biotin-containing subunit) (3-methylcrotonyl-CoA:carbon dioxide ligase subunit alpha)Mccc1 17 26.7 79.295 715 0 161.27 20.82066703 22.87267517 22.75081433 23.75983028 20.5659866 26.73261188
sp|P10759|AMPD1_RAT AMP deaminase 1 OS=Rattus norvegicus OX=10116 GN=Ampd1 PE=1 SV=1AMP deaminase 1 (EC 3.5.4.6) (AMP deaminase isoform M) (Myoadenylate deaminase)Ampd1 35 49.4 86.431 747 0 323.31 156.1725632 202.4878347 186.9022711 194.5186045 262.7118058 164.5185407
sp|Q4FZT8|SPRY4_RAT SPRY domain-containing protein 4 OS=Rattus norvegicus OX=10116 GN=Spryd4 PE=2 SV=1SPRY domain-containing protein 4Spryd4 5 32.4 23.249 207 0 15.138 5.039345984 4.462343427 4.393511467 4.839702194 4.464170024 5.335346535
tr|G3V6D3|G3V6D3_RAT ATP synthase subunit beta OS=Rattus norvegicus OX=10116 GN=Atp5f1b PE=1 SV=1;sp|P10719|ATPB_RAT ATP synthase subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1b PE=1 SV=2ATP synthase subunit beta, mitochondrial (EC 7.1.2.2) (ATP synthase F1 subunit beta)Atp5f1b 29 73.7 56.344 529 0 323.31 4299.198314 2874.582929 3233.74226 4045.955916 3536.745686 3919.773863
sp|Q32KJ6|GALNS_RAT N-acetylgalactosamine-6-sulfatase OS=Rattus norvegicus OX=10116 GN=Galns PE=1 SV=1;tr|A0A0G2K4H6|A0A0G2K4H6_RAT N-acetylgalactosamine-6-sulfatase OS=Rattus norvegicus OX=10116 GN=Galns PE=1 SV=1N-acetylgalactosamine-6-sulfatase (EC 3.1.6.4) (Chondroitinsulfatase) (Chondroitinase) (Galactose-6-sulfate sulfatase) (N-acetylgalactosamine-6-sulfate sulfatase) (GalNAc6S sulfatase)Galns 4 7.6 58.302 524 0 16.951 2.019802382 2.144621787 1.665627449 1.86443774 1.98891723 2.594928702
sp|P14604|ECHM_RAT Enoyl-CoA hydratase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Echs1 PE=1 SV=1Enoyl-CoA hydratase, mitochondrial (EC 4.2.1.17) (Enoyl-CoA hydratase 1) (Short-chain enoyl-CoA hydratase) (SCEH)Echs1 18 51 31.516 290 0 323.31 184.6706567 170.2617458 201.8493302 195.1576628 165.8168061 292.0348875
sp|P51868|CASQ2_RAT Calsequestrin-2 OS=Rattus norvegicus OX=10116 GN=Casq2 PE=1 SV=2;tr|F1M944|F1M944_RAT Calsequestrin OS=Rattus norvegicus OX=10116 GN=Casq2 PE=1 SV=2Calsequestrin-2 (Calsequestrin, cardiac muscle isoform)Casq2 6 17.4 47.838 413 0 60.219 21.69618064 11.3716781 14.48693846 10.44233253 17.10156027 11.53042005
sp|Q64578|AT2A1_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 OS=Rattus norvegicus OX=10116 GN=Atp2a1 PE=1 SV=1Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 (SERCA1) (SR Ca(2+)-ATPase 1) (EC 7.2.2.10) (Calcium pump 1) (Calcium-transporting ATPase sarcoplasmic reticulum type, fast twitch skeletal muscle isoform) (Endoplasmic reticulum class 1/2 Ca(2+) ATPase)Atp2a1 57 47 109.41 994 0 323.31 6891.722066 9514.322109 9206.528521 6050.150337 9096.276281 7725.960542
tr|A0A0H2UHY9|A0A0H2UHY9_RAT Troponin T, fast skeletal muscle OS=Rattus norvegicus OX=10116 GN=Tnnt3 PE=1 SV=1;sp|P09739|TNNT3_RAT Troponin T, fast skeletal muscle OS=Rattus norvegicus OX=10116 GN=Tnnt3 PE=1 SV=2Troponin T, fast skeletal muscle (TnTf) (Fast skeletal muscle troponin T) (fTnT)Tnnt3 2 3.6 29.741 250 0 323.31 69.02258333 53.08000621 91.6902366 96.76657035 81.04514137 67.69105348
sp|Q4QQW3|HOT_RAT Hydroxyacid-oxoacid transhydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Adhfe1 PE=1 SV=1Hydroxyacid-oxoacid transhydrogenase, mitochondrial (HOT) (EC 1.1.99.24) (Alcohol dehydrogenase iron-containing protein 1) (ADHFe1)Adhfe1 7 19.1 50.225 467 0 79.802 4.097403715 4.535788702 4.47583921 3.598973437 3.657763318 4.838732796
tr|Q642E6|Q642E6_RAT Tripeptidyl peptidase I OS=Rattus norvegicus OX=10116 GN=Tpp1 PE=1 SV=1;sp|Q9EQV6|TPP1_RAT Tripeptidyl-peptidase 1 OS=Rattus norvegicus OX=10116 GN=Tpp1 PE=1 SV=1Tripeptidyl-peptidase 1 (TPP-1) (EC 3.4.14.9) (Tripeptidyl aminopeptidase) (Tripeptidyl-peptidase I) (TPP-I)Tpp1 3 8.7 61.312 563 0 48.444 5.641418383 7.086876782 9.253180908 5.303168795 5.797952588 7.915340249
sp|Q8K1Q0|NMT1_RAT Glycylpeptide N-tetradecanoyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Nmt1 PE=1 SV=1;tr|F1M110|F1M110_RAT Glycylpeptide N-tetradecanoyltransferase OS=Rattus norvegicus OX=10116 GN=Nmt2 PE=1 SV=3Glycylpeptide N-tetradecanoyltransferase 1 (EC 2.3.1.97) (Myristoyl-CoA:protein N-myristoyltransferase 1) (NMT 1) (Type I N-myristoyltransferase) (Peptide N-myristoyltransferase 1)Nmt1 2 5.2 56.86 496 0 38.78 0.966827928 1.0214224 0.988939141 0.677401828 1.228404465 0.584689526
tr|F1LRE1|F1LRE1_RAT Glutathione reductase OS=Rattus norvegicus OX=10116 GN=Gsr PE=1 SV=2;tr|A0A0G2JU71|A0A0G2JU71_RAT Glutathione reductase OS=Rattus norvegicus OX=10116 GN=Gsr PE=1 SV=1;sp|P70619|GSHR_RAT Glutathione reductase (Fragment) OS=Rattus norvegGlutathione reductase (GR) (GRase) (EC 1.8.1.7) (Fragment)Gsr 3 11.2 44.789 410 0 43.226 2.68298513 2.326951658 3.226287025 2.872358146 2.498550306 4.126933318
tr|F1LVY9|F1LVY9_RAT Peptide deformylase OS=Rattus norvegicus OX=10116 GN=Pdf PE=1 SV=2Peptide deformylase (EC 3.5.1.88)Pdf 6 30.3 25.879 231 0 38.137 5.758822501 5.082432805 4.219891405 5.091204495 5.415053663 5.652537225
tr|G3V6P2|G3V6P2_RAT Dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glutarate complex), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Dlst PE=1 SV=1;sp|Q01205|ODO2_RAT Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarDihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial (EC 2.3.1.61) (2-oxoglutarate dehydrogenase complex component E2) (OGDC-E2) (Dihydrolipoamide succinyltransferase component of 2-oxoglutarate dehydrogenase complex) (E2K)Dlst 20 47.1 48.899 454 0 323.31 163.3021038 151.7227367 179.3601351 180.8057267 142.5732235 240.4431411
tr|D4A4L5|D4A4L5_RAT Iron-sulfur cluster assembly 2 OS=Rattus norvegicus OX=10116 GN=Isca2 PE=1 SV=1Iron-sulfur cluster assembly 2 (RCG20978, isoform CRA_e)Isca2 4 36.4 16.68 154 0 51.57 5.027806263 5.590330577 6.345182084 5.604183185 5.045852813 10.5205304
sp|Q4V7F2|CREL1_RAT Cysteine-rich with EGF-like domain protein 1 OS=Rattus norvegicus OX=10116 GN=Creld1 PE=2 SV=1Protein disulfide isomerase Creld1 (EC 5.3.4.1) (Cysteine-rich with EGF-like domain protein 1)Creld1 9 27.6 45.696 420 0 61.883 6.976513929 8.352919333 9.191435101 7.598224343 8.119075082 13.11942145
sp|P18163|ACSL1_RAT Long-chain-fatty-acid--CoA ligase 1 OS=Rattus norvegicus OX=10116 GN=Acsl1 PE=1 SV=1Long-chain-fatty-acid--CoA ligase 1 (EC 6.2.1.3) (Arachidonate--CoA ligase) (EC 6.2.1.15) (Long-chain acyl-CoA synthetase 1) (LACS 1) (Long-chain-fatty-acid--CoA ligase, liver isozyme) (Phytanate--CoA ligase) (EC 6.2.1.24)Acsl1 42 59.7 78.178 699 0 323.31 405.8570045 416.1948301 372.7571503 388.0099376 391.8835669 383.422788



tr|D3ZDQ9|D3ZDQ9_RAT Sarcoglycan, alpha OS=Rattus norvegicus OX=10116 GN=Sgca PE=1 SV=1Sarcoglycan, alpha (Sarcoglycan, alpha (Dystrophin-associated glycoprotein) (Predicted), isoform CRA_a)Sgca 7 20.9 43.156 387 0 127.32 8.261436775 9.731005415 9.358834845 8.725833803 9.436031665 10.89136513
sp|Q6P7S1|ASAH1_RAT Acid ceramidase OS=Rattus norvegicus OX=10116 GN=Asah1 PE=1 SV=1;tr|A0A0G2K8T0|A0A0G2K8T0_RAT Acid ceramidase OS=Rattus norvegicus OX=10116 GN=Asah1 PE=1 SV=1Acid ceramidase (AC) (ACDase) (Acid CDase) (EC 3.5.1.23) (Acylsphingosine deacylase) (N-acylethanolamine hydrolase ASAH1) (EC 3.5.1.-) (N-acylsphingosine amidohydrolase) [Cleaved into: Acid ceramidase subunit alpha; Acid ceramidase subunit beta]Asah1 6 19.3 44.443 394 0 31.51 2.44642085 2.973052905 2.979898386 2.97556308 2.434050712 4.434878539
sp|Q07803|EFGM_RAT Elongation factor G, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gfm1 PE=1 SV=2;tr|F1LMM9|F1LMM9_RAT Elongation factor G, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gfm1 PE=1 SV=2Elongation factor G, mitochondrial (EF-Gmt) (Elongation factor G 1, mitochondrial) (mEF-G 1) (Elongation factor G1)Gfm1 12 20.2 83.456 751 0 60.206 15.37241354 12.50445301 12.92865725 14.44570446 13.52711792 15.05385794
tr|Q5I0M1|Q5I0M1_RAT Apolipoprotein H OS=Rattus norvegicus OX=10116 GN=Apoh PE=1 SV=1;sp|P26644|APOH_RAT Beta-2-glycoprotein 1 OS=Rattus norvegicus OX=10116 GN=Apoh PE=2 SV=2Beta-2-glycoprotein 1 (Apolipoprotein H) (Apo-H) (Beta-2-glycoprotein I) (B2GPI) (Beta(2)GPI)Apoh 14 40.6 38.457 345 0 160.63 43.9854026 59.25967589 48.83407274 57.84970994 43.8656558 68.9976109
tr|B5DF63|B5DF63_RAT Sarcolemmal membrane-associated protein OS=Rattus norvegicus OX=10116 GN=Slmap PE=1 SV=1;tr|D3ZKE6|D3ZKE6_RAT Sarcolemma associated protein (Predicted) OS=Rattus norvegicus OX=10116 GN=Slmap PE=1 SV=1;tr|A0A0G2JWA5|A0A0G2JWA5_RAT SarcoSarcolemmal membrane-associated proteinSlmap 10 15.1 86.02 749 0 140.18 14.26209169 13.77938007 12.25311238 12.38518929 14.30316236 16.48233363
tr|A0A0G2K484|A0A0G2K484_RAT Myosin-4 OS=Rattus norvegicus OX=10116 GN=Myh1 PE=1 SV=1;tr|F1LMU0|F1LMU0_RAT Myosin-4 OS=Rattus norvegicus OX=10116 GN=Myh4 PE=1 SV=1;sp|Q29RW1|MYH4_RAT Myosin-4 OS=Rattus norvegicus OX=10116 GN=Myh4 PE=1 SV=1Myosin-4 (Myosin heavy chain 2b) (MyHC-2b) (Myosin heavy chain 4)Myh4 74 29.5 222.69 1938 0 323.31 6727.657338 5435.838835 8516.804987 7256.5969 6028.231237 5084.6013
tr|G3V9W4|G3V9W4_RAT RCG59854, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Xpnpep3 PE=1 SV=1;sp|B5DEQ3|XPP3_RAT Xaa-Pro aminopeptidase 3 OS=Rattus norvegicus OX=10116 GN=Xpnpep3 PE=1 SV=1Xaa-Pro aminopeptidase 3 (X-Pro aminopeptidase 3) (EC 3.4.11.9) (Aminopeptidase P3) (APP3)Xpnpep3 4 13.2 56.484 506 0 6.457 0.219209543 0.281362532 0.330879772 0.297114342 0.226913453 0.503451321
tr|M0RDK9|M0RDK9_RAT Acyl-CoA dehydrogenase family, member 8 OS=Rattus norvegicus OX=10116 GN=Acad8 PE=1 SV=2Acyl-CoA dehydrogenase family, member 8Acad8 9 27.5 45.155 411 0 55.519 16.29559122 15.17276726 13.75376418 14.44570446 13.19383407 15.51003546
tr|D3ZVN7|D3ZVN7_RAT Protoporphyrinogen oxidase OS=Rattus norvegicus OX=10116 GN=Ppox PE=1 SV=1Protoporphyrinogen oxidase (EC 1.3.3.4)Ppox 3 8.2 50.784 477 0 7.4817 1.745407886 1.992449889 1.991508097 1.672122991 1.790133366 2.002405927
tr|O89035|O89035_RAT Mitochondrial dicarboxylate carrier OS=Rattus norvegicus OX=10116 GN=Slc25a10 PE=1 SV=1Mitochondrial dicarboxylate carrier (Solute carrier family 25 (Mitochondrial carrier dicarboxylate transporter), member 10) (Solute carrier family 25 (Mitochondrial carrier; dicarboxylate transporter), member 10, isoform CRA_b) (Solute carrier family 25 member 10)Slc25a10 3 17.1 31.454 286 0 72.412 1.728600032 1.530554131 1.636126674 1.697028348 1.529276733 1.981578223
tr|D3ZD31|D3ZD31_RAT Mannose receptor, C type 1 OS=Rattus norvegicus OX=10116 GN=Mrc1 PE=1 SV=3Mannose receptor, C type 1Mrc1 18 13.4 164.99 1456 0 117.15 16.2654876 19.9852097 17.67393686 14.77478964 18.76096871 17.09192496
sp|P13852|PRIO_RAT Major prion protein OS=Rattus norvegicus OX=10116 GN=Prnp PE=1 SV=2Major prion protein (PrP) (CD antigen CD230)Prnp 2 8.7 27.804 254 0 6.5278 0.814052057 0.970435189 0.954864603 1.006009203 0.865513358 1.010936105
tr|F1LQZ0|F1LQZ0_RAT Transmembrane protein 65 OS=Rattus norvegicus OX=10116 GN=Tmem65 PE=4 SV=1Transmembrane protein 65Tmem65 8 27 27.733 259 0 72.344 20.24117234 16.43436755 15.98438863 16.82156804 18.2173601 13.70158117
sp|P80432|COX7C_RAT Cytochrome c oxidase subunit 7C, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cox7c PE=1 SV=2Cytochrome c oxidase subunit 7C, mitochondrial (Cytochrome c oxidase polypeptide VIIIA) (Cytochrome c oxidase polypeptide VIIc)Cox7c 3 31.7 7.3746 63 0 15.253 72.74539767 63.16392407 58.34750079 60.54928344 61.01035962 63.10286272
sp|P10252|CD48_RAT CD48 antigen OS=Rattus norvegicus OX=10116 GN=Cd48 PE=1 SV=1CD48 antigen (BCM1 surface antigen) (BLAST-1) (MRC OX-45 surface antigen) (SLAM family member 2) (SLAMF2) (Signaling lymphocytic activation molecule 2) (CD antigen CD48)Cd48 4 19.6 27.679 240 0 20.655 3.002334366 3.487021758 2.899857525 3.126010549 4.034082852 3.010466793
tr|F1M1J2|F1M1J2_RAT Nebulin OS=Rattus norvegicus OX=10116 GN=Neb PE=1 SV=3Nebulin Neb 12 1.9 623.38 5375 0 93.578 19.64160858 15.11106928 21.49119987 17.15961198 16.8076449 18.02358372
tr|B0BMT9|B0BMT9_RAT Sqrdl protein OS=Rattus norvegicus OX=10116 GN=Sqor PE=1 SV=1Sqrdl protein (Sulfide quinone oxidoreductase) (Sulfide quinone reductase-like (Yeast), isoform CRA_a)Sqor 8 26.9 50.201 450 0 38.563 3.884922331 5.007408062 4.063102793 4.487383963 4.246295143 5.107765771
sp|P18886|CPT2_RAT Carnitine O-palmitoyltransferase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cpt2 PE=1 SV=1;tr|G3V7N5|G3V7N5_RAT Carnitine O-palmitoyltransferase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cpt2 PE=1 SV=1Carnitine O-palmitoyltransferase 2, mitochondrial (EC 2.3.1.21) (Carnitine palmitoyltransferase II) (CPT II)Cpt2 34 58.7 74.109 658 0 323.31 147.5378415 137.9912343 142.0107825 127.8056931 122.2580087 154.8158786
tr|D3ZFD2|D3ZFD2_RAT Polypeptide N-acetylgalactosaminyltransferase OS=Rattus norvegicus OX=10116 GN=Galnt2 PE=1 SV=1;tr|A0A0G2JU25|A0A0G2JU25_RAT Polypeptide N-acetylgalactosaminyltransferase OS=Rattus norvegicus OX=10116 GN=Galnt2 PE=1 SV=1Polypeptide N-acetylgalactosaminyltransferase (EC 2.4.1.-) (Protein-UDP acetylgalactosaminyltransferase)Galnt2 3 9.5 53.783 473 0 4.7179 1.057590342 1.068510298 1.135939899 1.242819135 1.212818861 0.987781794
sp|P60203|MYPR_RAT Myelin proteolipid protein OS=Rattus norvegicus OX=10116 GN=Plp1 PE=1 SV=2Myelin proteolipid protein (PLP) (Lipophilin)Plp1 3 11.2 30.077 277 0 10.157 1.218343673 1.257651626 1.254812012 1.095357919 1.97112052 1.258806101
tr|D3ZLF0|D3ZLF0_RAT GTP-binding protein 6 (putative) OS=Rattus norvegicus OX=10116 GN=Gtpbp6 PE=1 SV=1GTP-binding protein 6 (putative) (Putative GTP-binding protein 6-like)Gtpbp6 2 5.8 56.551 513 0 12.165 0.252825252 0.31343561 0.277572558 0.260496897 0.253036867 0.53867554
sp|Q7TP48|APMAP_RAT Adipocyte plasma membrane-associated protein OS=Rattus norvegicus OX=10116 GN=Apmap PE=2 SV=2;tr|A0A0G2K6G2|A0A0G2K6G2_RAT Adipocyte plasma membrane-associated protein OS=Rattus norvegicus OX=10116 GN=Apmap PE=1 SV=1;tr|D3ZGQ3|D3ZGQ3_RAAdipocyte plasma membrane-associated proteinApmap 8 23.9 42.062 376 0 26.26 3.116477258 3.757456344 3.559028319 3.316891897 3.550605548 4.247937197
tr|F1LRR4|F1LRR4_RAT WD repeat domain 62 OS=Rattus norvegicus OX=10116 GN=Wdr62 PE=1 SV=3;tr|A0A0G2K8E8|A0A0G2K8E8_RAT WD repeat domain 62 OS=Rattus norvegicus OX=10116 GN=NEWGENE_1306714 PE=1 SV=1;tr|F1M5K2|F1M5K2_RAT WD repeat domain 62 OS=Rattus norvegiWD repeat domain 62 Wdr62 2 2.1 169.48 1551 0.0048614 2.405 4.406467547 4.696598317 5.089684007 4.550573095 4.106510071 8.819872187
tr|D4AAE9|D4AAE9_RAT CDGSH iron sulfur domain 2 OS=Rattus norvegicus OX=10116 GN=Cisd2 PE=1 SV=1CDGSH iron sulfur domain 2 (Similar to RIKEN cDNA 1500009M05 (Predicted))Cisd2 7 45.9 15.293 135 0 64.785 14.83004665 19.74286004 18.86540225 18.08535068 17.78322822 21.3651602
tr|A0A0G2K0Z7|A0A0G2K0Z7_RAT Glycerol-3-phosphate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gpd2 PE=1 SV=1;sp|P35571|GPDM_RAT Glycerol-3-phosphate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gpd2 PE=1 SV=1;tr|A0A0G2K1FGlycerol-3-phosphate dehydrogenase, mitochondrial (GPD-M) (GPDH-M) (EC 1.1.5.3)Gpd2 40 73.9 69.061 614 0 323.31 198.5684946 150.0544233 126.3913802 190.0033886 181.3970172 152.7026287
tr|D3ZTT7|D3ZTT7_RAT Sad1 and UNC84 domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Sun2 PE=1 SV=1Sad1 and UNC84 domain-containing 2 (Similar to SUN2 (Predicted), isoform CRA_a)Sun2 5 7.8 81.526 730 0 14.105 7.181218545 8.837618664 8.479757503 8.589660627 7.958904687 9.175263934
sp|Q62920|PDLI5_RAT PDZ and LIM domain protein 5 OS=Rattus norvegicus OX=10116 GN=Pdlim5 PE=1 SV=2PDZ and LIM domain protein 5 (Enigma homolog) (Enigma-like PDZ and LIM domains protein)Pdlim5 6 11.5 63.201 591 0 89.729 6.448195399 6.938308046 8.288574189 7.564778299 6.788636143 9.007727916
tr|Q642E2|Q642E2_RAT 60S ribosomal protein L28 OS=Rattus norvegicus OX=10116 GN=Rpl28 PE=2 SV=1;tr|D3ZJD3|D3ZJD3_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1;tr|D3ZEI0|D3ZEI0_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 60S ribosomal protein L28 Rpl28 8 40.9 15.733 137 0 31.725 16.81688557 15.05085205 15.76164635 18.16239603 19.92206925 13.63046218
tr|M0R5U4|M0R5U4_RAT Adenylate cyclase 9 OS=Rattus norvegicus OX=10116 GN=Adcy9 PE=1 SV=2Adenylate cyclase 9 (Adenylate cyclase 9 (Predicted), isoform CRA_b)Adcy9 3 1.9 151 1354 0 5.1815 0.395345824 0.413638066 0.484727454 0.415967246 0.419004675 0.582952191
tr|A0A096MJV9|A0A096MJV9_RAT Phosphorylase b kinase regulatory subunit OS=Rattus norvegicus OX=10116 GN=Phka1 PE=1 SV=1;tr|F1LLZ7|F1LLZ7_RAT Phosphorylase b kinase regulatory subunit OS=Rattus norvegicus OX=10116 GN=Phka1 PE=1 SV=3;tr|A0A096MJF7|A0A096MJF7Phosphorylase b kinase regulatory subunit alpha, skeletal muscle isoform (Phosphorylase kinase alpha M subunit)Phka1 15 16.7 132.47 1182 0 174.55 35.42744517 33.97535008 27.76091485 30.23761217 34.07207204 26.62898135
sp|P04639|APOA1_RAT Apolipoprotein A-I OS=Rattus norvegicus OX=10116 GN=Apoa1 PE=1 SV=2Apolipoprotein A-I (Apo-AI) (ApoA-I) (Apolipoprotein A1) [Cleaved into: Proapolipoprotein A-I (ProapoA-I)]Apoa1 11 51.4 30.062 259 0 91.89 14.87169 13.30899467 12.41776786 14.06167222 15.20755883 13.14990102
tr|D3ZCR3|D3ZCR3_RAT High mobility group protein B1 pseudogene OS=Rattus norvegicus OX=10116 GN=LOC108349189 PE=4 SV=2;tr|A0A0G2K6P4|A0A0G2K6P4_RAT High-mobility group (nonhistone chromosomal) protein 1-like 1 OS=Rattus norvegicus OX=10116 GN=Hmg1l1 PE=4 SHigh mobility group protein B1 (Amphoterin) (Heparin-binding protein p30) (High mobility group protein 1) (HMG-1)Hmgb1 4 26.8 24.677 213 0 9.9608 4.667114723 4.068660956 4.588399529 4.860187896 5.820063653 3.86237068
sp|P63039|CH60_RAT 60 kDa heat shock protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hspd1 PE=1 SV=160 kDa heat shock protein, mitochondrial (EC 5.6.1.7) (60 kDa chaperonin) (Chaperonin 60) (CPN60) (HSP-65) (Heat shock protein 60) (HSP-60) (Hsp60) (Mitochondrial matrix protein P1)Hspd1 46 82.9 60.955 573 0 323.31 313.4439085 283.9735909 283.2623202 305.8939288 266.2172184 380.0192364
tr|F1M5N4|F1M5N4_RAT Malic enzyme OS=Rattus norvegicus OX=10116 GN=Me3 PE=3 SV=2;tr|A0A0G2K4C6|A0A0G2K4C6_RAT Malic enzyme OS=Rattus norvegicus OX=10116 GN=Me3 PE=3 SV=1Malic enzyme Me3 16 34.2 67.208 605 0 116.55 19.58290652 19.77938524 20.0362857 21.46817906 18.21574222 22.36793794
sp|Q64361|LXN_RAT Latexin OS=Rattus norvegicus OX=10116 GN=Lxn PE=1 SV=1Latexin (Endogenous carboxypeptidase inhibitor) (ECI) (Tissue carboxypeptidase inhibitor) (TCI)Lxn 2 12.1 25.58 223 0.0015091 2.7403 0.530877338 0.279901524 0.416381706 0.419043088 0.59753804 0.396325805
tr|F1M8Y4|F1M8Y4_RAT DEP domain-containing MTOR-interacting protein OS=Rattus norvegicus OX=10116 GN=Deptor PE=1 SV=2DEP domain-containing MTOR-interacting protein (RCG59709)Deptor 2 4.9 46.226 409 0.0015345 2.9099 1.028440004 0.841461731 0.758421461 0.740770135 0.812446802 0.895459187
sp|Q5PQQ1|GTPB3_RAT tRNA modification GTPase GTPBP3, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gtpbp3 PE=2 SV=1tRNA modification GTPase GTPBP3, mitochondrial (GTP-binding protein 3)Gtpbp3 5 15.7 52.017 492 0 55.397 2.277288678 2.289093777 2.3909806 2.446697519 2.061074802 3.056694136
tr|A0A0G2KA25|A0A0G2KA25_RAT Transmembrane 9 superfamily member OS=Rattus norvegicus OX=10116 GN=Tm9sf4 PE=1 SV=1;sp|Q4KLL4|TM9S4_RAT Transmembrane 9 superfamily member 4 OS=Rattus norvegicus OX=10116 GN=Tm9sf4 PE=2 SV=1Transmembrane 9 superfamily member 4Tm9sf4 3 4.7 74.728 643 0 4.9633 1.137716144 1.411945934 1.651311569 1.823645512 1.478097707 1.305439838
tr|Q5U2X8|Q5U2X8_RAT Acyl-CoA thioesterase 9 OS=Rattus norvegicus OX=10116 GN=Acot9 PE=1 SV=1Acyl-CoA thioesterase 9 (Similar to acyl-CoA thioesterase, isoform CRA_b)Acot9 8 20.3 50.443 439 0 14.11 4.191126318 7.77295832 5.558952141 7.255402399 4.593654576 8.714311288
tr|D3ZA38|D3ZA38_RAT Myosin binding protein C, fast-type (Predicted) OS=Rattus norvegicus OX=10116 GN=Mybpc2 PE=1 SV=1Myosin binding protein C, fast-type (Predicted) (Myosin-binding protein C2)Mybpc2 60 56 128.93 1153 0 323.31 181.720502 190.2222763 222.8886422 227.5943523 257.7556915 167.3734601
tr|G3V6E1|G3V6E1_RAT Myosin-4 OS=Rattus norvegicus OX=10116 GN=Myh2 PE=1 SV=3Myosin heavy chain 2 Myh2 26 14.6 219.57 1916 0 323.31 160.9038488 130.0840212 163.8733719 160.1946025 142.6325459 181.6175775
sp|Q5RK00|RM46_RAT 39S ribosomal protein L46, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl46 PE=2 SV=139S ribosomal protein L46, mitochondrial (L46mt) (MRP-L46)Mrpl46 2 8.7 31.673 277 0 4.3976 0.826896268 0.999260485 1.122904673 0.941207494 0.979789811 1.299343924
tr|G3V936|G3V936_RAT Citrate synthase OS=Rattus norvegicus OX=10116 GN=Cs PE=1 SV=1;sp|Q8VHF5|CISY_RAT Citrate synthase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Cs PE=1 SV=1Citrate synthase, mitochondrial (EC 2.3.3.1) (Citrate (Si)-synthase)Cs 25 53.6 51.83 466 0 323.31 462.9685889 438.0161717 447.6525274 476.4269422 400.4367738 577.5369878
tr|A0A0G2K5P5|A0A0G2K5P5_RAT Myomesin 1 OS=Rattus norvegicus OX=10116 GN=Myom1 PE=1 SV=1Myomesin 1 Myom1 38 28.3 187.6 1688 0 323.31 46.85728795 44.32679038 58.69510681 54.89869387 49.73749171 54.58483984
tr|D3Z8B0|D3Z8B0_RAT Cytochrome c oxidase assembly factor COX16 OS=Rattus norvegicus OX=10116 GN=Cox16 PE=1 SV=1Cytochrome c oxidase assembly protein COX16 homolog, mitochondrialCox16 3 31.1 12.252 106 0 11.208 3.727781434 4.072609626 3.71700611 3.322386604 4.107480801 3.586936996
sp|P85834|EFTU_RAT Elongation factor Tu, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tufm PE=1 SV=1Elongation factor Tu, mitochondrialTufm 32 72.1 49.522 452 0 323.31 244.7675168 237.6507475 222.9389536 224.6917136 210.1899378 246.7219318
sp|Q6MG08|ABCF1_RAT ATP-binding cassette sub-family F member 1 OS=Rattus norvegicus OX=10116 GN=Abcf1 PE=1 SV=1ATP-binding cassette sub-family F member 1 (ATP-binding cassette 50)Abcf1 5 6.8 95.251 839 0 10.756 1.147750684 0.92640751 0.992918315 0.969099105 1.076377413 1.194697412
tr|Q642E3|Q642E3_RAT CDK5 regulatory subunit associated protein 3, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Cdk5rap3 PE=1 SV=1;sp|Q9JLH7|CK5P3_RAT CDK5 regulatory subunit-associated protein 3 OS=Rattus norvegicus OX=10116 GN=Cdk5rap3 PE=1 SV=1CDK5 regulatory subunit-associated protein 3 (CDK5 activator-binding protein C53)Cdk5rap3 2 4.2 57.134 504 0.0010852 3.7643 0.229163807 0.309694245 0.259373554 0.189113485 0.311426256 0.214322152
tr|Q5XIU4|Q5XIU4_RAT B-cell receptor-associated protein 29 OS=Rattus norvegicus OX=10116 GN=Bcap29 PE=1 SV=1B-cell receptor-associated protein (BCR-associated protein)Bcap29 11 32.8 28.234 241 0 33.169 9.585494327 12.19448236 13.28175179 9.269929258 10.80745697 12.3493044
tr|Q5M7T5|Q5M7T5_RAT Serine (Or cysteine) peptidase inhibitor, clade C (Antithrombin), member 1 OS=Rattus norvegicus OX=10116 GN=Serpinc1 PE=1 SV=1Antithrombin-III (Serpin C1)Serpinc1 3 11.8 52.233 465 0 17.531 3.755125556 1.739438812 2.374011937 3.532439701 2.90404566 2.684335431
tr|F1M6D0|F1M6D0_RAT Mitochondrial ribosomal protein S6 OS=Rattus norvegicus OX=10116 GN=Mrps6 PE=1 SV=2Mitochondrial ribosomal protein S6 (RCG58764)Mrps6 3 26.4 14.341 125 0 9.0698 4.295987261 4.352817172 3.283413331 3.706896652 3.274325099 4.147354627
tr|Q6IMX8|Q6IMX8_RAT Acyl-CoA thioesterase 2 OS=Rattus norvegicus OX=10116 GN=Acot2 PE=1 SV=1;sp|O55171|ACOT2_RAT Acyl-coenzyme A thioesterase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acot2 PE=1 SV=1;sp|O88267|ACOT1_RAT Acyl-coenzyme A thioesterasAcyl-coenzyme A thioesterase 2, mitochondrial (Acyl-CoA thioesterase 2) (EC 3.1.2.2) (ARTISt/p43) (Acyl coenzyme A thioester hydrolase) (MTE-I) (Very-long-chain acyl-CoA thioesterase)Acot2 10 28.5 49.628 453 0 318.69 21.7232739 24.98718834 26.9554751 25.42735444 20.13778696 40.60487863
tr|A0A0G2K7B6|A0A0G2K7B6_RAT Dysferlin OS=Rattus norvegicus OX=10116 GN=Dysf PE=1 SV=1;tr|D4A6X1|D4A6X1_RAT Dysferlin OS=Rattus norvegicus OX=10116 GN=Dysf PE=1 SV=2Dysferlin Dysf 88 44.3 242.46 2134 0 323.31 263.4367784 341.6537985 331.95918 241.9343434 245.7348225 362.5544447
sp|Q9WVJ4|SYJ2B_RAT Synaptojanin-2-binding protein OS=Rattus norvegicus OX=10116 GN=Synj2bp PE=1 SV=2Synaptojanin-2-binding protein (Mitochondrial outer membrane protein 25) (NPW16)Synj2bp 5 51 15.825 145 0 85.94 8.402923789 7.74087537 6.533163763 6.922136467 7.828934771 6.732733065
sp|Q9EPB1|DPP2_RAT Dipeptidyl peptidase 2 OS=Rattus norvegicus OX=10116 GN=Dpp7 PE=1 SV=1Dipeptidyl peptidase 2 (EC 3.4.14.2) (Dipeptidyl aminopeptidase II) (Dipeptidyl peptidase 7) (Dipeptidyl peptidase II) (DPP II) (Quiescent cell proline dipeptidase)Dpp7 7 17.4 55.114 500 0 48.223 6.172245549 5.205828766 6.158572534 5.910154756 5.397796247 7.640719354
sp|Q63704|CPT1B_RAT Carnitine O-palmitoyltransferase 1, muscle isoform OS=Rattus norvegicus OX=10116 GN=Cpt1b PE=1 SV=1Carnitine O-palmitoyltransferase 1, muscle isoform (CPT1-M) (EC 2.3.1.21) (Carnitine O-palmitoyltransferase I, muscle isoform) (CPT I) (CPTI-M) (Carnitine palmitoyltransferase 1B) (Carnitine palmitoyltransferase I-like protein)Cpt1b 29 44 88.216 772 0 323.31 103.2503992 114.2547874 94.33844566 88.81716255 99.67236511 108.5986958
sp|Q641Y2|NDUS2_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufs2 PE=1 SV=1NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial (EC 7.1.1.2) (Complex I-49kD) (CI-49kD) (NADH-ubiquinone oxidoreductase 49 kDa subunit)Ndufs2 35 74.1 52.561 463 0 323.31 366.7524022 360.9726701 324.6182896 380.0784474 351.9326481 350.2711794
tr|A0A0G2JYY6|A0A0G2JYY6_RAT Coenzyme Q10A OS=Rattus norvegicus OX=10116 GN=Coq10a PE=4 SV=1;tr|D3ZX74|D3ZX74_RAT Coenzyme Q10 homolog A (Yeast) (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Coq10a PE=4 SV=1Coenzyme Q10A Coq10a 9 53.4 23.331 204 0 61.653 31.09503253 38.87120819 37.2318069 35.28915921 34.00627814 46.3665327
tr|D3ZDX7|D3ZDX7_RAT Mitochondrial ribosomal protein L48 OS=Rattus norvegicus OX=10116 GN=Mrpl48 PE=1 SV=1Mitochondrial ribosomal protein L48 (Mitochondrial ribosomal protein L48 (Predicted), isoform CRA_c)Mrpl48 4 17.1 24.019 211 0 8.9966 2.43563372 2.340229063 1.927200982 2.076999291 2.154588427 2.163033243
tr|D3ZXK4|D3ZXK4_RAT Abhydrolase domain-containing 11 OS=Rattus norvegicus OX=10116 GN=Abhd11 PE=1 SV=1Abhydrolase domain-containing 11Abhd11 4 20.2 33.215 307 0 90.584 8.009569822 6.34896894 5.834750079 6.313537929 7.820306062 7.516362722
tr|Q7TP91|Q7TP91_RAT Ab1-205 OS=Rattus norvegicus OX=10116 GN=Surf4 PE=1 SV=1;sp|Q9QXU2|SURF1_RAT Surfeit locus protein 1 OS=Rattus norvegicus OX=10116 GN=Surf1 PE=2 SV=1Surfeit locus protein 1 Surf1 6 14.2 83.262 733 0 93.388 6.633834389 6.043934127 6.287095288 6.419251315 6.568604085 6.324103675
tr|M0RAD5|M0RAD5_RAT ATP-dependent Clp protease proteolytic subunit OS=Rattus norvegicus OX=10116 GN=Clpp PE=1 SV=1ATP-dependent Clp protease proteolytic subunit (EC 3.4.21.92)Clpp 5 25 29.722 272 0 135.71 6.619786033 7.107607303 6.325057525 6.745947489 6.023377588 9.142346002
sp|Q6TEK3|VKORL_RAT Vitamin K epoxide reductase complex subunit 1-like protein 1 OS=Rattus norvegicus OX=10116 GN=Vkorc1l1 PE=1 SV=1Vitamin K epoxide reductase complex subunit 1-like protein 1 (VKORC1-like protein 1) (EC 1.17.4.4)Vkorc1l1 3 15.9 19.778 176 0 7.6988 3.165245122 3.9500034 3.96645917 3.474924451 4.260963947 3.973519499
sp|P63031|MPC1_RAT Mitochondrial pyruvate carrier 1 OS=Rattus norvegicus OX=10116 GN=Mpc1 PE=3 SV=1Mitochondrial pyruvate carrier 1 (Apoptosis-regulating basic protein) (Brain protein 44-like protein)Mpc1 4 40.4 12.454 109 0 6.528 83.5425627 64.27942355 52.54339492 62.06032789 74.13138896 40.48905627
tr|B5DF57|B5DF57_RAT Erythrocyte membrane protein band 4.2 OS=Rattus norvegicus OX=10116 GN=Epb42 PE=1 SV=1Erythrocyte membrane protein band 4.2 (Erythrocyte protein band 4.2) (Erythrocyte protein band 4.2 (Predicted))Epb42 21 30.2 76.5 689 0 269.98 36.84231531 42.86676938 35.45627192 39.96802177 52.58388681 33.60270619
sp|Q2TA68|OPA1_RAT Dynamin-like 120 kDa protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Opa1 PE=1 SV=1Dynamin-like 120 kDa protein, mitochondrial (EC 3.6.5.5) (Optic atrophy protein 1 homolog) [Cleaved into: Dynamin-like 120 kDa protein, form S1]Opa1 35 40.4 111.31 960 0 323.31 78.22425651 71.59433606 66.88214345 75.6537555 75.69534232 71.7895392
tr|B0BNJ4|B0BNJ4_RAT ETHE1, persulfide dioxygenase OS=Rattus norvegicus OX=10116 GN=Ethe1 PE=1 SV=1ETHE1, persulfide dioxygenase (Ethylmalonic encephalopathy 1) (Ethylmalonic encephalopathy 1 (Predicted))Ethe1 6 39.8 27.676 254 0 46.947 10.70284036 11.12241826 12.6240446 11.44213032 10.01469441 17.02690189



sp|P70584|ACDSB_RAT Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acadsb PE=1 SV=1;tr|A0A0A0MY00|A0A0A0MY00_RAT Short/branched chain-specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial (SBCAD) (EC 1.3.8.5) (2-methyl branched chain acyl-CoA dehydrogenase) (2-MEBCAD) (2-methylbutyryl-coenzyme A dehydrogenase) (2-methylbutyryl-CoA dehydrogenase)Acadsb 12 40 47.823 432 0 167.06 14.43669269 14.77493868 24.92015035 13.3557218 18.79224778 15.29871046
sp|Q6PCT8|DHSD_RAT Succinate dehydrogenase [ubiquinone] cytochrome b small subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sdhd PE=2 SV=1Succinate dehydrogenase [ubiquinone] cytochrome b small subunit, mitochondrial (CybS) (CII-4) (QPs3) (Succinate dehydrogenase complex subunit D) (Succinate-ubiquinone oxidoreductase cytochrome b small subunit) (Succinate-ubiquinone reductase membrane anchor subunit)Sdhd 2 5 16.976 159 0.0015448 2.9584 32.88569619 33.80210215 33.59703706 33.25850658 35.04495889 28.1448318
tr|D3ZQP6|D3ZQP6_RAT Sema domain, immunoglobulin domain (Ig), and GPI membrane anchor, (Semaphorin) 7A (Predicted) OS=Rattus norvegicus OX=10116 GN=Sema7a PE=1 SV=1Sema domain, immunoglobulin domain (Ig), and GPI membrane anchor, (Semaphorin) 7A (Predicted) (Semaphorin 7A (John Milton Hagen blood group))Sema7a 4 10.1 75.143 666 0 17.41 1.817606401 2.075569408 2.421899241 2.335907501 2.129457315 2.177765034
tr|F1M983|F1M983_RAT Complement factor H OS=Rattus norvegicus OX=10116 GN=Cfh PE=1 SV=1;tr|G3V9R2|G3V9R2_RAT Complement factor H OS=Rattus norvegicus OX=10116 GN=Cfh PE=1 SV=1;tr|Q5XJW6|Q5XJW6_RAT Cfh protein OS=Rattus norvegicus OX=10116 GN=Cfh PE=1 SV=1Complement factor H Cfh 2 2.4 140.01 1234 0 5.5016 1.662823622 1.694966908 1.705647879 1.630972413 1.516495459 2.4544179
tr|E9PT51|E9PT51_RAT DNA polymerase delta-interacting protein 2 OS=Rattus norvegicus OX=10116 GN=Poldip2 PE=1 SV=3DNA polymerase delta-interacting protein 2 (DNA-directed polymerase delta interacting protein 2)Poldip2 6 20.4 41.797 368 0 14.24 4.602893667 5.526658262 6.006723586 4.811511958 4.68344707 5.752205407
sp|P07632|SODC_RAT Superoxide dismutase [Cu-Zn] OS=Rattus norvegicus OX=10116 GN=Sod1 PE=1 SV=2Superoxide dismutase [Cu-Zn] (EC 1.15.1.1)Sod1 6 40.9 15.911 154 0 47.431 18.93818733 18.34897927 25.20097943 18.63243239 24.747135 23.95693935
tr|F1LSP2|F1LSP2_RAT Acyl-CoA dehydrogenase family, member 10 OS=Rattus norvegicus OX=10116 GN=Acad10 PE=1 SV=2;tr|M0R6F2|M0R6F2_RAT Acyl-CoA dehydrogenase family, member 10 OS=Rattus norvegicus OX=10116 GN=Acad10 PE=1 SV=1Acyl-CoA dehydrogenase family, member 10Acad10 7 7.3 119.19 1069 0 21.429 1.977807832 2.040475597 2.017532811 2.121195848 1.820927068 2.387362853
tr|F1LNV5|F1LNV5_RAT Calcium uptake protein 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Micu1 PE=1 SV=2;sp|Q6P6Q9|MICU1_RAT Calcium uptake protein 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Micu1 PE=2 SV=1;tr|A0A0G2K0T5|A0A0G2K0T5_RAT Calcium Calcium uptake protein 1, mitochondrial (Calcium-binding atopy-related autoantigen 1 homolog)Micu1 6 13.2 54.226 477 0 21.42 5.784410578 5.699412606 5.282696826 4.343446526 4.982863243 6.361288747
tr|B0BMW2|B0BMW2_RAT 3-hydroxyacyl-CoA dehydrogenase type-2 OS=Rattus norvegicus OX=10116 GN=Hsd17b10 PE=1 SV=1;sp|O70351|HCD2_RAT 3-hydroxyacyl-CoA dehydrogenase type-2 OS=Rattus norvegicus OX=10116 GN=Hsd17b10 PE=1 SV=33-hydroxyacyl-CoA dehydrogenase type-2 (EC 1.1.1.35) (17-beta-estradiol 17-dehydrogenase) (EC 1.1.1.62) (2-methyl-3-hydroxybutyryl-CoA dehydrogenase) (MHBD) (3-alpha-(17-beta)-hydroxysteroid dehydrogenase (NAD(+))) (EC 1.1.1.239) (3-hydroxy-2-methylbutyryl-CoA dehydrogenase) (EC 1.1.1.178) (3-hydroxyacyl-CoA dehydrogenase type II) (3alpha(or 20beta)-hydroxysteroid dehydrogenase) (EC 1.1.1.53) (7-alpha-hydroxysteroid dehydrogenase) (EC 1.1.1.159) (Endoplasmic reticulum-associated amyloid beta-peptide-binding protein) (Mitochondrial ribonuclease P protein 2) (Mitochondrial RNase P protein 2) (Short chain dehydrogenase/reductase family 5C member 1) (Short-chain type dehydrogenase/reductase XH98G2) (Type II HADH)Hsd17b10 19 79.3 27.249 261 0 323.31 68.28002738 74.0671911 73.73821492 73.52157024 65.0712454 91.46105148
sp|Q62658|FKB1A_RAT Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Rattus norvegicus OX=10116 GN=Fkbp1a PE=1 SV=3Peptidyl-prolyl cis-trans isomerase FKBP1A (PPIase FKBP1A) (EC 5.2.1.8) (12 kDa FK506-binding protein) (12 kDa FKBP) (FKBP-12) (FK506-binding protein 1A) (FKBP-1A) (Immunophilin FKBP12) (Rotamase)Fkbp1a 2 25 11.922 108 0 117.23 7.933809045 8.753709411 10.38838901 9.354141617 9.214921018 9.801517429
tr|F1LM10|F1LM10_RAT Protein kinase C theta type OS=Rattus norvegicus OX=10116 GN=Prkcq PE=1 SV=1;sp|Q9WTQ0|KPCT_RAT Protein kinase C theta type OS=Rattus norvegicus OX=10116 GN=Prkcq PE=1 SV=2Protein kinase C theta type (EC 2.7.11.13) (nPKC-theta)Prkcq 9 17 81.777 707 0 70.262 10.08872651 9.761114029 10.10435829 9.969309914 10.39597545 8.655485725
sp|P01946|HBA_RAT Hemoglobin subunit alpha-1/2 OS=Rattus norvegicus OX=10116 GN=Hba1 PE=1 SV=3Hemoglobin subunit alpha-1/2 (Alpha-1/2-globin) (Hemoglobin alpha-1/2 chain)Hba1 2 7.7 15.328 142 0 323.31 139.2392769 148.0109862 120.5095203 120.5550687 197.5596662 132.7181928
sp|Q7TT47|SPG7_RAT Paraplegin OS=Rattus norvegicus OX=10116 GN=Spg7 PE=2 SV=2;tr|A0A2H2GPM9|A0A2H2GPM9_RAT Paraplegin OS=Rattus norvegicus OX=10116 GN=Spg7 PE=1 SV=1Paraplegin (EC 3.4.24.-) Spg7 9 13.1 86.102 781 0 108.73 3.49894375 3.745758407 3.430185401 3.248148333 3.607231445 3.576675542
sp|Q6PDU7|ATP5L_RAT ATP synthase subunit g, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5mg PE=1 SV=2ATP synthase subunit g, mitochondrial (ATPase subunit g) (ATP synthase membrane subunit g)Atp5mg 8 65 11.433 103 0 135.58 75.4998789 77.44824041 82.29115264 81.63820825 68.03736383 103.5594075
tr|A0A0G2K9Y5|A0A0G2K9Y5_RAT Histidine-rich glycoprotein OS=Rattus norvegicus OX=10116 GN=Hrg PE=1 SV=1;sp|Q99PS8|HRG_RAT Histidine-rich glycoprotein OS=Rattus norvegicus OX=10116 GN=Hrg PE=1 SV=1;tr|A0A0G2K3G0|A0A0G2K3G0_RAT Histidine-rich glycoprotein OSHistidine-rich glycoprotein (Histidine-proline-rich glycoprotein) (HPRG) (Histidine-rich glycoprotein 1) (HRG1)Hrg 5 9.3 57.926 515 0 13.305 9.105843316 7.033076143 11.52039547 8.848270212 9.032639559 12.60838072
tr|D4A9W3|D4A9W3_RAT D-glutamate cyclase OS=Rattus norvegicus OX=10116 GN=Dglucy PE=1 SV=1D-glutamate cyclase Dglucy 5 7.9 66.055 618 0 19.321 0.669303817 0.761402432 0.806308765 0.704158662 0.659826527 1.139630995
tr|F1LM47|F1LM47_RAT Succinate--CoA ligase [ADP-forming] subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sucla2 PE=1 SV=1Succinate--CoA ligase [ADP-forming] subunit beta, mitochondrial (EC 6.2.1.5) (ATP-specific succinyl-CoA synthetase subunit beta) (A-SCS) (Succinyl-CoA synthetase beta-A chain) (SCS-betaA)Sucla2 30 61.5 50.306 465 0 323.31 401.6274459 417.3202013 371.1746282 412.8973774 363.6407265 467.6987896
sp|P62632|EF1A2_RAT Elongation factor 1-alpha 2 OS=Rattus norvegicus OX=10116 GN=Eef1a2 PE=1 SV=1Elongation factor 1-alpha 2 (EF-1-alpha-2) (Eukaryotic elongation factor 1 A-2) (eEF1A-2) (Statin-S1)Eef1a2 13 29.4 50.454 463 0 299.78 176.2165568 174.4670801 145.7018096 182.8244343 263.9198249 121.2985152
tr|D4ADG2|D4ADG2_RAT IBA57, iron-sulfur cluster assembly OS=Rattus norvegicus OX=10116 GN=Iba57 PE=1 SV=1Iron-sulfur cluster assembly factor IBA57 (RCG34648)Iba57 6 27.4 38.673 358 0 117.29 2.86787153 3.226754999 3.08386003 3.125950824 2.50006033 4.653112236
sp|P15999|ATPA_RAT ATP synthase subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1a PE=1 SV=2;tr|F1LP05|F1LP05_RAT ATP synthase subunit alpha OS=Rattus norvegicus OX=10116 GN=Atp5f1a PE=1 SV=1;tr|A0A0G2K099|A0A0G2K099_RAT Uncharacterized ATP synthase subunit alpha, mitochondrial (ATP synthase F1 subunit alpha)Atp5f1a 52 68.9 59.753 553 0 323.31 4300.502804 3522.70787 3323.799663 4326.245704 3885.399425 3530.041805
tr|D4ACG2|D4ACG2_RAT IlvB (Bacterial acetolactate synthase)-like (Predicted), isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Ilvbl PE=1 SV=12-hydroxyacyl-CoA lyase 2 (Acetolactate synthase-like protein) (IlvB-like protein)Ilvbl 4 11.2 72.269 672 0 14.889 2.339854035 2.211946623 2.151498344 2.30037108 2.108694486 2.493228548
tr|A0A0G2JY53|A0A0G2JY53_RAT Myosin, heavy chain 15 OS=Rattus norvegicus OX=10116 GN=Myh15 PE=3 SV=1Myosin, heavy chain 15 Myh15 2 1 220.29 1915 0.0093284 2.0737 4.567371395 3.880309362 3.504005944 4.209304003 3.621414884 3.527908235
tr|D3ZQN6|D3ZQN6_RAT SH3 and cysteine rich domain 3 (Predicted) OS=Rattus norvegicus OX=10116 GN=Stac3 PE=4 SV=1SH3 and cysteine rich domain 3 (Predicted) (SH3 and cysteine-rich domain 3)Stac3 7 18.3 41.086 361 0 22.485 4.819388867 5.817872728 5.029310329 5.513938593 6.77677167 4.528552407
tr|Q99JC6|Q99JC6_RAT TAP-binding protein OS=Rattus norvegicus OX=10116 GN=Tapbp PE=1 SV=1;tr|A0A0U1RS43|A0A0U1RS43_RAT TAP-binding protein (Fragment) OS=Rattus norvegicus OX=10116 GN=Tapbp PE=1 SV=1TAP-binding protein (Tap-binding protein (Tapasin)) (Tapasin)Tapbp 2 5.6 50.044 464 0 5.9713 1.012535258 1.7116994 1.773659742 1.193486221 1.900203325 1.936163669
sp|O88177|PEX12_RAT Peroxisome assembly protein 12 OS=Rattus norvegicus OX=10116 GN=Pex12 PE=2 SV=1Peroxisome assembly protein 12 (Peroxin-12) (Peroxisome assembly factor 3) (PAF-3)Pex12 2 6.7 40.681 359 0.00054855 3.863 1.383311511 1.399705055 1.002431743 0.974593812 1.45808989 1.048395493
sp|P40241|CD9_RAT CD9 antigen OS=Rattus norvegicus OX=10116 GN=Cd9 PE=1 SV=2CD9 antigen (CD antigen CD9)Cd9 3 15.5 25.215 226 0 91.693 1.775611852 2.593931157 3.532454753 2.123405676 2.623612645 4.534038729
tr|A0A0H2UI06|A0A0H2UI06_RAT NADH dehydrogenase (ubiquinone) complex I, assembly factor 6 OS=Rattus norvegicus OX=10116 GN=Ndufaf6 PE=1 SV=1;sp|D3ZN43|NDUF6_RAT NADH dehydrogenase (ubiquinone) complex I, assembly factor 6 OS=Rattus norvegicus OX=10116 GN=NNADH dehydrogenase (ubiquinone) complex I, assembly factor 6Ndufaf6 3 11.9 38.124 329 0 7.7981 4.641125264 4.945216498 4.146665451 3.993397848 4.523114887 4.731647919
sp|P11960|ODBA_RAT 2-oxoisovalerate dehydrogenase subunit alpha, mitochondrial (Fragment) OS=Rattus norvegicus OX=10116 GN=Bckdha PE=1 SV=1;tr|F7EV94|F7EV94_RAT 2-oxoisovalerate dehydrogenase subunit alpha OS=Rattus norvegicus OX=10116 GN=Bckdha PE=1 SV=12-oxoisovalerate dehydrogenase subunit alpha, mitochondrial (EC 1.2.4.4) (Branched-chain alpha-keto acid dehydrogenase E1 component alpha chain) (BCKDE1A) (BCKDH E1-alpha) (Fragment)Bckdha 11 36.1 50.164 441 0 126.11 16.32720002 16.93831665 18.16698857 17.35013498 15.13637199 22.60263061
tr|B4F7C9|B4F7C9_RAT STT3A, catalytic subunit of the oligosaccharyltransferase complex OS=Rattus norvegicus OX=10116 GN=Stt3a PE=1 SV=1;tr|A0A0G2JWH5|A0A0G2JWH5_RAT STT3A, catalytic subunit of the oligosaccharyltransferase complex OS=Rattus norvegicus OX=1Dolichyl-diphosphooligosaccharide--protein glycotransferase (EC 2.4.99.18)Stt3a 3 4.4 80.597 705 0 4.5279 1.24764453 1.248569683 1.160272321 1.091416064 1.323967408 1.116568123
tr|A0A0G2KAM4|A0A0G2KAM4_RAT Fascin OS=Rattus norvegicus OX=10116 GN=Fscn1 PE=3 SV=1;sp|P85845|FSCN1_RAT Fascin OS=Rattus norvegicus OX=10116 GN=Fscn1 PE=1 SV=2Fascin Fscn1 2 5.3 53.881 492 0 5.6423 1.814295003 1.535736761 1.303065217 1.834754377 2.271561352 1.117888904
sp|P21913|SDHB_RAT Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Sdhb PE=2 SV=2Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial (EC 1.3.5.1) (Iron-sulfur subunit of complex II) (Ip)Sdhb 18 50.7 31.83 282 0 323.31 495.8718455 522.0142697 466.5696132 539.4906514 458.0873302 533.2806571
sp|Q5XIE6|HIBCH_RAT 3-hydroxyisobutyryl-CoA hydrolase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hibch PE=1 SV=23-hydroxyisobutyryl-CoA hydrolase, mitochondrial (EC 3.1.2.4) (3-hydroxyisobutyryl-coenzyme A hydrolase) (HIB-CoA hydrolase) (HIBYL-CoA-H)Hibch 12 35.6 43.024 385 0 81.978 23.07141435 24.13476905 23.75155378 23.51734646 20.25373522 33.64334561
tr|A0A0G2K913|A0A0G2K913_RAT 5-AMP-activated protein kinase subunit gamma-1 OS=Rattus norvegicus OX=10116 GN=Prkag1 PE=1 SV=1;sp|P80385|AAKG1_RAT 5-AMP-activated protein kinase subunit gamma-1 OS=Rattus norvegicus OX=10116 GN=Prkag1 PE=1 SV=3;tr|A0A0G2JV5'-AMP-activated protein kinase subunit gamma-1 (AMPK gamma1) (AMPK subunit gamma-1) (AMPKg)Prkag1 3 7.9 37.296 329 0 9.8549 3.322285673 3.430111541 3.20744312 3.03403393 4.28981619 3.25755448
tr|Q3KRE2|Q3KRE2_RAT Methyltransferase like 7A, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Mettl7a PE=1 SV=1Methyltransferase like 7A, isoform CRA_b (Methyltransferase-like 7A)Mettl7a 6 31.1 28.142 244 0 38.718 7.866577627 8.022711743 10.57774281 8.546061321 8.586643206 11.15856933
sp|Q6AYQ4|TM109_RAT Transmembrane protein 109 OS=Rattus norvegicus OX=10116 GN=Tmem109 PE=2 SV=1Transmembrane protein 109 (Mitsugumin-23) (Mg23)Tmem109 3 12.3 26.242 243 0 41.755 12.08309133 14.00840298 12.93002937 12.88807445 13.50284968 11.38716608
sp|P62246|RS15A_RAT 40S ribosomal protein S15a OS=Rattus norvegicus OX=10116 GN=Rps15a PE=1 SV=2;tr|D3ZZC7|D3ZZC7_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|D3ZLL8|D3ZLL8_RAT 40S ribosomal protein S15a-like OS=Rattus norvegicus 40S ribosomal protein S15aRps15a 6 40 14.839 130 0 9.7411 12.82514556 8.765555423 12.71551987 11.56038598 19.31536321 8.701611469
sp|Q3KRE0|ATAD3_RAT ATPase family AAA domain-containing protein 3 OS=Rattus norvegicus OX=10116 GN=Atad3 PE=1 SV=1ATPase family AAA domain-containing protein 3Atad3 15 27.4 66.758 591 0 323.31 15.193297 15.08639008 11.89635883 12.93943801 14.53505889 12.87050499
tr|B3DM90|B3DM90_RAT Ncstn protein OS=Rattus norvegicus OX=10116 GN=Ncstn PE=1 SV=1;sp|Q8CGU6|NICA_RAT Nicastrin OS=Rattus norvegicus OX=10116 GN=Ncstn PE=1 SV=1Nicastrin Ncstn 2 3.3 67.169 602 0.0010684 3.4409 0.531780447 0.529566102 0.491816788 0.457948003 0.572838363 0.460790088
tr|Q5U2Q8|Q5U2Q8_RAT Aspartate-beta-hydroxylase OS=Rattus norvegicus OX=10116 GN=Asph PE=1 SV=1;tr|A0A0G2KAD6|A0A0G2KAD6_RAT Aspartate-beta-hydroxylase OS=Rattus norvegicus OX=10116 GN=Asph PE=1 SV=1Aspartate-beta-hydroxylase (Asph protein)Asph 8 24.6 22.634 207 0 42.846 90.61189613 136.9892591 160.1000171 103.2228512 98.97128257 147.7039797
tr|G3V648|G3V648_RAT 1-acylglycerol-3-phosphate O-acyltransferase 3 OS=Rattus norvegicus OX=10116 GN=Agpat3 PE=1 SV=11-acylglycerol-3-phosphate O-acyltransferase 3 (1-acylglycerol-3-phosphate O-acyltransferase 3 (Predicted), isoform CRA_b)Agpat3 2 5.3 43.245 376 0 5.149 1.871592227 1.224433433 1.129765319 1.473298209 2.174704103 1.137497426
sp|P19643|AOFB_RAT Amine oxidase [flavin-containing] B OS=Rattus norvegicus OX=10116 GN=Maob PE=1 SV=3Amine oxidase [flavin-containing] B (EC 1.4.3.4) (Monoamine oxidase type B) (MAO-B)Maob 3 5.8 58.458 520 0 5.7103 3.893250999 6.135740721 4.816630327 4.219516991 3.585713604 5.741029566
sp|P83883|RL36A_RAT 60S ribosomal protein L36a OS=Rattus norvegicus OX=10116 GN=Rpl36a PE=1 SV=260S ribosomal protein L36a (60S ribosomal protein L44)Rpl36a 4 26.4 12.441 106 0 7.9713 4.123343001 3.817722931 4.121509752 4.567415567 5.346455433 3.142951309
tr|M0RAM5|M0RAM5_RAT Glutathione peroxidase OS=Rattus norvegicus OX=10116 GN=Gpx1 PE=1 SV=1;sp|P04041|GPX1_RAT Glutathione peroxidase 1 OS=Rattus norvegicus OX=10116 GN=Gpx1 PE=1 SV=4Glutathione peroxidase 1 (GPx-1) (GSHPx-1) (EC 1.11.1.9) (Cellular glutathione peroxidase)Gpx1 4 28.5 22.155 200 0 17.726 3.133285112 3.487515342 3.854539178 3.256330668 3.086758555 5.18518387
sp|Q68FQ0|TCPE_RAT T-complex protein 1 subunit epsilon OS=Rattus norvegicus OX=10116 GN=Cct5 PE=1 SV=1T-complex protein 1 subunit epsilon (TCP-1-epsilon) (CCT-epsilon)Cct5 10 24.2 59.536 541 0 69.041 5.606297494 4.775226223 5.040287361 5.113123599 6.717988595 4.595810651
sp|Q9ES71|GNPAT_RAT Dihydroxyacetone phosphate acyltransferase OS=Rattus norvegicus OX=10116 GN=Gnpat PE=1 SV=1Dihydroxyacetone phosphate acyltransferase (DAP-AT) (DHAP-AT) (EC 2.3.1.42) (Acyl-CoA:dihydroxyacetonephosphateacyltransferase) (Glycerone-phosphate O-acyltransferase)Gnpat 4 8.1 77.075 678 0 54.098 3.080603778 2.804839532 2.901138179 3.25388194 3.191165924 2.646439169
sp|Q641X9|RM09_RAT 39S ribosomal protein L9, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl9 PE=2 SV=139S ribosomal protein L9, mitochondrial (L9mt) (MRP-L9)Mrpl9 6 21.4 30.076 262 0 11.74 3.664262796 3.699805752 3.186586758 3.40044728 3.514257115 3.970471543
sp|P19527|NFL_RAT Neurofilament light polypeptide OS=Rattus norvegicus OX=10116 GN=Nefl PE=1 SV=3Neurofilament light polypeptide (NF-L) (68 kDa neurofilament protein) (Neurofilament triplet L protein)Nefl 2 3.7 61.335 542 0 7.8832 1.169074082 0.910563469 1.207565036 1.04208315 2.127192279 0.751991867
tr|F1LP21|F1LP21_RAT Translocase of inner mitochondrial membrane 8A1 OS=Rattus norvegicus OX=10116 GN=Timm8a1 PE=1 SV=3;sp|Q9WVA1|TIM8A_RAT Mitochondrial import inner membrane translocase subunit Tim8 A OS=Rattus norvegicus OX=10116 GN=Timm8a PE=1 SV=1;tr|Mitochondrial import inner membrane translocase subunit Tim8 A (Deafness dystonia protein 1 homolog)Timm8a 3 34.7 10.888 95 0 46.669 3.02732037 2.622805812 2.616329927 2.239332051 2.508581179 3.107493413
tr|D3ZG43|D3ZG43_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 3 (Predicted), isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Ndufs3 PE=1 SV=1Complex I-30kD (NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial) (NADH-ubiquinone oxidoreductase 30 kDa subunit)Ndufs3 23 56.4 30.226 264 0 323.31 223.2133249 229.4868708 200.8248071 239.7125705 206.3879133 225.396395
sp|Q99M64|P4K2A_RAT Phosphatidylinositol 4-kinase type 2-alpha OS=Rattus norvegicus OX=10116 GN=Pi4k2a PE=1 SV=1Phosphatidylinositol 4-kinase type 2-alpha (EC 2.7.1.67) (55 kDa type II phosphatidylinositol 4-kinase) (Phosphatidylinositol 4-kinase type II-alpha)Pi4k2a 3 6.9 54.304 478 0 6.5158 2.087334836 2.291512338 2.404153039 2.123883476 2.305860467 2.578063342
tr|D4A833|D4A833_RAT Mitochondrial ribosomal protein S30 OS=Rattus norvegicus OX=10116 GN=Mrps30 PE=1 SV=1Mitochondrial ribosomal protein S30 (Mitochondrial ribosomal protein S30 (Predicted), isoform CRA_a)Mrps30 5 17.3 50.001 440 0 76.548 3.086172947 3.832184938 3.285837426 3.576337633 2.706610031 4.896237579
sp|P0C2C0|RM22_RAT 39S ribosomal protein L22, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl22 PE=1 SV=1;tr|A0A0H2UHT3|A0A0H2UHT3_RAT 39S ribosomal protein L22, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrpl22 PE=1 SV=139S ribosomal protein L22, mitochondrial (L22mt) (MRP-L22)Mrpl22 2 13.6 24.039 206 0 15.481 0.336347746 0.413845371 0.329882691 0.351308878 0.349953438 0.338526386
tr|B2RZD1|B2RZD1_RAT Protein transport protein Sec61 subunit beta OS=Rattus norvegicus OX=10116 GN=Sec61b PE=1 SV=1Protein transport protein Sec61 subunit betaSec61b 3 37.5 9.9884 96 0 6.3936 3.669079375 3.223546704 4.184947852 3.97577895 4.245594061 3.376932782
sp|Q9WV97|TIM9_RAT Mitochondrial import inner membrane translocase subunit Tim9 OS=Rattus norvegicus OX=10116 GN=Timm9 PE=1 SV=3Mitochondrial import inner membrane translocase subunit Tim9Timm9 5 59.6 10.376 89 0 17.838 7.139073477 6.692996877 7.12729564 6.747739241 6.840408392 7.974978601
sp|P62074|TIM10_RAT Mitochondrial import inner membrane translocase subunit Tim10 OS=Rattus norvegicus OX=10116 GN=Timm10 PE=3 SV=1Mitochondrial import inner membrane translocase subunit Tim10Timm10 4 52.2 10.333 90 0 13.469 4.583978559 4.393784631 3.839262808 4.281631071 4.069568414 4.935861015
sp|Q5FWU3|ATG9A_RAT Autophagy-related protein 9A OS=Rattus norvegicus OX=10116 GN=Atg9a PE=1 SV=1Autophagy-related protein 9A (APG9-like 1)Atg9a 2 2.3 94.487 839 0.00054585 3.8267 0.314422276 0.397754538 0.280001227 0.2740306 0.351058991 0.309855274
sp|Q5XIP9|TMM43_RAT Transmembrane protein 43 OS=Rattus norvegicus OX=10116 GN=Tmem43 PE=2 SV=1Transmembrane protein 43 (Protein LUMA)Tmem43 9 31.2 44.774 400 0 35.708 8.50979164 13.04838241 11.05021258 8.525754794 9.895510374 11.94189419
sp|P02401|RLA2_RAT 60S acidic ribosomal protein P2 OS=Rattus norvegicus OX=10116 GN=Rplp2 PE=1 SV=2;tr|D4A4D5|D4A4D5_RAT Similar to 60S acidic ribosomal protein P2 OS=Rattus norvegicus OX=10116 GN=LOC498555 PE=3 SV=1;tr|D3ZN03|D3ZN03_RAT Ribosomal protein 60S acidic ribosomal protein P2Rplp2 9 92.2 11.692 115 0 319.67 26.73351972 23.39883554 29.5332482 26.18884917 34.64642043 23.94982745
tr|Q6P685|Q6P685_RAT Eukaryotic translation initiation factor 2 subunit beta OS=Rattus norvegicus OX=10116 GN=Eif2s2 PE=1 SV=1Eukaryotic translation initiation factor 2 subunit beta (Eukaryotic translation initiation factor 2, subunit 2 (Beta)) (Eukaryotic translation initiation factor 2, subunit 2 (Beta), isoform CRA_a)Eif2s2 3 10.2 38.243 333 0 14.568 3.370501638 2.515253893 2.563594434 3.063597844 4.251094862 2.084294363
sp|Q68FY0|QCR1_RAT Cytochrome b-c1 complex subunit 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Uqcrc1 PE=1 SV=1Cytochrome b-c1 complex subunit 1, mitochondrial (Complex III subunit 1) (Core protein I) (Ubiquinol-cytochrome-c reductase complex core protein 1)Uqcrc1 26 56.9 52.848 480 0 323.31 883.3907282 918.8556774 810.928266 903.1028949 812.0153671 842.302823
sp|P43278|H10_RAT Histone H1.0 OS=Rattus norvegicus OX=10116 GN=H1f0 PE=2 SV=2Histone H1.0 (Histone H1') (Histone H1(0)) [Cleaved into: Histone H1.0, N-terminally processed]H1-0 4 21.1 20.885 194 0 7.8565 4.900016396 5.094772401 5.640822507 4.900920399 6.520606896 4.997632937
sp|Q4QQV3|F162A_RAT Protein FAM162A OS=Rattus norvegicus OX=10116 GN=Fam162a PE=2 SV=1;tr|A0A0G2JWV2|A0A0G2JWV2_RAT Protein FAM162A OS=Rattus norvegicus OX=10116 GN=Fam162a PE=1 SV=1;tr|D4ADP1|D4ADP1_RAT Protein FAM162A OS=Rattus norvegicus OX=10116 GN=FamProtein FAM162A (E2-induced gene 5 protein homolog)Fam162a 8 37.4 17.827 155 0 214.1 36.53576011 38.54149418 30.29752408 34.19439855 33.45296223 34.18283394
tr|A0A096MK54|A0A096MK54_RAT RCG24674, isoform CRA_e OS=Rattus norvegicus OX=10116 GN=Synm PE=1 SV=1;tr|G3V9G5|G3V9G5_RAT RCG24674, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Synm PE=1 SV=2RCG24674, isoform CRA_e (Synemin)Synm 12 12.4 140.76 1255 0 122.9 4.399443369 4.285492337 4.762202541 3.905064459 4.809156562 4.333686378
tr|A0A0G2JWU3|A0A0G2JWU3_RAT Mitochondrial ribosomal protein L1-like OS=Rattus norvegicus OX=10116 GN=LOC100359687 PE=1 SV=1;tr|F1M9A4|F1M9A4_RAT Mitochondrial ribosomal protein L1 OS=Rattus norvegicus OX=10116 GN=Mrpl1 PE=4 SV=2;tr|D3ZFE9|D3ZFE9_RAT MitocMitochondrial ribosomal protein L1-likeLOC100359687 4 14.4 34.926 312 0 24.245 3.656837237 3.677002178 3.448068817 3.215598165 3.465397055 3.836361449
sp|Q5U2X7|TIM21_RAT Mitochondrial import inner membrane translocase subunit Tim21 OS=Rattus norvegicus OX=10116 GN=Timm21 PE=2 SV=1Mitochondrial import inner membrane translocase subunit Tim21 (TIM21-like protein, mitochondrial)Timm21 9 32.7 27.876 245 0 80.308 15.53095927 14.83614308 13.5753874 15.0955133 13.89977025 16.0556197
sp|P57093|PAHX_RAT Phytanoyl-CoA dioxygenase, peroxisomal OS=Rattus norvegicus OX=10116 GN=Phyh PE=1 SV=2Phytanoyl-CoA dioxygenase, peroxisomal (EC 1.14.11.18) (Phytanic acid oxidase) (Phytanoyl-CoA alpha-hydroxylase) (PhyH)Phyh 4 10.9 38.588 338 0 17.228 3.33598282 4.081296702 2.698291768 2.773513143 3.706245872 2.991975856
sp|P49432|ODPB_RAT Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pdhb PE=1 SV=2;tr|A0A0G2KAM3|A0A0G2KAM3_RAT Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GNPyruvate dehydrogenase E1 component subunit beta, mitochondrial (PDHE1-B) (EC 1.2.4.1)Pdhb 20 50.7 38.982 359 0 323.31 267.9573387 270.8195816 250.3861083 241.8029482 208.8794527 300.4269281



sp|Q99NA5|IDH3A_RAT Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh3a PE=1 SV=1;tr|F1LNF7|F1LNF7_RAT Isocitrate dehydrogenase [NAD] subunit, mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh3a PE=1 SV=2Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial (EC 1.1.1.41) (Isocitric dehydrogenase subunit alpha) (NAD(+)-specific ICDH subunit alpha)Idh3a 25 54.6 39.613 366 0 323.31 356.2913942 348.5935873 299.1835909 350.2457712 304.1026402 389.752378
tr|A0A0G2K261|A0A0G2K261_RAT Isoleucyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Iars2 PE=1 SV=1;tr|A0A0G2K150|A0A0G2K150_RAT Isoleucyl-tRNA synthetase 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Iars2 PE=1 SV=1Isoleucyl-tRNA synthetase (EC 6.1.1.5)Iars2 21 26.3 112.68 1011 0 323.31 27.86692101 26.00643897 26.74874099 26.19243268 25.86563129 30.88900878
sp|B0K020|CISD1_RAT CDGSH iron-sulfur domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Cisd1 PE=3 SV=1CDGSH iron-sulfur domain-containing protein 1 (MitoNEET)Cisd1 10 62 12.097 108 0 113.68 55.00934824 66.96451964 53.25232827 49.05041429 56.70679143 62.04420577
tr|A0A0G2K7E5|A0A0G2K7E5_RAT Voltage-dependent calcium channel subunit alpha-2/delta-1 OS=Rattus norvegicus OX=10116 GN=Cacna2d1 PE=1 SV=1;tr|Q9ERS3|Q9ERS3_RAT Voltage-dependent calcium channel subunit alpha-2/delta-1 OS=Rattus norvegicus OX=10116 GN=CacnaVoltage-dependent calcium channel subunit alpha-2/delta-1 (Voltage-gated calcium channel subunit alpha-2/delta-1) [Cleaved into: Voltage-dependent calcium channel subunit alpha-2-1; Voltage-dependent calcium channel subunit delta-1]Cacna2d1 46 42.3 122.73 1084 0 323.31 231.5369758 295.7208864 338.9844808 264.43278 230.462009 319.5985755
tr|F1LM84|F1LM84_RAT Nidogen-1 OS=Rattus norvegicus OX=10116 GN=Nid1 PE=1 SV=1;sp|P08460|NID1_RAT Nidogen-1 (Fragment) OS=Rattus norvegicus OX=10116 GN=Nid1 PE=1 SV=2Nidogen-1 (NID-1) (Entactin) (Fragment)Nid1 2 1.5 137.04 1246 0.0015129 2.7746 0.835174764 1.253801672 0.872033746 0.678894954 1.055291008 1.621919337
sp|Q920A6|RISC_RAT Retinoid-inducible serine carboxypeptidase OS=Rattus norvegicus OX=10116 GN=Scpep1 PE=2 SV=1Retinoid-inducible serine carboxypeptidase (EC 3.4.16.-) (Serine carboxypeptidase 1)Scpep1 5 13.9 51.174 452 0 46.976 1.192755596 0.687957157 0.918000069 0.850664277 1.271817653 0.920066357
sp|P24049|RL17_RAT 60S ribosomal protein L17 OS=Rattus norvegicus OX=10116 GN=Rpl17 PE=2 SV=3;tr|A0A0H2UHQ1|A0A0H2UHQ1_RAT 60S ribosomal protein L17 OS=Rattus norvegicus OX=10116 GN=Rpl17 PE=1 SV=1;tr|F1LZX7|F1LZX7_RAT 60S ribosomal protein L17 OS=Rattus n60S ribosomal protein L17 (Amino acid starvation-induced protein) (ASI) (L23)Rpl17 6 29.3 21.397 184 0 177.46 25.63373414 20.62736228 23.19950053 24.94597031 29.69462054 19.12389607
sp|A2VD12|PBIP1_RAT Pre-B-cell leukemia transcription factor-interacting protein 1 OS=Rattus norvegicus OX=10116 GN=Pbxip1 PE=1 SV=1Pre-B-cell leukemia transcription factor-interacting protein 1 (Hematopoietic PBX-interacting protein)Pbxip1 23 39.8 80.275 722 0 323.31 41.18476249 47.87022877 50.9059876 42.87185504 45.56551131 58.47098458
tr|A0A0G2K471|A0A0G2K471_RAT Interferon gamma-induced GTPase OS=Rattus norvegicus OX=10116 GN=Igtp PE=1 SV=1;tr|F7F469|F7F469_RAT Interferon gamma-induced GTPase OS=Rattus norvegicus OX=10116 GN=Igtp PE=1 SV=2Interferon gamma-induced GTPaseIgtp 2 5.7 50.437 442 0 6.384 0.956943906 0.965005767 0.833842821 0.966351752 1.027031988 0.845015504
tr|A0A0G2JU83|A0A0G2JU83_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=1;sp|O08984|LBR_RAT Lamin-B receptor OS=Rattus norvegicus OX=10116 GN=Lbr PE=1 SV=1Delta(14)-sterol reductase LBR (Delta-14-SR) (EC 1.3.1.70) (3-beta-hydroxysterol Delta (14)-reductase) (C-14 sterol reductase) (C14SR) (Integral nuclear envelope inner membrane protein) (Lamin-B receptor) (NBP60) (Sterol C14-reductase)Lbr 2 2.9 70.619 620 0.0015674 3.1275 0.368448239 0.367675539 0.365471145 0.310200107 0.432918467 0.305120781
tr|B2RZD4|B2RZD4_RAT 60S ribosomal protein L34 OS=Rattus norvegicus OX=10116 GN=Rpl34 PE=1 SV=1;tr|F1LQ14|F1LQ14_RAT 60S ribosomal protein L34 OS=Rattus norvegicus OX=10116 GN=Rpl34 PE=4 SV=1;tr|D4A4W9|D4A4W9_RAT Uncharacterized protein OS=Rattus norvegicu60S ribosomal protein L34 Rpl34 3 20.5 13.293 117 0 9.1435 11.84226237 11.31935821 12.2082895 13.07202768 15.11911458 9.319940277
tr|D4A4P3|D4A4P3_RAT NADH:ubiquinone oxidoreductase subunit B3 OS=Rattus norvegicus OX=10116 GN=Ndufb3 PE=1 SV=1;tr|M0RA24|M0RA24_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=2Complex I-B12 (NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 3) (NADH-ubiquinone oxidoreductase B12 subunit)Ndufb3 5 30.3 11.267 99 0 52.509 141.767981 133.2725728 118.5656708 155.2852012 132.4129196 120.4044479
sp|P21775|THIKA_RAT 3-ketoacyl-CoA thiolase A, peroxisomal OS=Rattus norvegicus OX=10116 GN=Acaa1a PE=1 SV=2;tr|F1LPD6|F1LPD6_RAT 3-ketoacyl-CoA thiolase A, peroxisomal OS=Rattus norvegicus OX=10116 GN=Acaa1a PE=1 SV=2;sp|P07871|THIKB_RAT 3-ketoacyl-CoA th3-ketoacyl-CoA thiolase A, peroxisomal (EC 2.3.1.16) (Acetyl-CoA acyltransferase A) (Beta-ketothiolase A) (Peroxisomal 3-oxoacyl-CoA thiolase A)Acaa1a 8 27.6 43.833 424 0 141.17 6.580651327 8.385002282 7.494111471 6.673082894 6.985478548 10.34273293
sp|Q63514|C4BPA_RAT C4b-binding protein alpha chain OS=Rattus norvegicus OX=10116 GN=C4bpa PE=2 SV=1;tr|Q5M891|Q5M891_RAT C4b-binding protein alpha chain OS=Rattus norvegicus OX=10116 GN=C4bpa PE=1 SV=1C4b-binding protein alpha chain (C4bp)C4bpa 6 11.3 62.265 558 0 9.4642 3.824865609 5.4827293 4.069826225 3.844204605 4.124037135 4.723418436
tr|B2RYW3|B2RYW3_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 9 OS=Rattus norvegicus OX=10116 GN=Ndufb9 PE=1 SV=1Complex I-B22 (NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 9) (NADH-ubiquinone oxidoreductase B22 subunit)Ndufb9 14 67 21.892 179 0 323.31 162.0578209 165.8737854 134.4503514 163.9274199 139.898324 144.1886697
sp|B0BNM1|NNRE_RAT NAD(P)H-hydrate epimerase OS=Rattus norvegicus OX=10116 GN=Naxe PE=2 SV=1NAD(P)H-hydrate epimerase (EC 5.1.99.6) (Apolipoprotein A-I-binding protein) (AI-BP) (NAD(P)HX epimerase)Naxe 6 22.7 30.89 282 0 20.304 6.55004598 6.977794753 7.959263218 6.652179117 6.01852394 10.6404167
tr|M0R5K3|M0R5K3_RAT RCG54339, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=LOC687508 PE=4 SV=1Cytochrome c oxidase subunit 7A1 (RCG54339, isoform CRA_c)LOC687508 2 18.8 9.0274 80 0 26.276 18.5122211 14.35687317 9.497877255 12.39892606 15.46534149 18.09470271
tr|Q6P722|Q6P722_RAT Popeye domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Popdc2 PE=1 SV=1Popeye domain-containing 2Popdc2 2 5.7 41.342 368 0.00054795 3.8588 0.75018221 0.809674932 0.775115698 0.713057699 0.809912119 0.868078376
sp|O35547|ACSL4_RAT Long-chain-fatty-acid--CoA ligase 4 OS=Rattus norvegicus OX=10116 GN=Acsl4 PE=1 SV=1Long-chain-fatty-acid--CoA ligase 4 (EC 6.2.1.3) (Arachidonate--CoA ligase) (EC 6.2.1.15) (Long-chain acyl-CoA synthetase 4) (LACS 4)Acsl4 6 13.9 74.326 670 0 27.85 4.519255776 6.026165108 5.257541127 4.825666801 4.640465318 5.723656213
sp|P54313|GBB2_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 OS=Rattus norvegicus OX=10116 GN=Gnb2 PE=1 SV=4Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 (G protein subunit beta-2) (Transducin beta chain 2)Gnb2 5 21.8 37.331 340 0 323.31 18.6496943 19.48817077 19.08128389 16.6716581 21.36036704 17.46377568
sp|Q63362|NDUA5_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 OS=Rattus norvegicus OX=10116 GN=Ndufa5 PE=1 SV=3NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 (Complex I subunit B13) (Complex I-13kD-B) (CI-13kD-B) (NADH-ubiquinone oxidoreductase 13 kDa-B subunit)Ndufa5 13 74.1 13.412 116 0 323.31 241.3658077 258.8156226 233.0515447 264.7373779 243.5345019 237.3647048
tr|A0A0H2UI21|A0A0H2UI21_RAT Carnitine O-acetyltransferase OS=Rattus norvegicus OX=10116 GN=Crat PE=1 SV=1;sp|Q704S8|CACP_RAT Carnitine O-acetyltransferase OS=Rattus norvegicus OX=10116 GN=Crat PE=1 SV=1Carnitine O-acetyltransferase (Carnitine acetylase) (EC 2.3.1.137) (EC 2.3.1.7) (Carnitine acetyltransferase) (CAT) (CrAT)Crat 28 47.1 71.013 626 0 323.31 202.180929 257.1917318 249.1191758 224.7872737 209.9310765 315.4431946
tr|G3V8S6|G3V8S6_RAT Histidine rich calcium binding protein, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Hrc PE=1 SV=1Histidine rich calcium binding protein, isoform CRA_b (Histidine-rich calcium-binding protein)Hrc 4 7.4 86.502 754 0 113.72 25.57754071 20.87514137 23.32665115 21.6933426 27.80115839 22.80887567
sp|Q63584|TMEDA_RAT Transmembrane emp24 domain-containing protein 10 OS=Rattus norvegicus OX=10116 GN=Tmed10 PE=1 SV=2Transmembrane emp24 domain-containing protein 10 (Protein Tmed10) (21 kDa transmembrane-trafficking protein) (Transmembrane protein Tmp21) (p24 family protein delta-1) (p24delta1)Tmed10 6 35.2 24.857 219 0 38.467 21.35099247 24.68857012 21.14359384 21.64377079 24.61123284 22.49900008
tr|Q5RK08|Q5RK08_RAT Glioblastoma amplified sequence OS=Rattus norvegicus OX=10116 GN=Nipsnap2 PE=1 SV=1Glioblastoma amplified sequence (Nipsnap homolog 2)Nipsnap2 15 47.3 32.941 281 0 323.31 154.7125376 153.2972692 141.4756521 152.7409129 136.6355937 172.6667448
sp|Q561R9|LACB2_RAT Endoribonuclease LACTB2 OS=Rattus norvegicus OX=10116 GN=Lactb2 PE=2 SV=1Endoribonuclease LACTB2 (Beta-lactamase-like protein 2) (EC 3.1.27.-)Lactb2 2 6.6 32.484 288 0.0015083 2.74 0.938480353 0.842300824 0.733448713 0.674236398 0.788124631 0.945313598
tr|F7FHT4|F7FHT4_RAT Semaphorin 3C OS=Rattus norvegicus OX=10116 GN=Sema3c PE=3 SV=1Semaphorin-3C Sema3c 4 6.9 85.962 757 0 27.938 2.134697865 2.205579391 3.116059325 2.334712999 2.284989779 3.339646112
tr|G3V8B0|G3V8B0_RAT Myosin-7 OS=Rattus norvegicus OX=10116 GN=Myh7 PE=1 SV=1;sp|P02564|MYH7_RAT Myosin-7 OS=Rattus norvegicus OX=10116 GN=Myh7 PE=1 SV=2Myosin-7 (Myosin heavy chain 7) (Myosin heavy chain slow isoform) (MyHC-slow) (Myosin heavy chain, cardiac muscle beta isoform) (MyHC-beta)Myh7 40 21.7 222.9 1935 0 323.31 391.0008681 309.0081633 473.0643573 427.8167017 317.4070296 504.8127419
tr|A0A0G2JXC3|A0A0G2JXC3_RAT 40S ribosomal protein S21 OS=Rattus norvegicus OX=10116 GN=Rps21 PE=1 SV=1;tr|D3ZSE0|D3ZSE0_RAT 40S ribosomal protein S21 OS=Rattus norvegicus OX=10116 PE=3 SV=1;sp|P05765|RS21_RAT 40S ribosomal protein S21 OS=Rattus norvegicus40S ribosomal protein S21 Rps21 3 43.2 8.866 81 0 6.8124 1.629910331 1.438105878 1.434195016 1.49778549 1.410470207 1.710818073
tr|A0A0G2JT93|A0A0G2JT93_RAT Catenin (Cadherin associated protein), beta 1, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ctnnb1 PE=1 SV=1;sp|Q9WU82|CTNB1_RAT Catenin beta-1 OS=Rattus norvegicus OX=10116 GN=Ctnnb1 PE=1 SV=1Catenin beta-1 (Beta-catenin)Ctnnb1 2 3.2 85.47 781 0.0010799 3.6952 0.081214549 0.051915148 0.059536679 0.081936834 0.106300292 0.0306279
sp|P56574|IDHP_RAT Isocitrate dehydrogenase [NADP], mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh2 PE=1 SV=2;tr|A0A0G2JUF6|A0A0G2JUF6_RAT Isocitrate dehydrogenase [NADP] OS=Rattus norvegicus OX=10116 GN=Idh2 PE=1 SV=1Isocitrate dehydrogenase [NADP], mitochondrial (IDH) (EC 1.1.1.42) (ICD-M) (IDP) (NADP(+)-specific ICDH) (Oxalosuccinate decarboxylase)Idh2 34 64.2 50.967 452 0 323.31 963.1151484 1306.812576 1338.694835 832.8662039 773.3479687 1663.168351
tr|G3V6H0|G3V6H0_RAT RCG48149, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=LOC100363782 PE=1 SV=1;sp|P10536|RAB1B_RAT Ras-related protein Rab-1B OS=Rattus norvegicus OX=10116 GN=Rab1b PE=1 SV=1Ras-related protein Rab-1BRab1b 8 31.3 22.177 201 0 237.17 55.84221506 56.45611967 55.24191538 57.69800824 61.99726811 51.33775001
sp|Q3BCU4|POPD1_RAT Blood vessel epicardial substance OS=Rattus norvegicus OX=10116 GN=Bves PE=1 SV=2Blood vessel epicardial substance (Popeye domain-containing protein 1) (Popeye protein 1)Bves 3 11.2 40.86 356 0 6.4088 2.263089804 2.593141423 2.129086903 1.698043675 2.400776257 2.566379508
tr|D3Z946|D3Z946_RAT Similar to RIKEN cDNA 2210416J16 (Predicted), isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Tmem70 PE=1 SV=1Similar to RIKEN cDNA 2210416J16 (Predicted), isoform CRA_b (Transmembrane protein 70)Tmem70 3 10.7 28.399 253 0 5.4702 6.587675505 5.230507958 5.271719794 6.175573 7.227082377 4.616638354
tr|D3ZFJ6|D3ZFJ6_RAT Lactamase, beta OS=Rattus norvegicus OX=10116 GN=Lactb PE=1 SV=1Lactamase, beta (Lactamase, beta (Predicted))Lactb 14 28.5 60.42 550 0 286.55 9.787188581 11.30553787 9.919578248 9.447312738 8.387643624 11.93986222
sp|P97546|NPTN_RAT Neuroplastin OS=Rattus norvegicus OX=10116 GN=Nptn PE=1 SV=2Neuroplastin (Glycoprotein 55/65) (gp55/65) (Stromal cell-derived receptor 1) (SDR-1)Nptn 3 5.1 43.931 393 0 5.5684 3.951601849 3.957851383 3.428584584 2.985417717 4.106833648 3.841644574
sp|Q6AXX6|PXL2A_RAT Peroxiredoxin-like 2A OS=Rattus norvegicus OX=10116 GN=Prxl2a PE=1 SV=1Peroxiredoxin-like 2A (Peroxiredoxin-like 2 activated in M-CSF stimulated monocytes) (Protein PAMM) (Redox-regulatory protein FAM213A) (Sperm head protein 1)Prxl2a 7 27.9 25.763 229 0 21.228 7.621734851 11.45015793 11.37129078 9.218565692 7.629935189 11.78949636
sp|P16970|ABCD3_RAT ATP-binding cassette sub-family D member 3 OS=Rattus norvegicus OX=10116 GN=Abcd3 PE=1 SV=3ATP-binding cassette sub-family D member 3 (70 kDa peroxisomal membrane protein) (PMP70)Abcd3 4 6.5 75.315 659 0 10.69 3.183257122 3.379864706 2.826814522 3.110243129 3.951085466 2.744278578
sp|P27615|SCRB2_RAT Lysosome membrane protein 2 OS=Rattus norvegicus OX=10116 GN=Scarb2 PE=1 SV=2Lysosome membrane protein 2 (85 kDa lysosomal membrane sialoglycoprotein) (LGP85) (CD36 antigen-like 2) (Lysosome membrane protein II) (LIMP II) (Scavenger receptor class B member 2) (CD antigen CD36)Scarb2 4 8.6 54.09 478 0 42.223 13.11915759 16.27691431 14.22120281 12.61274184 14.7594053 18.20646112
sp|P20760|IGG2A_RAT Ig gamma-2A chain C region OS=Rattus norvegicus OX=10116 GN=Igg-2a PE=1 SV=1Ig gamma-2A chain C regionIgg-2a 9 36.3 35.185 322 0 34.849 7.655852287 13.00938928 20.22518213 11.89604091 8.917769881 26.95206476
tr|D3ZCV0|D3ZCV0_RAT Actinin alpha 2 OS=Rattus norvegicus OX=10116 GN=Actn2 PE=1 SV=1Actinin alpha 2 (RCG30552)Actn2 28 37.9 103.83 894 0 323.31 58.54652358 45.68019727 55.29680054 49.73725268 57.14361978 57.29244134
tr|G3V640|G3V640_RAT Mitochondrial import inner membrane translocase subunit TIM44 OS=Rattus norvegicus OX=10116 GN=Timm44 PE=1 SV=1;sp|O35094|TIM44_RAT Mitochondrial import inner membrane translocase subunit TIM44 OS=Rattus norvegicus OX=10116 GN=Timm44 PMitochondrial import inner membrane translocase subunit TIM44Timm44 19 35.8 51.06 453 0 176.24 30.87778474 20.85737235 19.61824372 23.31487845 26.12125677 25.7745375
tr|A0A0G2JXY6|A0A0G2JXY6_RAT Sodium channel subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Scn1b PE=4 SV=1;sp|Q00954|SCN1B_RAT Sodium channel subunit beta-1 OS=Rattus norvegicus OX=10116 GN=Scn1b PE=1 SV=1Sodium channel subunit beta-1Scn1b 4 19.5 21.426 185 0 6.6737 3.427447652 2.945165418 2.531303664 2.792923793 2.887327538 3.575151564
sp|P25886|RL29_RAT 60S ribosomal protein L29 OS=Rattus norvegicus OX=10116 GN=Rpl29 PE=1 SV=3;tr|M0R665|M0R665_RAT 60S ribosomal protein L29 OS=Rattus norvegicus OX=10116 PE=3 SV=1;tr|F1LYI5|F1LYI5_RAT 60S ribosomal protein L29 OS=Rattus norvegicus OX=101160S ribosomal protein L29 (P23)Rpl29 6 32.1 17.325 156 0 14.223 14.18181537 14.17770223 16.90828885 19.21296014 19.39463947 9.982261259
tr|Q66H18|Q66H18_RAT Synaptophysin-like 1 OS=Rattus norvegicus OX=10116 GN=Sypl1 PE=1 SV=1;tr|A0A0G2KA82|A0A0G2KA82_RAT Synaptophysin-like 1 OS=Rattus norvegicus OX=10116 GN=Sypl1 PE=1 SV=1Synaptophysin-like 1 (Synaptophysin-like protein, isoform CRA_a)Sypl1 2 10.5 28.628 258 0 17.514 2.296705513 3.654988339 3.114595721 3.118664365 2.947944213 3.426004884
tr|D3ZXA6|D3ZXA6_RAT Pyruvate dehydrogenase phosphatase regulatory subunit OS=Rattus norvegicus OX=10116 GN=Pdpr PE=1 SV=1Pyruvate dehydrogenase phosphatase regulatory subunit (Similar to pyruvate dehydrogenase phosphatase regulatory subunit (Predicted))Pdpr 22 26.2 98.818 878 0 165.67 38.47443324 35.51533166 36.88648776 34.86152766 31.69378436 50.37053176
sp|Q68FX0|IDH3B_RAT Isocitrate dehydrogenase [NAD] subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Idh3B PE=2 SV=1Isocitrate dehydrogenase [NAD] subunit beta, mitochondrial (Isocitric dehydrogenase subunit beta) (NAD(+)-specific ICDH subunit beta)Idh3B 15 43.4 42.353 385 0 225.78 74.83759926 75.04448711 64.11501654 67.35196975 64.63441705 76.98427333
sp|P23711|HMOX2_RAT Heme oxygenase 2 OS=Rattus norvegicus OX=10116 GN=Hmox2 PE=1 SV=1Heme oxygenase 2 (HO-2) (EC 1.14.14.18)Hmox2 7 33.7 35.762 315 0 21.774 8.343218276 9.28826071 8.786657033 8.215184392 9.488343208 9.1705904
sp|Q7TS56|CBR4_RAT Carbonyl reductase family member 4 OS=Rattus norvegicus OX=10116 GN=Cbr4 PE=2 SV=1Carbonyl reductase family member 4 (EC 1.-.-.-) (3-ketoacyl-[acyl-carrier-protein] reductase beta subunit) (KAR beta subunit) (3-oxoacyl-[acyl-carrier-protein] reductase) (EC 1.1.1.-) (Quinone reductase CBR4)Cbr4 5 32.6 25.286 236 0 27.058 3.884219913 4.71362696 4.114237468 4.320094021 3.399009932 5.702320517
tr|A0A0G2K0D8|A0A0G2K0D8_RAT 10-formyltetrahydrofolate dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh1l1 PE=1 SV=1;sp|P28037|AL1L1_RAT Cytosolic 10-formyltetrahydrofolate dehydrogenase OS=Rattus norvegicus OX=10116 GN=Aldh1l1 PE=1 SV=3;tr|M0R8T2|M0R8TCytosolic 10-formyltetrahydrofolate dehydrogenase (10-FTHFDH) (FDH) (EC 1.5.1.6) (Aldehyde dehydrogenase family 1 member L1) (FBP-CI)Aldh1l1 3 3.8 98.802 902 0 5.309 1.149406383 1.332676369 1.188035065 1.048414008 1.221016134 1.559944219
sp|P05982|NQO1_RAT NAD(P)H dehydrogenase [quinone] 1 OS=Rattus norvegicus OX=10116 GN=Nqo1 PE=1 SV=4NAD(P)H dehydrogenase [quinone] 1 (EC 1.6.5.2) (Azoreductase) (DT-diaphorase) (DTD) (Menadione reductase) (NAD(P)H:quinone oxidoreductase 1) (Phylloquinone reductase) (Quinone reductase 1) (QR1)Nqo1 2 6.9 30.946 274 0.0010858 3.7703 0.551598663 0.84545976 0.946082977 0.575600433 0.51376407 1.631063207
sp|P0C0A9|SVIP_RAT Small VCP/p97-interacting protein OS=Rattus norvegicus OX=10116 GN=Svip PE=1 SV=1Small VCP/p97-interacting proteinSvip 2 31.6 8.2484 76 0 25.103 0.735431436 0.827937534 0.921247441 0.767407519 0.958218041 0.832325845
tr|A0A0G2K621|A0A0G2K621_RAT Patatin-like phospholipase domain-containing 8 OS=Rattus norvegicus OX=10116 GN=Pnpla8 PE=1 SV=1;tr|D3ZRC4|D3ZRC4_RAT Patatin-like phospholipase domain-containing 8 OS=Rattus norvegicus OX=10116 GN=Pnpla8 PE=1 SV=1Calcium-independent phospholipase A2-gammaPnpla8 4 6.6 80.841 711 0 24.609 2.142725497 2.357405781 2.497183388 2.313271697 2.2087875 2.626830648
sp|O35910|MOT4_RAT Monocarboxylate transporter 4 OS=Rattus norvegicus OX=10116 GN=Slc16a3 PE=1 SV=1Monocarboxylate transporter 4 (MCT 4) (Monocarboxylate transporter 3) (MCT 3) (Solute carrier family 16 member 3)Slc16a3 5 11.3 50.548 471 0 9.5424 3.046385996 2.719943111 2.259164736 2.688703533 2.981434386 2.01348017
tr|M0R4V3|M0R4V3_RAT Synaptosomal-associated protein OS=Rattus norvegicus OX=10116 PE=3 SV=2;sp|O70377|SNP23_RAT Synaptosomal-associated protein 23 OS=Rattus norvegicus OX=10116 GN=Snap23 PE=1 SV=1Synaptosomal-associated protein 23 (SNAP-23) (Vesicle-membrane fusion protein SNAP-23)Snap23 5 31 22.928 210 0 21.188 5.186351995 4.302323546 4.338763518 4.505361211 4.373137153 4.656668185
tr|D4A7L4|D4A7L4_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 11 (Predicted) OS=Rattus norvegicus OX=10116 GN=Ndufb11 PE=1 SV=1Complex I-ESSS (NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 11, mitochondrial) (NADH-ubiquinone oxidoreductase ESSS subunit)Ndufb11 9 51 17.634 151 0 165.26 60.67886333 57.8480261 50.41202114 60.87777136 57.40787396 54.04027158
tr|D3ZVS2|D3ZVS2_RAT L-2-hydroxyglutarate dehydrogenase OS=Rattus norvegicus OX=10116 GN=L2hgdh PE=1 SV=1L-2-hydroxyglutarate dehydrogenase (L-2-hydroxyglutarate dehydrogenase (Predicted))L2hgdh 19 45.8 50.732 463 0 179.65 28.27783542 36.51483894 34.16647062 34.8913902 28.03359422 33.09471341
tr|D3ZU74|D3ZU74_RAT Cytoplasmic dynein 1 intermediate chain 2 OS=Rattus norvegicus OX=10116 GN=Dync1i2 PE=1 SV=1;tr|Q6AZ35|Q6AZ35_RAT Cytoplasmic dynein 1 intermediate chain 2 OS=Rattus norvegicus OX=10116 GN=Dync1i2 PE=1 SV=1;tr|G3V9V3|G3V9V3_RAT CytoplaCytoplasmic dynein 1 intermediate chain 2 (Cytoplasmic dynein intermediate chain 2) (Dynein intermediate chain 2, cytosolic) (DH IC-2)Dync1i2 5 14.5 68.362 612 0 62.714 0.907172588 0.776555456 0.652035723 0.804317617 1.00335697 0.64420596
tr|Q05BA4|Q05BA4_RAT Myadm protein OS=Rattus norvegicus OX=10116 GN=Myadm PE=1 SV=1;sp|Q6VBQ5|MYADM_RAT Myeloid-associated differentiation marker OS=Rattus norvegicus OX=10116 GN=Myadm PE=1 SV=1Myeloid-associated differentiation marker (Myeloid up-regulated protein)Myadm 4 12.9 35.118 318 0 28.505 1.722830171 1.367079163 1.836731941 1.885759593 1.956020281 1.311332554
tr|G3V8I4|G3V8I4_RAT Syntaxin 4A (Placental), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Stx4 PE=1 SV=1;sp|Q08850|STX4_RAT Syntaxin-4 OS=Rattus norvegicus OX=10116 GN=Stx4 PE=1 SV=1Syntaxin-4 Stx4 5 22.1 34.195 298 0 159.67 5.097044589 6.103657771 6.387260708 5.980271997 5.246362419 6.917540837
tr|D3ZPE6|D3ZPE6_RAT Mitochondrial ribosomal protein L51 OS=Rattus norvegicus OX=10116 GN=Mrpl51 PE=1 SV=139S ribosomal protein L51, mitochondrialMrpl51 2 15.6 15.047 128 0 8.4292 0.744111313 0.657947259 0.755768678 0.668144441 0.626929577 0.966893131
tr|M0R4P2|M0R4P2_RAT Elongation factor Ts, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tsfm PE=3 SV=2;sp|Q9QYU2|EFTS_RAT Elongation factor Ts, mitochondrial OS=Rattus norvegicus OX=10116 GN=Tsfm PE=2 SV=1Elongation factor Ts, mitochondrial (EF-Ts) (EF-TsMt) (2A3-2)Tsfm 3 14.6 34.058 314 0 78.016 1.88875129 1.632627269 1.670978752 1.70574821 1.627428288 1.977006288
sp|Q499N5|ACSF2_RAT Acyl-CoA synthetase family member 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acsf2 PE=2 SV=1Medium-chain acyl-CoA ligase ACSF2, mitochondrial (EC 6.2.1.2)Acsf2 8 15.9 67.886 615 0 33.922 3.732547841 6.304546395 5.676955239 3.306021933 3.389032988 7.574781892
tr|B2GUZ6|B2GUZ6_RAT Reticulon 4-interacting protein 1 OS=Rattus norvegicus OX=10116 GN=Rtn4ip1 PE=1 SV=1Reticulon 4-interacting protein 1 (Similar to NOGO-interacting mitochondrial protein (Predicted))Rtn4ip1 8 27 43.605 396 0 44.366 11.79510003 12.69201487 12.80745251 11.30117914 12.32557031 14.5997124
sp|P07151|B2MG_RAT Beta-2-microglobulin OS=Rattus norvegicus OX=10116 GN=B2m PE=1 SV=1Beta-2-microglobulin B2m 4 26.1 13.72 119 0 48.469 5.148220743 9.223107643 8.363126534 5.306334224 7.437946432 8.650405797
tr|Q6WN19|Q6WN19_RAT Reticulon OS=Rattus norvegicus OX=10116 GN=Rtn2 PE=1 SV=1Reticulon Rtn2 6 17.9 50.966 469 0 176.51 49.3669264 59.69402967 61.81441351 54.08046031 58.68600136 61.93955926
sp|Q5U316|RAB35_RAT Ras-related protein Rab-35 OS=Rattus norvegicus OX=10116 GN=Rab35 PE=1 SV=1Ras-related protein Rab-35Rab35 9 47.8 23.025 201 0 43.056 6.067384606 5.954595452 5.60286027 5.659906682 6.621454923 5.640548595



tr|F1LUT4|F1LUT4_RAT Phospholipid-transporting ATPase OS=Rattus norvegicus OX=10116 GN=Atp8a1 PE=1 SV=3Phospholipid-transporting ATPase (EC 7.6.2.1)Atp8a1 7 9.7 110.95 985 0 20.535 2.660708452 2.718511718 2.517079259 2.526191597 2.543797094 2.954485989
tr|G3V837|G3V837_RAT CD1d1 antigen OS=Rattus norvegicus OX=10116 GN=Cd1d1 PE=1 SV=1;sp|Q63493|CD1D_RAT Antigen-presenting glycoprotein CD1d OS=Rattus norvegicus OX=10116 GN=Cd1d PE=2 SV=2Antigen-presenting glycoprotein CD1d (CD antigen CD1d)Cd1d 7 20.2 38.593 336 0 23.869 3.441194972 5.119945177 5.611550421 4.294591413 3.816369759 5.399760019
sp|Q5I0K3|CLYBL_RAT Citramalyl-CoA lyase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Clybl PE=2 SV=2Citramalyl-CoA lyase, mitochondrial (EC 4.1.3.25) ((3S)-malyl-CoA thioesterase) (EC 3.1.2.30) (Beta-methylmalate synthase) (EC 2.3.3.-) (Citrate lyase subunit beta-like protein, mitochondrial) (Citrate lyase beta-like) (Malate synthase) (EC 2.3.3.9)Clybl 11 42.6 37.321 338 0 164.77 14.44221168 10.06417451 10.05130264 12.48433292 11.32248299 12.03231691
sp|P17764|THIL_RAT Acetyl-CoA acetyltransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acat1 PE=1 SV=1Acetyl-CoA acetyltransferase, mitochondrial (EC 2.3.1.9) (Acetoacetyl-CoA thiolase)Acat1 33 75.2 44.695 424 0 323.31 247.3965662 315.2519989 324.7692238 297.1860125 242.6230946 387.8016857
sp|P07896|ECHP_RAT Peroxisomal bifunctional enzyme OS=Rattus norvegicus OX=10116 GN=Ehhadh PE=1 SV=2Peroxisomal bifunctional enzyme (PBE) (PBFE) (Multifunctional enzyme 1) (MFE1) (Multifunctional protein 1) (MFP1) [Includes: Enoyl-CoA hydratase/3,2-trans-enoyl-CoA isomerase (EC 4.2.1.17) (EC 5.3.3.8); 3-hydroxyacyl-CoA dehydrogenase (EC 1.1.1.35)]Ehhadh 7 11.1 78.657 722 0 40.244 2.545411587 3.342056184 3.48571089 3.244684278 2.579768022 3.947815065
sp|Q9ET09|MRS2_RAT Magnesium transporter MRS2 homolog, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrs2 PE=2 SV=1Magnesium transporter MRS2 homolog, mitochondrial (MRS2-like protein)Mrs2 2 4.6 49.365 434 0.001077 3.6662 2.992600862 2.3439803 2.181456495 2.158942097 2.688058309 2.436231758
tr|D4ACY1|D4ACY1_RAT RGD1565784 OS=Rattus norvegicus OX=10116 GN=RGD1565784 PE=1 SV=1RGD1565784 (RGD1565784 (Predicted))RGD1565784 4 33.8 15.658 136 0 43.459 5.759825955 5.405236637 4.952928479 5.231140351 5.386309279 5.301006223
tr|B2GV15|B2GV15_RAT Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex OS=Rattus norvegicus OX=10116 GN=Dbt PE=1 SV=1Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex (EC 2.3.1.-)Dbt 23 51.5 53.273 482 0 166.59 46.61093999 54.88652306 61.74123329 53.14277659 44.19246813 73.83675009
sp|P15650|ACADL_RAT Long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acadl PE=1 SV=1Long-chain specific acyl-CoA dehydrogenase, mitochondrial (LCAD) (EC 1.3.8.8)Acadl 25 48.6 47.872 430 0 323.31 310.2830284 357.552134 354.3843424 300.673957 244.8665587 558.0199053
tr|G3V644|G3V644_RAT NADH dehydrogenase (Ubiquinone) flavoprotein 3-like, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Ndufv3 PE=1 SV=1Complex I-9kD (NADH dehydrogenase [ubiquinone] flavoprotein 3, mitochondrial) (NADH-ubiquinone oxidoreductase 9 kDa subunit)Ndufv3 11 30.6 49.299 458 0 323.31 19.47503522 12.7216299 14.35612883 14.51737456 14.92281146 19.08732059
tr|B5DEL8|B5DEL8_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 5 OS=Rattus norvegicus OX=10116 GN=Ndufs5 PE=1 SV=1;tr|A0A0G2JZJ9|A0A0G2JZJ9_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=1Complex I-15 kDa (NADH dehydrogenase [ubiquinone] iron-sulfur protein 5) (NADH-ubiquinone oxidoreductase 15 kDa subunit)Ndufs5 9 66 12.7 106 0 177.48 82.29827974 84.65456448 75.68663816 83.54343822 80.20384233 76.21415628
tr|G3V6S5|G3V6S5_RAT C-1-tetrahydrofolate synthase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Mthfd1 PE=1 SV=1;sp|P27653|C1TC_RAT C-1-tetrahydrofolate synthase, cytoplasmic OS=Rattus norvegicus OX=10116 GN=Mthfd1 PE=1 SV=3;tr|D3ZZM8|D3ZZM8_RAT UncharactC-1-tetrahydrofolate synthase, cytoplasmic (C1-THF synthase) [Includes: Methylenetetrahydrofolate dehydrogenase (EC 1.5.1.5); Methenyltetrahydrofolate cyclohydrolase (EC 3.5.4.9); Formyltetrahydrofolate synthetase (EC 6.3.4.3)]Mthfd1 5 6.1 100.96 935 0 16.691 1.241222424 1.384009089 1.209623229 1.043158201 1.533159651 1.128455154
tr|A0A0G2K0V8|A0A0G2K0V8_RAT Nuclear migration protein nudC-like OS=Rattus norvegicus OX=10116 GN=LOC100911422 PE=4 SV=1;sp|Q63525|NUDC_RAT Nuclear migration protein nudC OS=Rattus norvegicus OX=10116 GN=Nudc PE=1 SV=1Nuclear migration protein nudC (Nuclear distribution protein C homolog) (c15)Nudc 2 7.2 32.4 279 0.005332 2.3756 0.870245481 0.87295238 0.88433717 0.962409897 0.984427742 0.744311016
tr|F1LQ09|F1LQ09_RAT Atlastin GTPase 2 OS=Rattus norvegicus OX=10116 GN=Atl2 PE=1 SV=1Atlastin GTPase 2 Atl2 14 33.1 66.194 583 0 206.79 17.78220832 22.16240802 22.00712039 19.90816004 21.64781089 21.61204469
tr|Q66HF3|Q66HF3_RAT Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Etfdh PE=1 SV=1;sp|Q6UPE1|ETFD_RAT Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Rattus norvegicus OXElectron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial (ETF-QO) (ETF-ubiquinone oxidoreductase) (EC 1.5.5.1) (Electron-transferring-flavoprotein dehydrogenase) (ETF dehydrogenase)Etfdh 37 56.8 68.163 616 0 323.31 292.5620307 302.7593919 268.0774254 316.9729306 271.0331162 288.2655811
sp|Q9WVK7|HCDH_RAT Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hadh PE=2 SV=1Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial (HCDH) (EC 1.1.1.35) (Medium and short-chain L-3-hydroxyacyl-coenzyme A dehydrogenase) (Short-chain 3-hydroxyacyl-CoA dehydrogenase)Hadh 20 70.1 34.447 314 0 323.31 191.2332459 197.1225784 219.6092538 200.4373596 162.6673276 270.4959937
tr|D4AE79|D4AE79_RAT Charged multivesicular body protein 1A OS=Rattus norvegicus OX=10116 GN=Chmp1a PE=1 SV=1Charged multivesicular body protein 1a (Chromatin-modifying protein 1a)Chmp1a 3 12.8 21.607 196 0.001061 3.3344 1.093513996 1.115499479 1.201207504 0.936608663 1.159590518 1.428374089
tr|G3V9N1|G3V9N1_RAT RCG21137 OS=Rattus norvegicus OX=10116 GN=Pgam5 PE=1 SV=1;sp|Q562B5|PGAM5_RAT Serine/threonine-protein phosphatase PGAM5, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pgam5 PE=2 SV=1Serine/threonine-protein phosphatase PGAM5, mitochondrial (EC 3.1.3.16) (Phosphoglycerate mutase family member 5)Pgam5 7 25.3 32 288 0 15.597 10.62055713 11.61649569 9.574259105 9.696366311 9.525554512 11.87382316
sp|B2RZ37|REEP5_RAT Receptor expression-enhancing protein 5 OS=Rattus norvegicus OX=10116 GN=Reep5 PE=1 SV=1Receptor expression-enhancing protein 5 (Polyposis locus protein 1 homolog)Reep5 6 16.9 21.431 189 0 18.117 13.69664536 26.82776248 25.2151581 20.15781086 21.24118301 27.90709118
sp|P29418|ATP5E_RAT ATP synthase subunit epsilon, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5f1e PE=1 SV=2;tr|M0R601|M0R601_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=2ATP synthase subunit epsilon, mitochondrial (ATPase subunit epsilon) (ATP synthase F1 subunit epsilon)Atp5f1e 5 68.6 5.7667 51 0 9.5001 384.3529853 321.5254495 306.5519239 354.0622037 301.017877 336.2912182
sp|P32551|QCR2_RAT Cytochrome b-c1 complex subunit 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Uqcrc2 PE=1 SV=2Cytochrome b-c1 complex subunit 2, mitochondrial (Complex III subunit 2) (Core protein II) (Ubiquinol-cytochrome-c reductase complex core protein 2)Uqcrc2 25 48.7 48.396 452 0 323.31 853.5379717 941.7579676 804.9823735 929.6208292 795.5668922 833.7888641
tr|A0A0G2K6D5|A0A0G2K6D5_RAT Pitrilysin metallopeptidase 1 OS=Rattus norvegicus OX=10116 GN=Pitrm1 PE=1 SV=1;tr|D3ZUF9|D3ZUF9_RAT Pitrilysin metallepetidase 1 (Predicted) OS=Rattus norvegicus OX=10116 GN=Pitrm1 PE=1 SV=1Pitrilysin metalloproteinase 1 (Presequence protease, mitochondrial)Pitrm1 16 21.5 117.42 1035 0 124.18 13.94098641 13.98767246 14.16403076 12.85283665 13.67326666 16.39597486
sp|P06907|MYP0_RAT Myelin protein P0 OS=Rattus norvegicus OX=10116 GN=Mpz PE=1 SV=1Myelin protein P0 (Myelin peripheral protein) (MPP) (Myelin protein zero)Mpz 11 35.5 27.57 248 0 142.63 247.1657718 296.8462575 308.6055437 268.9898034 450.4832812 192.2346265
tr|F1LWG8|F1LWG8_RAT Sarcalumenin OS=Rattus norvegicus OX=10116 GN=Srl PE=1 SV=3Sarcalumenin Srl 33 43.5 98.363 904 0 323.31 177.1146481 186.1354021 169.8650021 138.5980145 192.1721166 189.0037925
tr|D3ZYM7|D3ZYM7_RAT LYR motif-containing 4 OS=Rattus norvegicus OX=10116 GN=Lyrm4 PE=1 SV=1LYR motif-containing 4 (RCG44066)Lyrm4 2 23.1 10.816 91 0 9.0881 2.570297246 2.52083139 2.639930546 2.428063295 2.201237381 3.369516088
sp|Q63619|COQ7_RAT 5-demethoxyubiquinone hydroxylase, mitochondrial (Fragment) OS=Rattus norvegicus OX=10116 GN=Coq7 PE=2 SV=3;tr|G3V879|G3V879_RAT 5-demethoxyubiquinone hydroxylase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq7 PE=3 SV=4;tr|A0A0U1RR5-demethoxyubiquinone hydroxylase, mitochondrial (DMQ hydroxylase) (EC 1.14.99.60) (Timing protein clk-1 homolog) (Ubiquinone biosynthesis monooxygenase COQ7) (Fragment)Coq7 5 34.6 20.14 179 0 22.381 7.433587226 7.865258498 8.660878537 7.749328788 7.612138478 8.996653673
tr|B2RYW4|B2RYW4_RAT Mitochondrial ribosomal protein L53 OS=Rattus norvegicus OX=10116 GN=Mrpl53 PE=1 SV=139S ribosomal protein L53, mitochondrial (Mitochondrial ribosomal protein L53) (Mitochondrial ribosomal protein L53 (Predicted))Mrpl53 4 42.9 12.735 119 0 14.929 3.775897054 4.038058757 4.068819997 3.966402113 3.508864172 4.66195131
sp|P10960|SAP_RAT Prosaposin OS=Rattus norvegicus OX=10116 GN=Psap PE=1 SV=1;tr|F7EPE0|F7EPE0_RAT Prosaposin OS=Rattus norvegicus OX=10116 GN=Psap PE=1 SV=2Prosaposin (Sulfated glycoprotein 1) (SGP-1) [Cleaved into: Saposin-A; Saposin-B-Val; Saposin-B; Saposin-C; Saposin-D]Psap 14 31.4 61.123 554 0 124.42 37.10371507 33.69450087 46.6340925 26.01982721 35.4947303 50.21914992
tr|D4A2W1|D4A2W1_RAT Ectonucleotide pyrophosphatase/phosphodiesterase 4 OS=Rattus norvegicus OX=10116 GN=Enpp4 PE=1 SV=2;tr|F1LTZ5|F1LTZ5_RAT Ectonucleotide pyrophosphatase/phosphodiesterase 4 OS=Rattus norvegicus OX=10116 GN=Enpp4 PE=1 SV=2AP3A hydrolase (EC 3.6.1.29) (Ectonucleotide pyrophosphatase/phosphodiesterase family member 4)Enpp4 2 8 41.503 364 0 24.295 1.020863926 1.214857907 1.35909382 0.94210337 1.314583688 1.467895927
sp|P02600|MYL1_RAT Myosin light chain 1/3, skeletal muscle isoform OS=Rattus norvegicus OX=10116 GN=Myl1 PE=1 SV=2Myosin light chain 1/3, skeletal muscle isoform (MLC1/MLC3) (MLC1F/MLC3F) (Myosin light chain alkali 1/2) (Myosin light chain A1/A2)Myl1 20 77.2 20.679 189 0 323.31 811.7441126 564.0182545 1033.944974 895.6969853 730.0426396 676.9613341
sp|Q2PS20|JPH2_RAT Junctophilin-2 OS=Rattus norvegicus OX=10116 GN=Jph2 PE=1 SV=1Junctophilin-2 (JP-2) (Junctophilin type 2) [Cleaved into: Junctophilin-2 N-terminal fragment (JP2NT)]Jph2 16 27.3 74.258 692 0 267.09 27.70185283 29.85984801 36.29144113 28.15738773 31.03746324 32.63243999
sp|P97615|THIOM_RAT Thioredoxin, mitochondrial OS=Rattus norvegicus OX=10116 GN=Txn2 PE=2 SV=1Thioredoxin, mitochondrial (MTRX) (Mt-Trx) (Thioredoxin-2)Txn2 3 36.7 18.232 166 0 162.25 4.036293366 4.396104475 5.063613555 3.809086259 4.268406208 5.915067892
tr|D3ZGP9|D3ZGP9_RAT Dehydrogenase/reductase 7C OS=Rattus norvegicus OX=10116 GN=Dhrs7c PE=3 SV=1Dehydrogenase/reductase 7CDhrs7c 15 49.5 34.366 311 0 104.68 22.95551541 26.11305308 29.28717973 24.74589131 28.98221282 26.14638822
tr|A0JN29|A0JN29_RAT Limb and neural patterns OS=Rattus norvegicus OX=10116 GN=Lnpk PE=1 SV=1Endoplasmic reticulum junction formation protein lunaparkLnpk 6 17 42.169 376 0 56.405 6.764785136 8.47335379 7.600680161 6.511825185 8.007980465 7.854482714
tr|G3V8F5|G3V8F5_RAT Mitochondrial import receptor subunit TOM40 homolog OS=Rattus norvegicus OX=10116 GN=Tomm40 PE=1 SV=1;sp|Q75Q40|TOM40_RAT Mitochondrial import receptor subunit TOM40 homolog OS=Rattus norvegicus OX=10116 GN=Tomm40 PE=1 SV=1Mitochondrial import receptor subunit TOM40 homolog (Mitochondrial outer membrane protein of 38 kDa) (OM38) (Translocase of outer membrane 40 kDa subunit homolog)Tomm40 11 42.9 37.92 361 0 174.53 14.55610371 14.17177923 11.44401362 12.90300571 14.1025449 13.90071434
tr|Q5RKJ9|Q5RKJ9_RAT RAB10, member RAS oncogene family OS=Rattus norvegicus OX=10116 GN=Rab10 PE=1 SV=1;sp|P35281|RAB10_RAT Ras-related protein Rab-10 OS=Rattus norvegicus OX=10116 GN=Rab10 PE=1 SV=1Ras-related protein Rab-10 (EC 3.6.5.2)Rab10 12 41 22.541 200 0 236.46 47.72527566 54.73351207 46.73928906 49.27318883 51.71292658 46.17857537
tr|D4AEG6|D4AEG6_RAT Mitochondrial ribosomal protein L32 OS=Rattus norvegicus OX=10116 GN=Mrpl32 PE=1 SV=1Mitochondrial ribosomal protein L32 (Mitochondrial ribosomal protein L32 (Predicted))Mrpl32 3 19.8 21.601 187 0 8.6925 2.512448123 2.589883769 2.171760116 2.289560841 2.446346622 2.649995119
tr|G3V7K3|G3V7K3_RAT Ceruloplasmin OS=Rattus norvegicus OX=10116 GN=Cp PE=1 SV=1;tr|A0A0G2K9I6|A0A0G2K9I6_RAT Ceruloplasmin OS=Rattus norvegicus OX=10116 GN=Cp PE=1 SV=1;sp|P13635|CERU_RAT Ceruloplasmin OS=Rattus norvegicus OX=10116 GN=Cp PE=1 SV=3Ceruloplasmin (EC 1.16.3.1) (Ferroxidase)Cp 9 12.7 120.66 1059 0 53.027 5.556124794 6.747784683 7.197731598 5.36910528 6.149572445 8.750378775
tr|D3ZKG1|D3ZKG1_RAT Methylmalonyl CoA mutase OS=Rattus norvegicus OX=10116 GN=Mmut PE=1 SV=2Methylmalonyl-CoA isomerase (EC 5.4.99.2) (Methylmalonyl-CoA mutase, mitochondrial)Mmut 17 28.9 92.035 833 0 281.16 23.61829678 22.19893323 26.07411088 22.65849985 20.17391967 27.44075381
sp|B0BN93|PSD13_RAT 26S proteasome non-ATPase regulatory subunit 13 OS=Rattus norvegicus OX=10116 GN=Psmd13 PE=1 SV=126S proteasome non-ATPase regulatory subunit 13 (26S proteasome regulatory subunit RPN9) (26S proteasome regulatory subunit S11) (26S proteasome regulatory subunit p40.5)Psmd13 2 5.3 42.817 376 0 5.6618 0.300715094 0.304620203 0.225093196 0.263698162 0.371670818 0.228484991
sp|Q8VHW7|CCG6_RAT Voltage-dependent calcium channel gamma-6 subunit OS=Rattus norvegicus OX=10116 GN=Cacng6 PE=2 SV=1Voltage-dependent calcium channel gamma-6 subunit (Neuronal voltage-gated calcium channel gamma-6 subunit)Cacng6 5 14.6 28.255 260 0 20.701 0.559174741 0.595953129 0.648834088 0.677103202 0.520089991 0.642326387
sp|Q60587|ECHB_RAT Trifunctional enzyme subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hadhb PE=1 SV=1;tr|A0A0G2K330|A0A0G2K330_RAT Trifunctional enzyme subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hadhb PE=1 SV=1Trifunctional enzyme subunit beta, mitochondrial (TP-beta) [Includes: 3-ketoacyl-CoA thiolase (EC 2.3.1.155) (EC 2.3.1.16) (Acetyl-CoA acyltransferase) (Beta-ketothiolase)]Hadhb 33 67.2 51.414 475 0 323.31 338.9517091 403.2678694 353.6891304 355.4060179 307.3815493 410.1736876
tr|B1H264|B1H264_RAT TBC1 domain family, member 17 OS=Rattus norvegicus OX=10116 GN=Tbc1d17 PE=1 SV=1TBC1 domain family, member 17 (TBC1 domain family, member 17 (Predicted))Tbc1d17 9 17.5 72.795 646 0 79.988 8.035157899 10.43337522 8.491649288 7.89744698 8.589339677 11.28963147
sp|Q6P6R2|DLDH_RAT Dihydrolipoyl dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Dld PE=1 SV=1Dihydrolipoyl dehydrogenase, mitochondrial (EC 1.8.1.4) (Dihydrolipoamide dehydrogenase)Dld 27 56.6 54.037 509 0 323.31 392.1197193 373.0259874 395.2051815 387.8904875 321.5488095 482.7861751
tr|Q6AY58|Q6AY58_RAT B-cell receptor-associated protein 31 OS=Rattus norvegicus OX=10116 GN=Bcap31 PE=1 SV=1B-cell receptor-associated protein (BCR-associated protein)Bcap31 14 42.4 27.911 245 0 68.675 22.84864756 33.06419431 29.75141672 23.63978287 25.97295085 33.39239718
tr|D4A4A9|D4A4A9_RAT Mitochondrial ribosomal protein L19 OS=Rattus norvegicus OX=10116 GN=Mrpl19 PE=1 SV=1Mitochondrial ribosomal protein L19 (Ribosomal protein, mitochondrial, L15)Mrpl19 5 16.1 33.633 292 0 25.524 3.937804356 4.672708859 4.218199112 4.305760003 3.638672301 5.210685107
tr|D3ZDC2|D3ZDC2_RAT Solute carrier family 43 member 2 OS=Rattus norvegicus OX=10116 GN=Slc43a2 PE=1 SV=1L-type amino acid transporter 4 (Large neutral amino acids transporter small subunit 4) (Solute carrier family 43 member 2)Slc43a2 2 3.5 62.501 568 0 12.168 1.303837954 1.769152559 2.080101896 1.490678206 1.950357691 1.54226607
tr|Q6AYL0|Q6AYL0_RAT RCG35015, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Slc25a19 PE=2 SV=1RCG35015, isoform CRA_a (Solute carrier family 25 (Mitochondrial thiamine pyrophosphate carrier), member 19) (Solute carrier family 25 member 19)Slc25a19 3 11 35.638 318 0 7.753 3.889136837 3.911454502 2.436215121 3.394176147 3.330681349 3.188772258
tr|F1LSK3|F1LSK3_RAT Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase OS=Rattus norvegicus OX=10116 GN=Hacd1 PE=3 SV=2Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase (EC 4.2.1.134)Hacd1 3 6.2 24.744 211 0 13.941 3.825618199 5.017279739 5.214090374 4.691404827 3.943697134 5.085515687
sp|P84817|FIS1_RAT Mitochondrial fission 1 protein OS=Rattus norvegicus OX=10116 GN=Fis1 PE=1 SV=1Mitochondrial fission 1 protein (FIS1 homolog) (rFis1) (Tetratricopeptide repeat protein 11) (TPR repeat protein 11)Fis1 6 42.1 16.994 152 0 122.66 33.23138609 32.42993907 27.2513976 33.14323718 30.61465654 30.45111901
sp|Q3MIE0|ECHD3_RAT Enoyl-CoA hydratase domain-containing protein 3, mitochondrial OS=Rattus norvegicus OX=10116 GN=Echdc3 PE=2 SV=1;tr|M0RDR1|M0RDR1_RAT Enoyl-CoA hydratase domain-containing protein 3, mitochondrial (Fragment) OS=Rattus norvegicus OX=1011Enoyl-CoA hydratase domain-containing protein 3, mitochondrialEchdc3 2 5 32.385 300 0.0010644 3.3898 1.409953214 1.361945891 1.297530963 1.220840306 1.229536983 1.72859782
sp|Q63524|TMED2_RAT Transmembrane emp24 domain-containing protein 2 OS=Rattus norvegicus OX=10116 GN=Tmed2 PE=1 SV=1Transmembrane emp24 domain-containing protein 2 (COPI-coated vesicle membrane protein p24) (Membrane protein p24A) (RNP21.4) (p24 family protein beta-1) (p24beta1)Tmed2 3 23.4 22.733 201 0 42.277 3.358961917 3.501681198 3.628549524 2.959855384 3.983173474 3.350720355
sp|Q68FV1|TM38B_RAT Trimeric intracellular cation channel type B OS=Rattus norvegicus OX=10116 GN=Tmem38b PE=2 SV=1Trimeric intracellular cation channel type B (TRIC-B) (TRICB) (Transmembrane protein 38B)Tmem38b 4 16.5 32.444 291 0 11.172 1.61019246 2.237909133 2.469146218 1.414767633 1.774439903 2.825252627
tr|D3ZRH1|D3ZRH1_RAT OXA1L, mitochondrial inner membrane protein OS=Rattus norvegicus OX=10116 GN=Oxa1l PE=1 SV=1OXA1L, mitochondrial inner membrane protein (RCG23545, isoform CRA_c)Oxa1l 6 14.8 48.023 433 0 25.545 12.51006101 11.78135269 12.23435995 11.87274813 12.49221224 12.33101666
sp|P15651|ACADS_RAT Short-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Acads PE=1 SV=2;tr|Q6IMX3|Q6IMX3_RAT Acetyl-Coenzyme A dehydrogenase, short chain, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Acads PE=1 SV=Short-chain specific acyl-CoA dehydrogenase, mitochondrial (SCAD) (EC 1.3.8.1) (Butyryl-CoA dehydrogenase)Acads 19 57.5 44.765 412 0 323.31 100.2601063 87.63581088 100.7737309 108.6160257 88.95658817 95.38681966
sp|P19939|APOC1_RAT Apolipoprotein C-I OS=Rattus norvegicus OX=10116 GN=Apoc1 PE=3 SV=1;tr|A0A0G2K9R5|A0A0G2K9R5_RAT Apolipoprotein C-I OS=Rattus norvegicus OX=10116 GN=Apoc1 PE=4 SV=1;tr|M0R547|M0R547_RAT Apolipoprotein C-I-like OS=Rattus norvegicus OX=10Apolipoprotein C-I (Apo-CI) (ApoC-I) (Apolipoprotein C1) (Liver regeneration-related protein LRRG04) [Cleaved into: Truncated apolipoprotein C-I]Apoc1 6 40.9 9.8606 88 0 12.992 20.44537523 44.46894252 21.82599935 29.57765006 25.87102423 26.40343256
tr|G3V822|G3V822_RAT Carboxylic ester hydrolase OS=Rattus norvegicus OX=10116 GN=Ces1d PE=1 SV=3;tr|A0A0G2K3Z4|A0A0G2K3Z4_RAT Carboxylic ester hydrolase OS=Rattus norvegicus OX=10116 GN=Ces1d PE=1 SV=1;tr|A0A0G2JY66|A0A0G2JY66_RAT Carboxylic ester hydrolasCarboxylesterase 1D (Carboxyesterase ES-10) (Carboxylesterase 3) (EC 3.1.1.1) (EC 3.1.1.67) (ES-HVEL) (Fatty acid ethyl ester synthase) (FAEE synthase) (Liver carboxylesterase 10) (pI 6.1 esterase)Ces1d 3 7.8 62.081 564 0 9.8405 3.052507066 2.966735032 4.974425167 3.085457222 4.005554186 4.330638421
tr|G3V8L3|G3V8L3_RAT Lamin A, isoform CRA_b OS=Rattus norvegicus OX=10116 GN=Lmna PE=1 SV=1;sp|P48679|LMNA_RAT Prelamin-A/C OS=Rattus norvegicus OX=10116 GN=Lmna PE=1 SV=1;tr|A0A0G2JTC5|A0A0G2JTC5_RAT Prelamin-A/C OS=Rattus norvegicus OX=10116 GN=Lmna PE=1Prelamin-A/C [Cleaved into: Lamin-A/C]Lmna 19 27.2 74.311 665 0 66.562 21.04945454 20.39735221 19.87163022 18.25556715 25.43904953 18.98369006
sp|Q68FT1|COQ9_RAT Ubiquinone biosynthesis protein COQ9, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq9 PE=1 SV=2Ubiquinone biosynthesis protein COQ9, mitochondrialCoq9 15 51.3 35.145 312 0 323.31 113.6010272 93.88951814 110.9915185 102.9301983 96.25863244 125.2811786
sp|Q4FZT0|STML2_RAT Stomatin-like protein 2, mitochondrial OS=Rattus norvegicus OX=10116 GN=Stoml2 PE=1 SV=1Stomatin-like protein 2, mitochondrial (SLP-2)Stoml2 15 55.2 38.413 353 0 236.7 14.9981252 16.61501924 13.84112306 13.21596512 13.10970416 18.09470271
sp|P68511|1433F_RAT 14-3-3 protein eta OS=Rattus norvegicus OX=10116 GN=Ywhah PE=1 SV=2;tr|A0A0G2K2B8|A0A0G2K2B8_RAT 14-3-3 protein eta OS=Rattus norvegicus OX=10116 GN=Ywhah PE=1 SV=114-3-3 protein eta Ywhah 2 9.8 28.211 246 0 35.772 0.773311824 0.701826863 0.666854716 0.68719674 0.772808674 0.704525022
tr|A1L1M0|A1L1M0_RAT Protein kinase, cAMP-dependent, catalytic, alpha OS=Rattus norvegicus OX=10116 GN=Prkaca PE=1 SV=1;sp|P27791|KAPCA_RAT cAMP-dependent protein kinase catalytic subunit alpha OS=Rattus norvegicus OX=10116 GN=Prkaca PE=1 SV=2;sp|P68182|KAcAMP-dependent protein kinase catalytic subunit alpha (PKA C-alpha) (EC 2.7.11.11)Prkaca 3 8.5 40.605 351 0 15.486 0.354033623 0.318257925 0.241389515 0.250271964 0.408930658 0.217695225
sp|P04692|TPM1_RAT Tropomyosin alpha-1 chain OS=Rattus norvegicus OX=10116 GN=Tpm1 PE=1 SV=3;tr|A0A0G2K7F7|A0A0G2K7F7_RAT Tropomyosin alpha-1 chain OS=Rattus norvegicus OX=10116 GN=Tpm1 PE=1 SV=1;tr|A0A0G2JX64|A0A0G2JX64_RAT Tropomyosin 1, alpha, isoform CTropomyosin alpha-1 chain (Alpha-tropomyosin) (Tropomyosin-1)Tpm1 9 21.8 32.68 284 0 323.31 314.6229669 232.137416 408.4279318 357.2694403 328.5650278 235.8813659
sp|Q5I0H4|TMCO1_RAT Calcium load-activated calcium channel OS=Rattus norvegicus OX=10116 GN=Tmco1 PE=2 SV=1Calcium load-activated calcium channel (CLAC channel) (Meg-2-like protein) (Transmembrane and coiled-coil domain-containing protein 1)Tmco1 3 17.6 21.175 188 0 5.6617 1.192605078 1.594177088 1.624920954 1.351459051 1.488128581 1.491263595
sp|Q9ER34|ACON_RAT Aconitate hydratase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aco2 PE=1 SV=2Aconitate hydratase, mitochondrial (Aconitase) (EC 4.2.1.3) (Citrate hydro-lyase)Aco2 60 63.3 85.432 780 0 323.31 990.3589245 1011.353289 966.1617987 897.010937 821.6148049 1340.186543
sp|Q9QZ81|AGO2_RAT Protein argonaute-2 OS=Rattus norvegicus OX=10116 GN=Ago2 PE=2 SV=2;tr|F1LRP7|F1LRP7_RAT Protein argonaute-2 OS=Rattus norvegicus OX=10116 GN=Ago2 PE=1 SV=2Protein argonaute-2 (Argonaute2) (EC 3.1.26.n2) (Argonaute RISC catalytic component 2) (Eukaryotic translation initiation factor 2C 2) (eIF-2C 2) (eIF2C 2) (Golgi ER protein 95 kDa) (GERp95) (Protein slicer)Ago2 2 2.9 97.317 860 0 4.765 0.569811353 0.477048782 0.697133031 0.468011679 0.814496121 0.382457602
sp|P45479|PPT1_RAT Palmitoyl-protein thioesterase 1 OS=Rattus norvegicus OX=10116 GN=Ppt1 PE=1 SV=1Palmitoyl-protein thioesterase 1 (PPT-1) (EC 3.1.2.22) (Palmitoyl-protein hydrolase 1)Ppt1 2 7.8 34.455 306 0 105.77 0.479570735 0.844176442 0.670467989 0.427398626 0.528972168 0.938120421



tr|A0A0G2K719|A0A0G2K719_RAT DEAD-box helicase 3, X-linked OS=Rattus norvegicus OX=10116 GN=Ddx3x PE=1 SV=1;tr|D3ZN21|D3ZN21_RAT DEAD-box helicase 3, Y-linked OS=Rattus norvegicus OX=10116 GN=Ddx3y PE=1 SV=1RNA helicase (EC 3.6.4.13)Ddx3x 3 7.3 73.145 662 0 28.457 5.430191317 5.558247628 5.405273688 4.944997506 6.279542362 4.92214521
sp|Q5I0P2|GCSH_RAT Glycine cleavage system H protein, mitochondrial OS=Rattus norvegicus OX=10116 GN=Gcsh PE=2 SV=1Glycine cleavage system H protein, mitochondrial (Lipoic acid-containing protein)Gcsh 3 21.8 18.485 170 0 189.53 4.421469184 4.763627003 4.998208737 4.275658564 4.014182894 6.290474554
tr|D3ZAQ0|D3ZAQ0_RAT FUN14 domain-containing 2 OS=Rattus norvegicus OX=10116 GN=Fundc2 PE=1 SV=1FUN14 domain-containing 2Fundc2 9 39.7 16.344 151 0 97.049 74.20542324 69.77794753 64.61355676 66.12163315 76.13756361 68.42357906
sp|P0DP31|CALM3_RAT Calmodulin-3 OS=Rattus norvegicus OX=10116 GN=Calm3 PE=1 SV=1;sp|P0DP30|CALM2_RAT Calmodulin-2 OS=Rattus norvegicus OX=10116 GN=Calm2 PE=1 SV=1;sp|P0DP29|CALM1_RAT Calmodulin-1 OS=Rattus norvegicus OX=10116 GN=Calm1 PE=1 SV=1Calmodulin-3 Calm3 8 55 16.837 149 0 48.7 20.54572063 18.1495714 17.01302804 18.63004338 21.06051944 16.82472076
tr|F7EMK8|F7EMK8_RAT Aldose reductase-related protein 1-like OS=Rattus norvegicus OX=10116 GN=LOC100910708 PE=4 SV=1;tr|Q6AY99|Q6AY99_RAT Aldo-keto reductase family 1 member B10 OS=Rattus norvegicus OX=10116 GN=Akr1b10 PE=1 SV=1;tr|A0A0G2JT64|A0A0G2JT64_RAAldose reductase-related protein 1-likeLOC100910708 3 15.9 33.766 295 0 22.023 6.451205761 3.003901895 8.553395095 7.362907538 4.673955491 5.051683368
tr|Q304F3|Q304F3_RAT RCG32327 OS=Rattus norvegicus OX=10116 GN=Tnnc2 PE=1 SV=1RCG32327 (Skeletal troponin C) (Troponin C2, fast skeletal type)Tnnc2 8 55 18.096 160 0 173.22 46.1930014 29.76952217 58.55332015 53.77466791 47.83324367 37.65445658
tr|A0A0G2JXD0|A0A0G2JXD0_RAT 60S ribosomal protein L9 pseudogene OS=Rattus norvegicus OX=10116 GN=LOC103692829 PE=4 SV=1;sp|P17077|RL9_RAT 60S ribosomal protein L9 OS=Rattus norvegicus OX=10116 GN=Rpl9 PE=1 SV=1;tr|M0R6B4|M0R6B4_RAT Uncharacterized protein60S ribosomal protein L9 Rpl9 5 29.3 21.424 188 0 233.19 12.43279505 10.29418458 9.587980395 10.25121228 13.11617569 9.613052109
sp|P0C089|PTPM1_RAT Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 OS=Rattus norvegicus OX=10116 GN=Ptpmt1 PE=1 SV=1;tr|G3V7B6|G3V7B6_RAT Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 OS=Rattus norvegicus OX=10116 GN=Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 (EC 3.1.3.27) (Protein-tyrosine phosphatase mitochondrial 1) (EC 3.1.3.16) (EC 3.1.3.48)Ptpmt1 5 31.6 21.886 193 0 45.642 6.41457969 6.71520815 5.827889434 6.270535873 6.497956537 6.049177985
sp|P62912|RL32_RAT 60S ribosomal protein L32 OS=Rattus norvegicus OX=10116 GN=Rpl32 PE=1 SV=2;tr|D4A412|D4A412_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=4 SV=160S ribosomal protein L32 Rpl32 6 34.8 15.86 135 0 41.73 10.91707778 10.79270426 11.912367 10.34617515 13.73690339 8.805546791
sp|Q5RJS6|MSPD1_RAT Motile sperm domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Mospd1 PE=2 SV=1Motile sperm domain-containing protein 1Mospd1 5 25.8 24.088 213 0 80.272 2.743794443 3.75390254 3.980271936 3.518882108 3.3456198 3.808320248
tr|Q5M7T6|Q5M7T6_RAT V-type proton ATPase subunit OS=Rattus norvegicus OX=10116 GN=Atp6v0d1 PE=1 SV=1V-type proton ATPase subunitAtp6v0d1 6 19.9 40.301 351 0 72.615 7.2640035 7.992603129 8.49759518 6.808061569 7.588948825 9.81340446
sp|P21571|ATP5J_RAT ATP synthase-coupling factor 6, mitochondrial OS=Rattus norvegicus OX=10116 GN=Atp5pf PE=1 SV=1ATP synthase-coupling factor 6, mitochondrial (ATPase subunit F6) (ATP synthase peripheral stalk subunit F6)Atp5pf 12 63.9 12.494 108 0 323.31 259.879534 192.1225741 165.2409272 216.5272955 195.5912422 191.3811987
tr|Q5XIH1|Q5XIH1_RAT Asporin OS=Rattus norvegicus OX=10116 GN=Aspn PE=1 SV=1Asporin Aspn 8 29.6 42.767 375 0 103.25 9.075739696 14.81886764 16.70155474 9.689796552 11.69028167 17.7360598
tr|A0A0G2JSI4|A0A0G2JSI4_RAT Adhesion G protein-coupled receptor E5 OS=Rattus norvegicus OX=10116 GN=Adgre5 PE=1 SV=1Adhesion G protein-coupled receptor E5Adgre5 2 2.4 99.386 903 0.0010875 3.7848 0.146268472 0.184521383 0.165593107 0.138388977 0.153186535 0.216851957
sp|Q5XI37|RT15_RAT 28S ribosomal protein S15, mitochondrial OS=Rattus norvegicus OX=10116 GN=Mrps15 PE=2 SV=128S ribosomal protein S15, mitochondrial (MRP-S15) (S15mt)Mrps15 7 30.4 29.712 257 0 17.583 6.084945051 5.463973114 5.155088825 5.300481166 5.235684393 6.371753398
sp|P35738|ODBB_RAT 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bckdhb PE=1 SV=3;tr|A0A0A0MXW1|A0A0A0MXW1_RAT 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bckdhb 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial (EC 1.2.4.4) (Branched-chain alpha-keto acid dehydrogenase E1 component beta chain) (BCKDE1B) (BCKDH E1-beta)Bckdhb 7 27.7 42.823 390 0 241.45 18.82630221 21.40673116 23.64132608 19.18369485 15.99708563 30.87478498
sp|P19945|RLA0_RAT 60S acidic ribosomal protein P0 OS=Rattus norvegicus OX=10116 GN=Rplp0 PE=1 SV=260S acidic ribosomal protein P0 (60S ribosomal protein L10E)Rplp0 12 44.8 34.215 317 0 323.31 57.42767237 53.10962124 58.63107412 56.6635699 68.98652172 46.6124012
tr|A0JPL2|A0JPL2_RAT Casein kinase 1, alpha 1, isoform CRA_d OS=Rattus norvegicus OX=10116 GN=Csnk1a1 PE=1 SV=1;sp|P97633|KC1A_RAT Casein kinase I isoform alpha OS=Rattus norvegicus OX=10116 GN=Csnk1a1 PE=2 SV=1;tr|D3ZRE3|D3ZRE3_RAT Casein kinase I isoformCasein kinase I isoform alpha (CKI-alpha) (EC 2.7.11.1) (CK1)Csnk1a1 3 12.8 38.914 337 0 5.6686 0.589579397 0.79965518 0.575653872 0.543629599 0.73845563 0.642519424
sp|P20761|IGG2B_RAT Ig gamma-2B chain C region OS=Rattus norvegicus OX=10116 GN=Igh-1a PE=1 SV=1Ig gamma-2B chain C region (Immunoglobulin heavy chain 1a)Igh-1a 3 11.4 36.497 333 0 18.19 3.194796843 5.309481372 3.837433302 3.252030463 3.597578078 5.130727044
sp|Q5RK30|SBDS_RAT Ribosome maturation protein SBDS OS=Rattus norvegicus OX=10116 GN=Sbds PE=2 SV=1Ribosome maturation protein SBDS (Shwachman-Bodian-Diamond syndrome protein homolog)Sbds 3 14 28.752 250 0 9.3607 1.929391177 2.506665534 2.493753065 2.301505856 2.597618662 2.130013713
sp|Q9JHY2|SFXN3_RAT Sideroflexin-3 OS=Rattus norvegicus OX=10116 GN=Sfxn3 PE=2 SV=1;tr|G3V804|G3V804_RAT Sideroflexin OS=Rattus norvegicus OX=10116 GN=Sfxn3 PE=1 SV=1Sideroflexin-3 Sfxn3 5 22.7 35.433 321 0 49.622 1.77390598 1.960712448 1.766387458 2.0839274 1.690525716 1.783867435
tr|B2RYD7|B2RYD7_RAT RCG25591, isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Stt3b PE=1 SV=1;tr|Q7TQ74|Q7TQ74_RAT Ac1573 OS=Rattus norvegicus OX=10116 GN=Stt3b PE=1 SV=1Dolichyl-diphosphooligosaccharide--protein glycotransferase (EC 2.4.99.18)Stt3b 3 4.6 93.435 824 0 43.371 2.559710807 3.244770809 3.037985183 2.678848895 3.183292228 2.876153503
tr|D3ZTW9|D3ZTW9_RAT Endonuclease G-like 1 (Predicted), isoform CRA_d OS=Rattus norvegicus OX=10116 GN=Exog PE=1 SV=1Endonuclease G-like 1 (Predicted), isoform CRA_d (Exo/endonuclease G)Exog 3 12 41.326 368 0 5.9318 0.801960436 0.612685621 0.580136161 0.64049173 0.616790845 0.70681099
tr|F1LUA1|F1LUA1_RAT Early endosome antigen 1 OS=Rattus norvegicus OX=10116 GN=Eea1 PE=1 SV=1;tr|A0A0G2K051|A0A0G2K051_RAT Early endosome antigen 1 OS=Rattus norvegicus OX=10116 GN=Eea1 PE=1 SV=1Early endosome antigen 1 Eea1 4 3 161.1 1411 0 6.3049 1.565388239 1.556417924 1.2674356 1.240967658 1.529869956 1.68358966
sp|Q66HA6|ARL8B_RAT ADP-ribosylation factor-like protein 8B OS=Rattus norvegicus OX=10116 GN=Arl8b PE=2 SV=1ADP-ribosylation factor-like protein 8BArl8b 3 16.1 21.539 186 0 125.25 25.23435944 37.81493877 39.62571471 31.27205051 30.64593561 38.65012242
tr|Q0D2L2|Q0D2L2_RAT Mitochondrial ribosomal protein S22 OS=Rattus norvegicus OX=10116 GN=Mrps22 PE=1 SV=1Mitochondrial ribosomal protein S22 (Similar to ribosomal protein, mitochondrial, S22)Mrps22 6 17.5 41.235 359 0 17.669 7.886646707 7.333668702 6.591250559 7.177162547 7.118144936 7.685930711
sp|P00507|AATM_RAT Aspartate aminotransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Got2 PE=1 SV=2Aspartate aminotransferase, mitochondrial (mAspAT) (EC 2.6.1.1) (EC 2.6.1.7) (Fatty acid-binding protein) (FABP-1) (Glutamate oxaloacetate transaminase 2) (Kynurenine aminotransferase 4) (Kynurenine aminotransferase IV) (Kynurenine--oxoglutarate transaminase 4) (Kynurenine--oxoglutarate transaminase IV) (Plasma membrane-associated fatty acid-binding protein) (FABPpm) (Transaminase A)Got2 30 60.7 47.314 430 0 323.31 800.4552552 896.2495376 824.3751307 728.4070436 721.0364254 1028.685373
tr|Q5M9H4|Q5M9H4_RAT Sodium/potassium-transporting ATPase subunit beta OS=Rattus norvegicus OX=10116 GN=Atp1b2 PE=1 SV=1;sp|P13638|AT1B2_RAT Sodium/potassium-transporting ATPase subunit beta-2 OS=Rattus norvegicus OX=10116 GN=Atp1b2 PE=1 SV=1Sodium/potassium-transporting ATPase subunit beta-2 (Sodium/potassium-dependent ATPase subunit beta-2)Atp1b2 7 20.7 33.398 290 0 186.5 9.843382005 8.034064172 8.786657033 9.520177332 9.863692013 7.619790052
tr|A0A0G2JSS8|A0A0G2JSS8_RAT Peroxiredoxin 5, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Prdx5 PE=1 SV=1;sp|Q9R063|PRDX5_RAT Peroxiredoxin-5, mitochondrial OS=Rattus norvegicus OX=10116 GN=Prdx5 PE=1 SV=1Peroxiredoxin-5, mitochondrial (EC 1.11.1.24) (Antioxidant enzyme B166) (AOEB166) (PLP) (Peroxiredoxin V) (Prx-V) (Peroxisomal antioxidant enzyme) (Thioredoxin peroxidase PMP20) (Thioredoxin-dependent peroxiredoxin 5)Prdx5 13 48.4 22.206 213 0 323.31 28.72437245 31.10170496 32.10690492 26.71442986 25.99344403 37.76316703
tr|D3ZUD8|D3ZUD8_RAT Transmembrane 9 superfamily member OS=Rattus norvegicus OX=10116 GN=Tm9sf3 PE=1 SV=2Transmembrane 9 superfamily memberTm9sf3 3 4.9 69.968 609 0 6.1244 1.121711053 1.064561627 0.895908792 1.022732225 1.185153065 0.910993606
sp|Q5BJQ0|COQ8A_RAT Atypical kinase COQ8A, mitochondrial OS=Rattus norvegicus OX=10116 GN=Coq8a PE=2 SV=1Atypical kinase COQ8A, mitochondrial (EC 2.7.-.-) (Chaperone activity of bc1 complex-like) (Chaperone-ABC1-like) (Coenzyme Q protein 8A) (aarF domain-containing protein kinase 3)Coq8a 24 41.3 72.225 649 0 323.31 208.9341744 227.1571551 208.659664 191.2277527 187.8955131 257.0849844
tr|B1WBY5|B1WBY5_RAT DnaJ (Hsp40) homolog, subfamily C, member 11 OS=Rattus norvegicus OX=10116 GN=Dnajc11 PE=1 SV=1DnaJ (Hsp40) homolog, subfamily C, member 11 (DnaJ (Hsp40) homolog, subfamily C, member 11 (Predicted)) (DnaJ heat shock protein family (Hsp40) member C11)Dnajc11 9 19.9 63.204 559 0 68.975 10.07718679 10.02715572 7.801925754 8.772419364 9.36322694 9.485749119
sp|O35165|GOSR2_RAT Golgi SNAP receptor complex member 2 OS=Rattus norvegicus OX=10116 GN=Gosr2 PE=1 SV=2Golgi SNAP receptor complex member 2 (27 kDa Golgi SNARE protein) (Membrin)Gosr2 3 17.5 24.607 212 0 5.1062 0.307071976 0.301456331 0.284648171 0.327317314 0.329627438 0.246528895
tr|B4F789|B4F789_RAT Apolipoprotein B editing complex 2 (Predicted), isoform CRA_a OS=Rattus norvegicus OX=10116 GN=Apobec2 PE=1 SV=1Apolipoprotein B editing complex 2 (Predicted), isoform CRA_a (Apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 2) (Apolipoprotein B mRNA-editing enzyme catalytic subunit 2)Apobec2 3 18.3 25.66 224 0 7.8995 1.387877226 1.168609101 1.129216467 1.043158201 1.227541594 1.371580497
tr|A0A0A0MXU4|A0A0A0MXU4_RAT ER membrane protein complex subunit 2 OS=Rattus norvegicus OX=10116 GN=Emc2 PE=4 SV=2;sp|B0BNG0|EMC2_RAT ER membrane protein complex subunit 2 OS=Rattus norvegicus OX=10116 GN=Emc2 PE=2 SV=1ER membrane protein complex subunit 2 (Tetratricopeptide repeat protein 35) (TPR repeat protein 35)Emc2 8 33.1 34.513 296 0 50.716 9.060687886 9.921528778 8.825076646 9.314723066 9.527711689 9.089819549
tr|D4A040|D4A040_RAT Mitochondrial ribosomal protein S11 OS=Rattus norvegicus OX=10116 GN=Mrps11 PE=1 SV=1Mitochondrial ribosomal protein S11 (Similar to mitochondrial ribosomal protein S11 (Predicted), isoform CRA_a)Mrps11 2 15.7 20.168 191 0 5.3612 1.545369331 1.554344872 1.334029596 1.481062469 1.438136003 1.541046887
tr|A0A0G2K401|A0A0G2K401_RAT Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pcca PE=1 SV=1;tr|A0A0G2K5P9|A0A0G2K5P9_RAT Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pcca PE=1 SPropanoyl-CoA:carbon dioxide ligase subunit alpha (EC 6.4.1.3) (Propionyl-CoA carboxylase alpha chain, mitochondrial)Pcca 3 3.3 79.811 723 0 323.31 45.25477191 45.1387358 49.44695704 44.79918328 40.92650209 52.84140863
tr|O55158|O55158_RAT Tetraspanin OS=Rattus norvegicus OX=10116 GN=Tspan8 PE=2 SV=2Tetraspanin Tspan8 6 26.8 25.545 235 0 143.05 10.60801395 16.91956047 16.40608962 11.5030499 11.13750505 22.66054178
sp|Q641Z6|EHD1_RAT EH domain-containing protein 1 OS=Rattus norvegicus OX=10116 GN=Ehd1 PE=1 SV=1EH domain-containing protein 1Ehd1 14 34.8 60.602 534 0 323.31 74.68206389 73.90924427 67.51789658 71.38341247 79.16839735 64.00302592
tr|G3V945|G3V945_RAT Aldehyde dehydrogenase family 5, subfamily A1 OS=Rattus norvegicus OX=10116 GN=Aldh5a1 PE=1 SV=1;sp|P51650|SSDH_RAT Succinate-semialdehyde dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Aldh5a1 PE=1 SV=2Succinate-semialdehyde dehydrogenase, mitochondrial (EC 1.2.1.24) (Aldehyde dehydrogenase family 5 member A1) (NAD(+)-dependent succinic semialdehyde dehydrogenase)Aldh5a1 17 39.2 56.145 523 0 151.27 35.08175527 53.21820968 56.45853647 34.12511746 31.24455224 74.52050837
tr|A0A0G2K3W1|A0A0G2K3W1_RAT von Willebrand factor A domain-containing 8 OS=Rattus norvegicus OX=10116 GN=Vwa8 PE=1 SV=1von Willebrand factor A domain-containing 8Vwa8 8 19.8 53.76 481 0 67.237 8.219793434 7.80898994 8.195269414 7.023071848 7.591645296 9.376937066
tr|Q4PP99|Q4PP99_RAT Cardiac troponin C OS=Rattus norvegicus OX=10116 GN=Tnnc1 PE=2 SV=1Cardiac troponin C (Troponin C1, slow skeletal and cardiac type)Tnnc1 3 30.4 18.42 161 0 48.099 4.843471763 2.63139417 5.765228874 4.520889731 4.211348875 4.804392485
tr|D4A2Z6|D4A2Z6_RAT SEC63 homolog, protein translocation regulator OS=Rattus norvegicus OX=10116 GN=Sec63 PE=1 SV=1;tr|A0A0G2JUJ9|A0A0G2JUJ9_RAT SEC63 homolog, protein translocation regulator OS=Rattus norvegicus OX=10116 GN=Sec63 PE=1 SV=1SEC63 homolog, protein translocation regulator (SEC63-like (S. cerevisiae) (Predicted))Sec63 8 12.9 83.591 727 0 21.535 2.406031827 2.698027989 2.433059224 2.351734646 2.654622065 2.493330146
tr|D3ZFF4|D3ZFF4_RAT Lysocardiolipin acyltransferase 1 OS=Rattus norvegicus OX=10116 GN=Lclat1 PE=1 SV=1Lysocardiolipin acyltransferase 1 (Similar to lysocardiolipin acyltransferase isoform 1 (Predicted))Lclat1 2 5.1 44.566 376 0.00249 2.6147 0.821577962 1.017375012 0.928977102 0.914092309 1.094875206 0.723178517
sp|O70595|ABCB6_RAT ATP-binding cassette sub-family B member 6, mitochondrial OS=Rattus norvegicus OX=10116 GN=Abcb6 PE=2 SV=1ATP-binding cassette sub-family B member 6, mitochondrial (Ubiquitously-expressed mammalian ABC half transporter)Abcb6 3 6.7 93.304 836 0 20.247 1.30413899 0.926999811 0.840337565 0.88751465 1.000498711 1.23279687
tr|D4A193|D4A193_RAT Receptor expression-enhancing protein OS=Rattus norvegicus OX=10116 GN=Reep1 PE=1 SV=1Receptor expression-enhancing proteinReep1 2 14.4 22.24 201 0 6.152 1.680584758 1.801235509 1.494568694 1.587193931 1.983038923 1.456821685
tr|D3ZAI6|D3ZAI6_RAT 5-nucleotidase domain-containing 3 OS=Rattus norvegicus OX=10116 GN=Nt5dc3 PE=1 SV=25'-nucleotidase domain-containing 3Nt5dc3 5 9.7 63.126 546 0 13.061 5.036837349 4.313281107 4.319599449 4.501299906 4.266572608 4.988895461
tr|Q8R4I6|Q8R4I6_RAT Actinin alpha 3 OS=Rattus norvegicus OX=10116 GN=Actn3 PE=1 SV=1Actinin alpha 3 (Actinin alpha 3, isoform CRA_a) (Skeletal muscle-specific alpha-actinin 3)Actn3 39 44 103.01 900 0 323.31 156.1173732 134.2548046 186.9114186 164.9308012 162.1873557 154.5923618
sp|P00173|CYB5_RAT Cytochrome b5 OS=Rattus norvegicus OX=10116 GN=Cyb5a PE=1 SV=2Cytochrome b5 Cyb5a 7 56 15.355 134 0 42.184 11.015918 12.41610151 13.31971402 10.76305619 12.30076277 13.99926494
sp|P24090|FETUA_RAT Alpha-2-HS-glycoprotein OS=Rattus norvegicus OX=10116 GN=Ahsg PE=1 SV=2;tr|F1LM19|F1LM19_RAT Uncharacterized protein OS=Rattus norvegicus OX=10116 PE=1 SV=3;tr|Q7TP75|Q7TP75_RAT Aa2-066 OS=Rattus norvegicus OX=10116 PE=1 SV=1Alpha-2-HS-glycoprotein (59 kDa bone sialic acid-containing protein) (BSP) (Fetuin-A) (Glycoprotein PP63)Ahsg 2 8.5 37.982 352 0 12.184 6.66544319 5.548869535 4.734759961 5.402431873 7.835945596 4.025842755
tr|D4A520|D4A520_RAT PTC7 protein phosphatase homolog OS=Rattus norvegicus OX=10116 GN=Pptc7 PE=1 SV=1Protein phosphatase (EC 3.1.3.16)Pptc7 3 15 32.847 307 0 8.3016 1.262746513 0.971422356 0.890557488 0.99221271 0.961777383 1.141256572
tr|Q5BKA0|Q5BKA0_RAT C-type lectin domain family 10 member A OS=Rattus norvegicus OX=10116 GN=Clec10a PE=2 SV=1;sp|P49301|CLC10_RAT C-type lectin domain family 10 member A OS=Rattus norvegicus OX=10116 GN=Clec10a PE=1 SV=1C-type lectin domain family 10 member A (MMGL) (Macrophage asialoglycoprotein-binding protein 1) (M-ASGP-BP-1) (Macrophage galactose/N-acetylgalactosamine-specific lectin)Clec10a 2 5.6 34.214 306 0.0010604 3.3293 0.833167856 1.126950625 0.93789594 0.796314457 1.112725846 1.017204736
tr|G3V8U8|G3V8U8_RAT Branched-chain-amino-acid aminotransferase OS=Rattus norvegicus OX=10116 GN=Bcat2 PE=1 SV=1;sp|O35854|BCAT2_RAT Branched-chain-amino-acid aminotransferase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Bcat2 PE=1 SV=1Branched-chain-amino-acid aminotransferase, mitochondrial (BCAT(m)) (EC 2.6.1.42)Bcat2 13 37.9 44.229 393 0 244.51 42.79329925 60.47882797 67.25719206 47.20670115 41.36117326 78.87705442
tr|E9PTA4|E9PTA4_RAT ADAM metallopeptidase domain 9 OS=Rattus norvegicus OX=10116 GN=Adam9 PE=1 SV=2ADAM metallopeptidase domain 9Adam9 2 3.1 92.367 845 0 9.1321 1.38998448 1.630850367 1.457018096 1.262767311 1.484623168 1.767205272
tr|A0A0G2K0T6|A0A0G2K0T6_RAT Gamma-synuclein OS=Rattus norvegicus OX=10116 GN=Sncg PE=1 SV=1;tr|F1LQ96|F1LQ96_RAT Gamma-synuclein OS=Rattus norvegicus OX=10116 GN=Sncg PE=1 SV=1;sp|Q63544|SYUG_RAT Gamma-synuclein OS=Rattus norvegicus OX=10116 GN=Sncg PE=1 Gamma-synuclein (Persyn) (Sensory neuron synuclein)Sncg 3 43.9 13.045 123 0 27.296 5.282683579 5.869699031 6.036453049 4.538747529 5.36840471 7.10021504
tr|F1MA54|F1MA54_RAT [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 1, mitochondrial OS=Rattus norvegicus OX=10116 GN=Pdk1 PE=1 SV=2;sp|Q63065|PDK1_RAT [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 1, mitochondrial OS=Rattus [Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 1, mitochondrial (EC 2.7.11.2) (PDK p48) (Pyruvate dehydrogenase kinase isoform 1) (PDH kinase 1)Pdk1 8 22.8 49.098 434 0 63.619 9.815285293 9.849959121 10.40073817 8.972498373 8.469077057 12.36149623
sp|P23785|GRN_RAT Granulins OS=Rattus norvegicus OX=10116 GN=Grn PE=1 SV=3;tr|G3V8V1|G3V8V1_RAT Granulin, isoform CRA_c OS=Rattus norvegicus OX=10116 GN=Grn PE=4 SV=1;tr|F1LMP7|F1LMP7_RAT Granulins OS=Rattus norvegicus OX=10116 GN=Grn PE=4 SV=1Progranulin (PGRN) (Acrogranin) (Epithelin precursor) (Granulin precursor) (Proepithelin) (PEPI) [Cleaved into: Paragranulin; Granulin-1 (Granulin G); Granulin-2 (Granulin F); Granulin-3 (Epithelin-2) (Granulin B); Granulin-4 (Epithelin-1) (Granulin A); Granulin-5 (Granulin C); Granulin-6 (Granulin D); Granulin-7 (Granulin E)]Grn 5 11.9 63.369 588 0 21.123 1.862460795 1.246595348 1.622999973 1.1770021 1.5154708 2.103191694
sp|P16409|MYL3_RAT Myosin light chain 3 OS=Rattus norvegicus OX=10116 GN=Myl3 PE=1 SV=2Myosin light chain 3 (Myosin alkali light chain 1, ventricular) (MLClV) (Myosin light chain 1, slow-twitch muscle B/ventricular isoform) (MLC1SB) (Ventricular myosin light chain 1) (rVMLC1)Myl3 12 60 22.156 200 0 323.31 53.9958597 36.65106808 56.38535625 44.89832691 38.60214383 65.42845365
tr|A0A0G2K075|A0A0G2K075_RAT Translocon-associated protein subunit alpha OS=Rattus norvegicus OX=10116 GN=Ssr1 PE=1 SV=1;tr|Q4V7D1|Q4V7D1_RAT Signal sequence receptor, alpha OS=Rattus norvegicus OX=10116 GN=Ssr1 PE=1 SV=1;tr|A0A0G2JX79|A0A0G2JX79_RAT TransTranslocon-associated protein subunit alpha (TRAP-alpha) (Liver regeneration-related protein LRRG137) (Signal sequence receptor subunit alpha) (SSR-alpha)Ssr1 4 21.2 32.867 292 0 191.28 7.40950433 6.677202194 5.960528575 5.642287784 9.361609057 5.298263062
tr|D4ACV3|D4ACV3_RAT Histone H2A OS=Rattus norvegicus OX=10116 GN=Hist2h2ac PE=3 SV=2;sp|P0CC09|H2A2A_RAT Histone H2A type 2-A OS=Rattus norvegicus OX=10116 GN=Hist2h2aa3 PE=1 SV=1;sp|P02262|H2A1_RAT Histone H2A type 1 OS=Rattus norvegicus OX=10116 PE=1 SVHistone H2A type 2-A (H2A-clustered histone 18) (Histone H2A.2)H2ac18 2 14.3 13.645 126 0 100.86 8.893612795 7.569601778 8.397887136 6.432390833 12.8999187 5.939756341
tr|A0A0G2K6J0|A0A0G2K6J0_RAT Metalloreductase STEAP4 OS=Rattus norvegicus OX=10116 GN=Steap4 PE=1 SV=1;tr|Q7TP88|Q7TP88_RAT Ab1-219 OS=Rattus norvegicus OX=10116 GN=Steap4 PE=1 SV=1;sp|Q4V8K1|STEA4_RAT Metalloreductase STEAP4 OS=Rattus norvegicus OX=10116 Metalloreductase STEAP4 (EC 1.16.1.9) (Six-transmembrane epithelial antigen of prostate 4)Steap4 6 21.7 43.785 391 0 39.24 5.352925359 5.645118384 5.167437986 5.018757976 6.082160663 5.127272694
tr|F1LQS6|F1LQS6_RAT RCG61833 OS=Rattus norvegicus OX=10116 GN=Xdh PE=1 SV=2;sp|P22985|XDH_RAT Xanthine dehydrogenase/oxidase OS=Rattus norvegicus OX=10116 GN=Xdh PE=1 SV=3Xanthine dehydrogenase/oxidase [Includes: Xanthine dehydrogenase (XD) (EC 1.17.1.4); Xanthine oxidase (XO) (EC 1.17.3.2) (Xanthine oxidoreductase) (XOR)]Xdh 7 7.8 146.26 1331 0 60.319 29.8828601 23.50446248 37.63749972 38.59972025 29.23675971 22.16169288
sp|Q5XI78|ODO1_RAT 2-oxoglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ogdh PE=1 SV=12-oxoglutarate dehydrogenase, mitochondrial (EC 1.2.4.2) (2-oxoglutarate dehydrogenase complex component E1) (OGDC-E1) (Alpha-ketoglutarate dehydrogenase)Ogdh 55 51.1 116.29 1023 0 323.31 538.2025525 516.9797145 547.0678505 484.0717521 435.0972159 670.845101
tr|D3ZM09|D3ZM09_RAT Seryl-tRNA synthetase 2 (Predicted) OS=Rattus norvegicus OX=10116 GN=Sars2 PE=1 SV=1Seryl-tRNA synthetase (EC 6.1.1.11) (Seryl-tRNA(Ser/Sec) synthetase)Sars2 10 22.2 58.286 518 0 55.98 8.683890909 9.503956849 8.809983226 8.215781643 8.629247452 10.0705504
sp|P07154|CATL1_RAT Cathepsin L1 OS=Rattus norvegicus OX=10116 GN=Ctsl PE=1 SV=2Procathepsin L (EC 3.4.22.15) (Cathepsin L1) (Cyclic protein 2) (CP-2) (Major excreted protein) (MEP) [Cleaved into: Cathepsin L; Cathepsin L heavy chain; Cathepsin L light chain]Ctsl 2 8.1 37.66 334 0.0010678 3.431 0.545477594 0.420380421 0.491039248 0.350287579 0.571490127 0.525589646
sp|Q9WUH4|FHL1_RAT Four and a half LIM domains protein 1 OS=Rattus norvegicus OX=10116 GN=Fhl1 PE=2 SV=1;tr|Q6P792|Q6P792_RAT Four and a half LIM domains 1 OS=Rattus norvegicus OX=10116 GN=Fhl1 PE=1 SV=1;tr|A0A0G2K338|A0A0G2K338_RAT Four and a half LIM domFour and a half LIM domains protein 1 (FHL-1)Fhl1 14 50 31.904 280 0 201.89 55.59135156 72.93194827 78.93401024 57.27336294 69.26695474 82.12719221
tr|D3ZEG8|D3ZEG8_RAT Translocase of inner mitochondrial membrane 29 OS=Rattus norvegicus OX=10116 GN=Timm29 PE=1 SV=1Translocase of inner mitochondrial membrane 29 (Uncharacterized protein RGD1309188_predicted)Timm29 3 22.8 29.873 267 0 62.303 2.958734289 2.905234485 2.714803055 3.11908244 2.935594374 2.501254834



sp|Q62651|ECH1_RAT Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ech1 PE=1 SV=2Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial (EC 5.3.3.-)Ech1 15 49.5 36.171 327 0 126.01 50.51387432 49.30408983 56.55001174 47.52025781 56.76611379 51.71772861
tr|D4A3V2|D4A3V2_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6 OS=Rattus norvegicus OX=10116 GN=Ndufa6 PE=1 SV=1NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6Ndufa6 8 52.3 15.224 130 0 323.31 170.0101938 173.8747795 150.6414742 180.9849019 158.7143007 153.6881347
tr|D3ZTN2|D3ZTN2_RAT COX assembly mitochondrial protein OS=Rattus norvegicus OX=10116 GN=Cmc1 PE=1 SV=2COX assembly mitochondrial proteinCmc1 3 28.3 12.572 106 0 7.7271 1.804210291 1.232281416 1.109732235 1.036946793 1.376225022 1.704518963
sp|P06685|AT1A1_RAT Sodium/potassium-transporting ATPase subunit alpha-1 OS=Rattus norvegicus OX=10116 GN=Atp1a1 PE=1 SV=1Sodium/potassium-transporting ATPase subunit alpha-1 (Na(+)/K(+) ATPase alpha-1 subunit) (EC 7.2.2.13) (Sodium pump subunit alpha-1)Atp1a1 31 31.1 113.05 1023 0 323.31 79.40331496 98.27254264 109.5233404 86.58941717 84.75009294 114.6234901
tr|F1LRV9|F1LRV9_RAT Myosin-4 OS=Rattus norvegicus OX=10116 GN=Myh1 PE=1 SV=2Myosin heavy chain 4 Myh1 4 2.4 223.28 1943 0 323.31 899.0947833 850.0994485 957.5631234 928.5457778 738.3477712 1048.903485
sp|P35280|RAB8A_RAT Ras-related protein Rab-8A OS=Rattus norvegicus OX=10116 GN=Rab8a PE=1 SV=2Ras-related protein Rab-8ARab8a 2 7.2 23.668 207 0 15.551 3.793909053 3.36569885 2.674325248 3.311218014 3.885291566 2.679357101
sp|Q9Z270|VAPA_RAT Vesicle-associated membrane protein-associated protein A OS=Rattus norvegicus OX=10116 GN=Vapa PE=1 SV=3;tr|A0A0G2K8E6|A0A0G2K8E6_RAT Vesicle-associated membrane protein-associated protein A OS=Rattus norvegicus OX=10116 GN=Vapa PE=1 SV=Vesicle-associated membrane protein-associated protein A (VAMP-A) (VAMP-associated protein A) (VAP-A) (33 kDa VAMP-associated protein) (VAP-33)Vapa 11 43.4 27.841 249 0 82.418 41.55905083 45.07259556 49.50641597 41.78366413 48.43293889 46.18568727
sp|Q64428|ECHA_RAT Trifunctional enzyme subunit alpha, mitochondrial OS=Rattus norvegicus OX=10116 GN=Hadha PE=1 SV=2Trifunctional enzyme subunit alpha, mitochondrial (Monolysocardiolipin acyltransferase) (EC 2.3.1.-) (TP-alpha) [Includes: Long-chain enoyl-CoA hydratase (EC 4.2.1.17); Long chain 3-hydroxyacyl-CoA dehydrogenase (EC 1.1.1.211)]Hadha 62 76 82.664 763 0 323.31 855.7455705 1033.515204 984.1824269 958.8861171 815.6825681 1091.574879
tr|D4A2V6|D4A2V6_RAT Junctional sarcoplasmic reticulum protein 1 OS=Rattus norvegicus OX=10116 GN=Jsrp1 PE=1 SV=1Junctional sarcoplasmic reticulum protein 1 (RCG29469, isoform CRA_c)Jsrp1 9 41.1 36.751 338 0 106.99 20.61646414 29.34602724 31.33531102 25.33418332 24.22779462 31.43459302
sp|Q5BK63|NDUA9_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufa9 PE=1 SV=2NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial (Complex I-39kD) (CI-39kD) (NADH-ubiquinone oxidoreductase 39 kDa subunit) (Sperm flagella protein 3)Ndufa9 32 72.4 42.559 377 0 323.31 359.632896 377.8285582 329.928429 387.7949273 326.8015356 354.3859209
tr|M0R735|M0R735_RAT Heterogeneous nuclear ribonucleoprotein Q OS=Rattus norvegicus OX=10116 GN=Syncrip PE=1 SV=2;tr|A0A0G2K9J1|A0A0G2K9J1_RAT Heterogeneous nuclear ribonucleoprotein Q OS=Rattus norvegicus OX=10116 GN=Syncrip PE=1 SV=1;sp|Q7TP47|HNRPQ_RAT Heterogeneous nuclear ribonucleoprotein Q (hnRNP Q) (Liver regeneration-related protein LRRG077) (Synaptotagmin-binding, cytoplasmic RNA-interacting protein)Syncrip 3 5.9 62.672 562 0.00055127 3.9222 0.782744292 0.845854627 0.745431973 0.788012671 0.924026785 0.655991392
tr|A0A0H2UHK5|A0A0H2UHK5_RAT Aminopeptidase OS=Rattus norvegicus OX=10116 GN=Lnpep PE=1 SV=1;tr|A0A0G2JYN3|A0A0G2JYN3_RAT Leucyl-cystinyl aminopeptidase OS=Rattus norvegicus OX=10116 GN=Lnpep PE=1 SV=1;tr|A0A0G2JUW8|A0A0G2JUW8_RAT Leucyl-cystinyl aminopeptLeucyl-cystinyl aminopeptidase (Cystinyl aminopeptidase) (EC 3.4.11.3) (GP160) (Insulin-regulated membrane aminopeptidase) (Insulin-responsive aminopeptidase) (IRAP) (Oxytocinase) (OTase) (Placental leucine aminopeptidase) (P-LAP) (Vesicle protein of 165 kDa) (Vp165)Lnpep 7 9.6 103.19 900 0 27.327 5.093030773 4.683222195 4.585655271 4.474005546 5.346293645 4.523878873
sp|P67779|PHB_RAT Prohibitin OS=Rattus norvegicus OX=10116 GN=Phb PE=1 SV=1Prohibitin Phb 21 80.5 29.82 272 0 323.31 138.2057193 149.9606424 132.794649 141.0586877 130.3743873 149.1873187
sp|Q5HZE0|MCATL_RAT Mitochondrial basic amino acids transporter OS=Rattus norvegicus OX=10116 GN=Slc25a29 PE=2 SV=1Mitochondrial basic amino acids transporter (Carnitine/acylcarnitine translocase-like) (CACT-like) (Mitochondrial carnitine/acylcarnitine carrier protein CACL) (Mitochondrial ornithine transporter 3) (Solute carrier family 25 member 29)Slc25a29 2 6.9 32.634 306 0.0010672 3.4163 0.741953887 0.832478505 0.631545262 0.705771239 0.764988908 0.738022066
tr|A0A0G2K4U8|A0A0G2K4U8_RAT Syntaxin-12 OS=Rattus norvegicus OX=10116 GN=Stx12 PE=1 SV=1;sp|G3V7P1|STX12_RAT Syntaxin-12 OS=Rattus norvegicus OX=10116 GN=Stx12 PE=1 SV=1;tr|A0A0G2JVB6|A0A0G2JVB6_RAT Syntaxin-12 OS=Rattus norvegicus OX=10116 GN=Stx12 PE=1 Syntaxin-12 (Syntaxin-13) Stx12 2 8.8 31.106 272 0 13.417 0.815005338 0.846496286 0.72750282 0.748355219 0.7816531 0.861159515
tr|Q2I6B2|Q2I6B2_RAT V-type proton ATPase subunit a OS=Rattus norvegicus OX=10116 GN=Atp6v0a1 PE=1 SV=1;tr|Q2I6B5|Q2I6B5_RAT V-type proton ATPase subunit a OS=Rattus norvegicus OX=10116 GN=Atp6v0a1 PE=1 SV=1;sp|P25286|VPP1_RAT V-type proton ATPase 116 kDa V-type proton ATPase 116 kDa subunit a1 (V-ATPase 116 kDa subunit a1) (Clathrin-coated vesicle/synaptic vesicle proton pump 116 kDa subunit) (Vacuolar adenosine triphosphatase subunit Ac116) (Vacuolar proton pump subunit 1) (Vacuolar proton translocating ATPase 116 kDa subunit a isoform 1)Atp6v0a1 6 7.9 95.584 832 0 20.869 2.408088907 3.219252524 2.698474719 2.511320053 2.351862267 3.479547323
sp|P68136|ACTS_RAT Actin, alpha skeletal muscle OS=Rattus norvegicus OX=10116 GN=Acta1 PE=1 SV=1Actin, alpha skeletal muscle (Alpha-actin-1) [Cleaved into: Actin, alpha skeletal muscle, intermediate form]Acta1 2 5.8 42.051 377 0 323.31 841.0449694 578.5789778 1030.3317 869.2985011 839.4654449 745.4590801
tr|F8WG17|F8WG17_RAT Troponin I, fast skeletal muscle OS=Rattus norvegicus OX=10116 GN=Tnni2 PE=1 SV=3;tr|A0A0G2K0N9|A0A0G2K0N9_RAT Troponin I, fast skeletal muscle OS=Rattus norvegicus OX=10116 GN=Tnni2 PE=1 SV=1;sp|P27768|TNNI2_RAT Troponin I, fast skeleTroponin I, fast skeletal muscle (Troponin I, fast-twitch isoform)Tnni2 10 49.5 21.311 182 0 281.27 48.45980398 36.19549019 60.34166167 52.4947595 57.07351152 35.18053176
tr|D3ZYX8|D3ZYX8_RAT Cytochrome c oxidase subunit 7A2-like OS=Rattus norvegicus OX=10116 GN=Cox7a2l PE=1 SV=1Cytochrome c oxidase subunit 7A2-like (Cytochrome c oxidase subunit VIIa polypeptide 2 like (Predicted), isoform CRA_e)Cox7a2l 5 35.8 13.273 120 0 58.235 20.50357557 24.30554906 20.99494653 23.04193485 20.32492207 22.47156847
sp|Q561S0|NDUAA_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial OS=Rattus norvegicus OX=10116 GN=Ndufa10 PE=1 SV=1NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial (Complex I-42kD) (CI-42kD) (NADH-ubiquinone oxidoreductase 42 kDa subunit)Ndufa10 3 13 40.493 355 0 323.31 369.8631096 370.7357584 360.3393825 401.3226574 359.649949 340.3246808
sp|P20788|UCRI_RAT Cytochrome b-c1 complex subunit Rieske, mitochondrial OS=Rattus norvegicus OX=10116 GN=Uqcrfs1 PE=1 SV=2Cytochrome b-c1 complex subunit Rieske, mitochondrial (EC 7.1.1.8) (Complex III subunit 5) (Cytochrome b-c1 complex subunit 5) (Liver regeneration-related protein LRRGT00195) (Rieske iron-sulfur protein) (RISP) (Rieske protein UQCRFS1) (Ubiquinol-cytochrome c reductase iron-sulfur subunit) [Cleaved into: Cytochrome b-c1 complex subunit 9 (Su9) (Subunit 9) (8 kDa subunit 9) (Complex III subunit IX) (Cytochrome b-c1 complex subunit 11) (UQCRFS1 mitochondrial targeting sequence) (UQCRFS1 MTS) (Ubiquinol-cytochrome c reductase 8 kDa protein)]Uqcrfs1 19 62.4 29.445 274 0 323.31 599.7644553 686.5257637 537.4172096 659.3648541 576.7752109 587.859401
tr|A0A0A6YYM0|A0A0A6YYM0_RAT Long-chain-fatty-acid--CoA ligase 6 OS=Rattus norvegicus OX=10116 GN=Acsl6 PE=1 SV=2;sp|P33124|ACSL6_RAT Long-chain-fatty-acid--CoA ligase 6 OS=Rattus norvegicus OX=10116 GN=Acsl6 PE=1 SV=1Long-chain-fatty-acid--CoA ligase 6 (EC 6.2.1.3) (Arachidonate--CoA ligase) (EC 6.2.1.15) (Long-chain acyl-CoA synthetase 6) (LACS 6) (Long-chain-fatty-acid--CoA ligase, brain isozyme)Acsl6 31 47.6 80.995 722 0 323.31 104.3391468 79.55584341 68.8808781 81.88308107 96.98128675 73.86316571


