Table S2. The significantly down-regulated 10 candidates m6a sites were predicted via SRAMP database and RMBase2.0/BERMP.
	SRAMP
	Motif score
	RMBase
2.0
	Motif score (SP)
	BERMP
	Motif score

	EPHA2
	0.826
	DDIT4
	419.59(82)
	VEGFA
	0.2995

	VEGFA
	0.819
	VEGFA
	419.59(72)
	TRIB3
	0.29133

	PDE4D
	0.807
	EPHA2
	419.59(46)
	EPHA2
	0.24416

	TRIB3
	0.783
	PDE4D
	419.59(43)
	DDIT4
	0.19796

	DDIT4
	0.749
	ZFP36L1
	419.59
	CLDN1
	0.17834

	CLDN1
	0.711
	TRIB3
	371.87
	PDE4D
	0.17617

	ZFP36L1
	0.681
	EGR1
	371.87
	EGR1
	0.1609

	CEBPG
	0.694
	CLDN1
	371.87
	
	

	
	
	CEBPG
	349.63
	
	

	Annotation：Motif score :SRAMP (0-1) / RMBase2.0（0-500）SP: support number/ BERMP 0-1)


[bookmark: _GoBack]
