Proteomic analysis revealed USP7 as a novel regulator of palmitic acid-induced hepatocellular carcinoma cell death
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Figure: 2C
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Figure: 3A
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Figure: 3E
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Figure: 3F
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Figure: 3G
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Figure:4A
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Figure:4A
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Figure:7B
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Figure:8A
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Figure:8F
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Figure:8G
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Figure:8I
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Figure:9B
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