Fig. 1B

ProC3

cC3

GAPDH Fig. 1C

Bel-XI GAPDH



Figure 2A: elF2 alpha
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Figure 2A: ATF4_CHOP
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Figure 2B left panel
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Figure 2B right panel
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Fig. 4D
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Figure 6A left panel Figure 6A right panel
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Figure S2B
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Figure S3A: left panel

Figure S3A right panel
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Figure S3B: upper panel Figure S3B: lower panel
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Figure S4A
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