Retinoic acid-induced 1 gene haploinsufficiency alters lipid metabolism and causes autophagy defects in Smith-Magenis syndrome
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Suppl.Fig.1 Anti-RAI1 antibody recognizes wt and mutant RAI1 overexpressed proteins.
A) HEK293T were transfected with vectors expressing either wild type RAI1, RAI1-S399P40fx and RAI1-Q214X, and the expression of RAI1 was detected in total lysates. 
Suppl. Fig.2. RAI1 haploinsufficiency alters the expression of genes involved in negative regulation of growth and in mineral adsorption
A) Quantitative real-time PCR of the indicated genes in SMS and control cells (n = 5/genotype).
Graphs: mean ± SEM, one-Way ANOVA + Newman-Keuls post-hoc test, *p < 0.05, ** P < 0.01, ***p < 0.001.
Suppl. Fig. 3. Influence of NAC on authopagy flux in SMS cells
A) NAC did not influence autophagy flux.
Suppl.Table 1 Whole-genome microarray analysis identifies the differentially expressed genes (DEGs)
Suppl. Table 2. Composition of the total lipid fingerprint and relative to the two groups Controls and SMS cells. 
Suppl. Table 3. Details and individual peak area measurements for all the identified lipids in each sample. 
Suppl. Table 4. Composition of 50 most enriched lipids among the SMS cells and the 50 most enriched lipids among the control cells, classified in category, main class and subclass. 

