Supplemental information

Supplemental Table 1. List of antibodies used in immunochemical and immunofluorescent staining.

Reagent Manufacturer | Cat. number | Clone | Fluorophore | Dilution
anti-DMRTA2, pAb Abcam ab156244 - - 1:100
anti- OLIG2 Millipore MABN50 - - 1:100
anti-CD45 (HLA-DP,DQ,DR) Dako MO0775 CR3/43 1:200
anti-SMA Santa-Cruz sc-53142 B4 - 1:100
anti-NESTIN Cell Signaling | 33475 - - 1:200
anti-von Willebrand Factor, pAb Abcam ab11713 - - 1:1000
anti-rabbit AF488 Invitrogen A-21206 - AF488 1:2000
anti-mouse AF555 Invitrogen A-31570 - AF555 1:2000
anti-sheep AF647 Abcam ab150179 - AF647 1:2000

Supplemental Table 2. List of literature-based markers used to create a marker panel for characterization

of cell identity of obtained clusters.

Gene name Target group Reference
CD14 myeloid cells (1)
CD3 lymphoid cells (1)




oLIG1 oligodendrocytes (2)
OLIG2 oligodendrocytes (2)
GFAP astrocytes (3)
TUBB3 neurons (4)
RBFOX3 neurons (4)
PDGFRB pericytes (5)
ACTA2 pericytes (5)
PECAM endothelial cells (6)
ENG endothelial cells (7)
PTPRC Microglia/macrophages (8)
SOX2 tumor cells (1)
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Supplemental figure 1. Gene Ontology (biological processes) enrichment analysis of glioma

samples according to DMRTA2 expression performed using GlioVis.
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Supplemental figure 2. The scRNA-seq analysis of expression of DMRTA2 and stem cell
markers in glioblastoma in publicly available datasets (Couturier et al, 2020) 24. (A) Umap of
23280 cells from GBM patients colored by patient. (B) Umap representing expression of
DMRTAZ2. Cells without DMRTAZ2 expression are colored gray. (C,D) UMAPs of stemness and
pericytes scores in DMRTA2+ cells. (E) Venn diagram showing percentage of DMRTAZ2+ cells
co-expressing selected stem/progenitor cell markers. (F) Venn diagram showing percentage of
SOX2+/DMRTA2+ cells co-expressing selected pericyte markers.
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Supplemental figure 3. Quantification of DMRTA2 and NESTIN coexpression in GBM
tissue (n=3).
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Supplemental figure 4. Original Western blots to A) Figure 3A; B) Figure 3D
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Supplemental figure 5. Quantification of DMRTAZ2 expression in WG4 adherent cells and
WGA4-derived spheres. * - p< 0.05
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Supplemental figure 6. Original Western blots to Figure 4B.
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Supplemental figure 7. Results of tube forming assay by HUVEC. Representative photos of
the vascular net formed by HUVEC cultured alone or at different times after co-culture with
LN18 cells, scale bar — 200 ym.
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Supplemental figure 8. DMRTAZ2 is indispensable for WG14 primary glioma stem cells driven support of
angiogenesis. (A) Representative photos of vascular nets formed by HUVEC alone or in co-culture with
control WG14 cells or cells depleted of DMRTAZ2, scale bar — 200 ym. (B) Quantification of selected
properties of the vascular net formed by HUVEC alone or in co-culture with control or DMRTA2 depleted
WG14 cells. * - p< 0.05; ** - p<0.01; *** - p<0.001. Hedge’s ‘g’ stands for effect size.



