Supplementary table 2

Prediction of NPM1 protein binding with 6 sites within JOGAP2 gene promoters

>hg38 knownGene ENST00000274364.11 range=chr5:76401285-76403284 5'pad=0 3'pad=0
strand=+ repeatMasking=none

TTTCTTTCCCTTGGATGCTCTCCATCCAGCTTTTACCACACTTCCACTTCAAGCCACACT
TTCAAACCCTGTCACCTTCCTGGACCATTTTAGTTCAGAGTGATTTTTTCACCCACCTCT
AAATATATAGACTACTCATTTATTTGGGCTCTAAGTCATACACTCATACGAAAATTGTTAT
GTGTAAATACTTAATTGTTAACACTTGACAAATGCAACAACAGAAATGGA NS

e C TGCTTTTTAAGAAAGGAAAACTCCATTCATCCCATT

CCAAACAGGTGAGAATCTAATGCCATCAGGGAAAAAAAAAAAATATTTTGCTATCCCG
TCTGAATTGAGAGTTCCCTGTGTACAGTTTACGTCCCTGTGAGCATCTACCACTCACAG

AGCCACCCTAAGCACGCTCTGCAGTGTCAGCATCACCT e

SN 1 C CTCTGTATCCTTGCATAATAAAAAATGATTAGTGTCACTATGCC
ACCATTTCCTCAGCGAAATAATTTCCATCCCCCCACCGCCTCCGAGGGTCTTGCACTCT
CACCCAGGCTGGAGTGCACTGGTGCAATCACAACCCACAGCAGCCTTGTCCTCTCGGG
CTCAAGCAATCCTCCCACCTCAGCTTCCTGAGTAGCTTGGGACTGCAGGCGCAACCAC
CACGCCCGGCTAATACGGCTAATATTATTTTTTCATTTTTTGGAGAGACGGGGTCTCGCT
ATGTTGCCCAGGCTGGTCTGGAACTCTTGGGCTCAAGGGATCCTTGTGCCTCGGCTTC

ACAAAGTGCTGGGATTACAGGCGTGAGCCGCCGCGCCCGGCTCTAAATA NS

e C TGGCGACCGCATGAAAACCCCGATTTCAAAACA
GCCACATGCAGTTTAATTTCCT TGOS GGG ONGEE

TGTTCCTCCAGCACACACACACTCAGTTTCTTGTCATAAGGGGAACCCTGTTATTTTGT
AGACAAAAAGTGACAGAAGCAACTTTCGAAGCAAAAAAAAAAAAAAAACAAAAAA

AAACAAAACCAAAAAGACGAAGAAGAAGAACAAAAGTCAACGTGAAATCTCCCCAG
AGGAAAAGGAACCGCGCTGTTTGTCCCTCAGTAACTGAGCAACACCCCGGACACGAA
GGGCTCCCTGTGACTTCTGCGGTTTTTCTTGCACTTCTCCGCGTTGGTTCACTTCCACC
CTCGAAACTCTCCAGAAGCGAGAAATAAGGCGGGGTGGCCGCCACCCCCAGGCCACC

_ denote potential NPM1 binding sites within the IQGAP2 promoter
_ indicate reference sequences used for primer design.



primers list:
Gene Name

primer 1 for
binding site 1
primer 2 for
binding site 2
primer 3 for
binding site 3
primer 4 for
binding site 4&5
primer 5 for
binding site 6

Forward Sequence (5°-3°)

GCACGAAAATCCCCTTCCAC

CAGCCCAGACCCATTGAGT

CTTATCGCCCTCCCTCAGTT

AGCCGGAAAAGGTTTCTGTG

TCTCGGCCCCTTCCCTCT

Reverse Sequence (5°-3°)

TGCCTCTCAGTCTAAGAACAATT

TGAGCAGCTGTTTTCCATTTCA

AAAATCTGGAGGGAATGCGG

CCACTCAAAACACAACTGCG

AGCCAGGCCCCGTTATTC



