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Supplementary tables
Supplementary table 1: List of ferroptosis-related genes.


[bookmark: _Hlk81392264]Ferroptosis-related genes. ACSL1, Long-chain-fatty-acid—CoA ligase 1; ACSL3, Long-chain-fatty-acid—CoA ligase 3; ACSL4, Long-chain-fatty-acid—CoA ligase 4; ACSL5, Long-chain-fatty-acid—CoA ligase 5; ACSL6, Long-chain-fatty-acid—CoA ligase 6; AIFM2, Apoptosis-inducing factor mitochondria-associated 2; ALOX15, Arachidonate 15-lipoxygenase/15-lipoxygenase-1; ATG5, Autophagy related 5; ATG7, Autophagy related 7; CP, Ceruloplasmin; CYBB, Cytochrome B-245 Beta chain; DHODH, Dihydroorotate dehydrogenase; FTH1, Ferritin heavy chain; FTL, Ferritin light chain; FTMT, Ferritin mitochondrial; GCH1, Guanosine triphosphate cyclohydrolase-1; GCLC, Glutamate-cysteine ligase catalytic subunit; GCLM, Glutamate-cysteine ligase modifier subunit; GPX4, Glutathione peroxidase 4, GSS, Glutathione synthetase; HMOX1, Heme oxygenase 1; LPCAT3, Lysophosphatidylcholine acyltransferase 3; MAP1LC3A, Microtubule associated protein 1 light chain 3 Alpha; MAP1LC3B, Microtubule associated protein 1 light chain 3 Beta; MAP1LC3B2, Microtubule associated protein 3 light chain 2 Beta; MAP1LC3C, Microtubule associated protein 1 light chain 3 gamma; NCOA4, Nuclear receptor coactivator 4; PCBP1, Poly(rC)-binding protein 1; PCBP2, Poly(rC)-binding protein 2; PRNP, Prion protein; SAT1, Spermidine/spermine N1-acetyltransferase 1; SAT2, Spermidine/spermine N1-acetyltransferase 2; SLC11A2 Solute carrier family 11 member 2; SLC39A14, Solute carrier family 39 member 14; SLC39A8, Solute carrier family 39 member 8; SLC3A2, Solute carrier family 3 member 2; SLC40A1, Solute carrier family 40 member 1; SLC7A11, Solute carrier family 7 member 11; STEAP3, STEAP3 Metalloreductase, TF, Transferrin; TFRC, Transferrin receptor; TP53, tumor protein 53; VDAC2, Voltage-dependent anion channel 2; VDAC3, Voltage-dependent anion channel 3. Ferroptosis-related genes were analysed among AD DEGs based on (23).


Supplementary table 2: Log2FoldChange of significant genes (padj <0.05) of AD-cBOs compared to Iso-cBOs.

	
ACSL6, Long-chain-fatty-acid-CoA ligase 6; FTL, Ferritin light chain; GCLC, Glutamate-cysteine ligase catalytic subunit; GCH1, GTP cyclohydrolase 1; HMOX1, Heme oxygenase 1; MAP1LC3A, Microtubule associated protein 1 light chain 3 Alpha; PCBP2, Poly(rC)-binding protein 2; PRNP, prion protein; SAT1, Spermidine/spermine N1-acetyltransferase 1; SAT2, Spermidine/spermine N1-acetyltransferase 2; SLC39A14, Solute carrier family 39 member 14; SLC39A8, Solute carrier family 39 member 8; TP53, Tumor protein p53; TP53BP1, Tumor protein p53 binding protein, 1.



Supplementary table 3: Summarizing table of alterations involving ferroptosis-related proteins and genes across models and methods used.


[bookmark: _GoBack]ACSL6; Acyl-CoA Synthetase Long Chain Family Member 6, CYCS; Cytochrome c, FTL; ferritin light chain, FTH1; ferritin heavy chain 1, FPN1; ferroportin, GCH1; GTP Cyclohydrolase 1, GCLC; Glutamate-cysteine ligase catalytic subunit, GPX4; Glutathione peroxidase 4, HMOX1; heme oxygenase 1, MAP1LC3A; Microtubule associated protein 1 light chain 3 alpha, NCOA4; nuclear receptor coactivator 4, PCBP1/2; Poly(rC) binding protein 1/2, PRNP; prion protein, SAT1/2; spermidine 1 and 2, SLC3A14/8; Solute carrier family 3 member 14 and 8, TP53; Tumor protein p53, TP53PB1; Tumor protein p53 binding protein 1. Other abbreviations: AD ans Iso cBOs; Alzheimer’s disease and isogenic corticlar brain organoids, Ctr; control, na; not applicable, PM; post mortem, RNA seq, RNA sequencing. 

Supplementary figure 1: Human-derived PS1-ΔE9 NPCs show significant changes in levels of proteins related to increase ferroptosis resistance.
[image: A close-up of a screen

Description automatically generated]
Overview of the neuronal progenitor cell (NPC) generation. NPC expressed nestin and beta 3 tubulin proteins, as visualised by immunofluorescence (a). Heatmap displaying the significantly dysregulated ferroptosis-related proteins in NPCs derived from AD patients compared to controls (padj˂0.05). The AD group consisted of three lines from AD patients with the PSEN1-ΔE9 mutation, while the control group included two healthy control lines and two isogenic control lines. This analysis includes the average of three repeated measures per line. In AD-NPCs, an upregulation of proteins associated with ferroptosis resistance, namely Glutathione synthetase (GSS) and ceruloplasmin (CP), was observed. Conversely, proteins linked to increased vulnerability to ferroptosis, such as Heme oxygenase (HMOX1) and Serotransferrin (TF), were downregulated in AD-NPCs compared to the control cell lines. As expected, the amyloid precursor protein (APP) and microtubule-associated protein tau (MAPT), both associated with AD-related pathology, exhibited increased expression in AD compared to control. The results are represented in z scores (b).


Supplementary figure 2: Representative example images of ferroptosis-related markers in white (WM) and grey matter (GM).
[image: A close up of a wall

Description automatically generated]
All pictures correspond to 1 example AD subject (Tau stage 6, Aβ stage 5) and 1 example control subject (Tau stage 0, Aβ stage 0). These representative images illustrate the differences between grey (GM) and white matter (WM). Detailed images on the top right corner represent 50x50µm area enlarged two times. For a quantitative evaluation of these differences, please refer to Figure 2. Different cell types (neurons, oligodendrocytes, microglia and astrocytes show different intensities of expression depending on the protein).



Differences between the expression of ferroptosis-related markers in the white and grey brain matter: anatomical and cellular distribution
The analysis of the markers associated with iron homeostasis included ferritin, ferroportin and nuclear receptor co-activator 4 (NCOA4). In the GM of control healthy subjects, ferritin was mainly observed in glial cells and neuronal axons and dendrites, while a weak ferritin signal was observed in smaller, granular neurons. In the WM of control healthy subjects, ferritin signal was mostly detected in glial cells. In the AD brain, while a clear distinction of ferritin signal between GM and WM was not observed, the superficial layers of cortex were more positive compared with deeper cortical layers. The GM of AD brain showed more ferritin positive glial cells in the plaque-related areas with distorted neurites, and glial cells showed more ferritin expression in WM of AD brain than in control healthy subjects.
In both the control subjects and the AD brains, the signal of ferroportin staining was higher in GM than in WM. In the GM of the control subjects, ferroportin was detected in large, pyramidal neurons and localised mostly in the cytoplasm and plasma membrane of the soma, while granular neurons, astrocytes and endothelial cells showed less ferroportin signal. In the WM of the control subjects, ferroportin was mostly detected in the myelin sheets and astrocytes. In the AD brain, similarly as in control subjects, ferroportin was observed in GM in pyramidal neurons and astrocytes. Interestingly, positive areas at different places of the GM were present when surrounded by glial cells, which were not seen in control GM. Since this feature might be related to plaque, we have decided to explore it in more detail and quantitative manner in the following section. Moreover, ferroportin expression in glial cells was strongly expressed in the WM of AD brain compared to WM of control subjects.
The NCOA4 staining showed overall stronger expression in GM compared to WM in both control subjects and AD brain. In the control subjects, NCOA4 was detected in pyramidal neurons, glial and endothelial cells of the GM area. NCOA4 was observed in the cytoplasm of the pyramidal neurons, and at the cell membrane in a punctuate form. In contrast, NCOA4 was detected mostly in astrocytes in the WM of control subjects. In AD, NCOA4 was highly expressed in dendrites of the GM, while the punctuate pattern near cell membrane was much less evident. In the GM of control brain, we obsereved a punctate pattern at the plasma membrane whearas the positive neurons in AD, show more diffused cytoplasmic staining and less punctate membranous staining (Supplementary figure 3). In WM of AD brain, NCOA4 expression showed a puncuate pattern.
Besides the ferroptosis-related markers associated with iron homeostasis, we next investigated the markers linked to oxidative stress and lipid peroxidation. Two markers related to oxidative stress were included in our study: i) 4-hydroxy-2-nonenal (4HNE), the marker of lipid oxidation, and ii) glutathione peroxidase 4 (GPX4), the most essential antioxidant enzyme involved in ferroptosis. In the GM of control brain, 4HNE staining showed high expression in the cytoplasm of cell bodies of granular neurons and glial cells. Pyramidal neurons were less positive than granular neurons, but some presented punctuate 4HNE staining. In the WM of control brains, 4HNE signal was high in the cell bodies of glial cells. In AD brain, the difference between WM and GM was similar to that in the control brain. However, the number of positive 4HNE puncta seemed to be increased. In WM, 4HNE was mostly observed in glial cells, while granular puncta were less obvious. 
The GPX4 staining showed overall higher signal in GM compared to WM. In the GM of control brain, GPX4 expression was observed in pyramidal neurons, while in granular neurons the expression was observed to a lesser extent. In the WM of control brain, GPX4 was detected in axons, and astrocytic glial cells. The WM of AD subjects was slightly positive for GPX4 in glia cells and overall, while in the GM, the GPX4 signal was observed in pyramidal neurons (in the dendritic tree and nucleolus of some neurons) and glial cells. 
Cytochrome c, often used as a marker of apoptosis provides information about mitochondrial dysfunction (3).  We included cytochrome c in our study, to investigate whether cytochrome c-related mitochondrial damage can be detected in AD brain. In general, we found a higher expression of cytochrome c in GM compared to WM. Cytochrome c was detected in the cytoplasm of both pyramidal and granular neurons and less expressed in glial cells in the GM of control brain, while in the WM cytochrome c was detected in glial cells and to a lesser extent in axons observed as puncta staining. In AD, cytochrome c was less expressed in the neuronal cell bodies compared to control brain. In AD WM, cytochrome c showed a similar pattern as in the WM of control brain. The quantitative evaluation of these differences will be discussed in the following section and depicted in Figure 3.

Supplementary figure 3: Examples of NCOA4 staining pattern in neurons of the control and AD brain.[image: supplementary NCOA4]
Overview of the NCOA4 staining in the control brain (a) and a detailed view on a single neuron in the control brain showing a punctuate pattern of NCOA4 at the plasma membrane (on the left) and a single neuron in the AD brain depicting translocation of NCOA4 to the cytoplasm (b).


Supplementary figure 4: Positive pixel density scoring of AD-cBOs compared to Iso-cBOs of various ferroptosis-related proteins at day 100 without exclusion of hypoxic cores.

When selecting the entire organoid for positive pixel density scoring, we observed significantly higher levels of cytochrome c (p=0.0002) in AD-cBOs compared to Iso-cBOs and this was prevented by the pretreatment of fer-1 (p˂0.0001). AD-cBOs at day 100 had higher levels of 4HNE compared to Iso-cBOs (p=0.059), but unlike at day 50, this was not prevented by pretreatment of fer-1. No changes were observed in the levels of other analysed ferroptosis-related proteins when the hypoxic cores of the organoids were included in the analyses. Ordinary one-way ANOVA was used to determine significance (p˂0.05 was considered significant).


Supplementary figure 5:  Covariate effects on protein expression of ferroptosis-related markers in grey matter of controls and subjects with AD.
[image: Supplementary figure no differences between controls and AD in 4 variables]
Differences between controls and subjects with AD in age, post mortem delay (in hours) and fixation time (in days) (a). Table summarizing the range of  age, gender (1=male, 2=female), post mortem delay (PMD) and fixation time (FT) between controls and subjects with AD. Numbers in second and third column are reported as: min-max, median. No significant differences were observed between controls and AD subjects (Mann-Whitney U test, p < 0.05) (b). A scatter plot with simple linear regression illustrating the level of correlation between age, post mortem delay (PMD) in hours (h) and fixation time (FT) in days (d) and each ferroptosis-related marker expression, along with the line of best fit. No significant correlation between the ferroptosis-related markers' expressions with any of the studied variables has been observed (Pearson's correlation test and simple linear regression, r2 <0.6000, p < 0.05) (c).
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ACSL1 ATG5 FTL HMOX1 PCBP1 SLC39A8 TP53 VDAC2

ACSL3 ATG7 FTMT LPCAT3 PCBP2 SLC3A2 TP53BP1 VDAC3

ACSL4 CP  GCH1 MAP1LC3APRNP SLC40A1 TP53BP2

ACSL5 CYBB GCLC MAP1LC3BSAT1 SLC7A11 TP53TG1

ACSL6 CYCS GCLM MAP1LC3B2SAT2 STEAP3 TP53INP2

AIFM2 DHODH GPX4 MAP1LC3CSLC11A2 TF TP53TG5

ALOX15 FTH1 GSS NCOA4 SLC39A14 TFRC TP53I11
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								Ferroptosis-related genes

								ACSL1		ATG5		FTL		HMOX1		PCBP1		SLC39A8		TP53		VDAC2

								ACSL3		ATG7		FTMT		LPCAT3		PCBP2		SLC3A2		TP53BP1		VDAC3

								ACSL4		CP 		GCH1		MAP1LC3A		PRNP		SLC40A1		TP53BP2

								ACSL5		CYBB		GCLC		MAP1LC3B		SAT1		SLC7A11		TP53TG1

								ACSL6		CYCS		GCLM		MAP1LC3B2		SAT2		STEAP3		TP53INP2

								AIFM2		DHODH		GPX4		MAP1LC3C		SLC11A2		TF		TP53TG5

								ALOX15		FTH1		GSS		NCOA4		SLC39A14		TFRC		TP53I11














image2.emf
Gene baseMeanlog2FCh lfcSE stat pvalue padj

SAT1 865,13 2,12 0,26 8,23 0,00 ˂0.01

PRNP 1441,86 -1,23 0,16 -7,500,00 ˂0.01

MAP1LC3A 454,71 -0,83 0,19 -4,340,00 ˂0.01

GCLC 346,81 0,68 0,16 4,26 0,00 ˂0.01

SLC39A14 315,28 0,75 0,19 3,94 0,00 ˂0.01

TP53 491,32 0,96 0,26 3,70 0,00 ˂0.01

GCH1 42,75 -1,33 0,37 -3,590,00 ˂0.01

SLC39A8 26,74 2,05 0,60 3,41 0,00 ˂0.01

FTL 4760,58 0,78 0,23 3,40 0,00 ˂0.01

ACSL6 530,96 -0,67 0,23 -2,950,00 0,01

TP53BP1 3605,56 -0,45 0,16 -2,820,00 0,02

PCBP2 2303,75 0,56 0,20 2,77 0,01 0,02

HMOX1 31,04 1,39 0,53 2,61 0,01 0,03

SAT2 550,93 0,39 0,16 2,45 0,01 0,05
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		Gene		baseMean		log2FoldChange		lfcSE		stat		pvalue		padj						significant ones		Gene		baseMean		log2FCh		lfcSE		stat		pvalue		padj				Gene

		SAT1		865.1274		2.118976393		0.257595634		8.225979468		1.94E-16		1.16E-14								SAT1		865.13		2.12		0.26		8.23		0.00		˂0.01				ACSL1

		PRNP		1441.863347		-1.228082669		0.163769754		-7.498836861		6.44E-14		2.77E-12								PRNP		1441.86		-1.23		0.16		-7.50		0.00		˂0.01				ACSL3

		MAP1LC3A		454.711358		-0.829285982		0.191036819		-4.340974615		1.42E-05		0.000139514								MAP1LC3A		454.71		-0.83		0.19		-4.34		0.00		˂0.01				ACSL4

		GCLC		346.8069777		0.684295662		0.160644284		4.259695045		2.05E-05		0.000193279								GCLC		346.81		0.68		0.16		4.26		0.00		˂0.01				ACSL5

		SLC39A14		315.2770928		0.750608608		0.190719713		3.935663466		8.30E-05		0.00066336								SLC39A14		315.28		0.75		0.19		3.94		0.00		˂0.01				ACSL6

		TP53		491.3172848		0.955500967		0.258396904		3.697803459		0.000217473		0.001532682								TP53		491.32		0.96		0.26		3.70		0.00		˂0.01				AIFM2

		GCH1		42.75464553		-1.329700531		0.37040379		-3.589867507		0.000330846		0.002170191								GCH1		42.75		-1.33		0.37		-3.59		0.00		˂0.01				ALOX15

		SLC39A8		26.73990289		2.050285718		0.602090731		3.405277		0.00066097		0.003962561								SLC39A8		26.74		2.05		0.60		3.41		0.00		˂0.01				ATG5

		FTL		4760.581534		0.782021793		0.229902653		3.401534453		0.000670087		0.004002048								FTL		4760.58		0.78		0.23		3.40		0.00		˂0.01				ATG7

		ACSL6		530.9616033		-0.668153082		0.226353451		-2.951813109		0.003159141		0.014481684								ACSL6		530.96		-0.67		0.23		-2.95		0.00		0.01				CP 

		TP53BP1		3605.562565		-0.454124874		0.160795063		-2.824246377		0.004739194		0.020213148								TP53BP1		3605.56		-0.45		0.16		-2.82		0.00		0.02				CYBB								Gene		Log 2 Fold Change

		PCBP2		2303.751339		0.555774322		0.200983858		2.76526845		0.005687597		0.023363466								PCBP2		2303.75		0.56		0.20		2.77		0.01		0.02				CYCS								GCH1		-1.329700531

		HMOX1		31.03835637		1.389508776		0.531599453		2.613826574		0.008953447		0.033526967								HMOX1		31.04		1.39		0.53		2.61		0.01		0.03				DHODH								PRNP		-1.228082669

		SAT2		550.9327353		0.390069825		0.159397683		2.447148646		0.014399144		0.048836042								SAT2		550.93		0.39		0.16		2.45		0.01		0.05				FTH1								MAP1LC3A		-0.829285982

		TP53BP2		742.2845698		0.412355477		0.17664067		2.334431121		0.019573159		0.06243435																								FTL								ACSL6		-0.668153082

		CYCS		2383.730247		-0.47333593		0.203464223		-2.32638409		0.01999807		0.063507926																								FTMT								TP53BP1		-0.454124874

		FTH1		11302.11623		0.280630284		0.130355568		2.152806273		0.031333907		0.090246902																								GCH1								SAT2		0.390069825

		GSS		290.0911206		-0.424403191		0.206637204		-2.053856628		0.03998957		0.10899331																								GCLC								PCBP2		0.555774322

		ATG5		391.9991795		0.476104037		0.234285049		2.032157148		0.042137749		0.113274588																								GCLM								GCLC		0.684295662

		STEAP3		8.936928847		1.647515468		0.830014541		1.984923622		0.04715297		0.123549855																								GPX4								SLC39A14		0.750608608

		GPX4		921.5579526		-0.374448014		0.189108616		-1.980068499		0.047695832		0.124555744																								GSS								FTL		0.782021793

		VDAC3		1585.913733		-0.306226647		0.158966023		-1.92636541		0.054058763		0.136702805																								HMOX1								TP53		0.955500967

		MAP1LC3B		2436.480185		0.27973006		0.148063922		1.889251989		0.058858072		0.145648631																								LPCAT3								HMOX1		1.389508776

		NCOA4		2225.772064		0.330141727		0.181280991		1.82116021		0.068582507		0.163742806																								MAP1LC3A								SLC39A8		2.050285718

		PCBP1		2250.198248		0.266172551		0.148034382		1.79804548		0.072169801		0.170048481																								MAP1LC3B								SAT1		2.118976393

		SLC3A2		1685.062153		0.310901973		0.179762543		1.729514772		0.083717005		0.190661288																								MAP1LC3B2

		TF		47.58545202		0.780502537		0.459065201		1.700199744		0.08909336		0.199774776																								MAP1LC3C

		ALOX15		5.901271304		-1.812893826		1.070445364		-1.693588376		0.090343528		0.202005217																								NCOA4

		VDAC2		2093.880143		0.250989851		0.167050596		1.502478035		0.132973697		0.267793074																								PCBP1										-1,32		2,12

		TP53TG1		102.174657		0.42460689		0.284159459		1.494255696		0.1351088		0.270945418																								PCBP2

		SLC40A1		38.84937093		-0.899438021		0.634722118		-1.417057947		0.156465986		0.300158851																								PRNP

		LPCAT3		98.45156518		-0.359797164		0.254823766		-1.411945086		0.157966131		0.302566017																								SAT1

		ACSL1		458.7205386		0.238898239		0.182984479		1.305565585		0.19170033		0.346881089																								SAT2

		MAP1LC3C		36.67910204		0.466368801		0.441869156		1.055445473		0.291221635		0.466775125																								SLC11A2

		SLC7A11		223.7230579		-0.155645087		0.191714562		-0.811858451		0.416872858		0.593255129																								SLC39A14

		ATG7		155.6133402		0.120383356		0.176970666		0.680244693		0.496349537		0.663025069																								SLC39A8

		DHODH		66.75716447		0.198655657		0.299698707		0.662851232		0.507425838		0.671430692																								SLC3A2

		ACSL3		2676.242067		0.150639816		0.22819068		0.660148856		0.509158309		0.672878638																								SLC40A1

		TP53INP2		517.6564281		0.107678398		0.197180219		0.546091279		0.585003194		0.734505042																								SLC7A11

		TFRC		942.8096699		-0.086865432		0.15996518		-0.543027123		0.587111128		0.736041418																								STEAP3

		SLC11A2		591.8221282		-0.05329073		0.141187416		-0.377446738		0.705841639		0.823536215																								TF

		TP53I11		1002.981964		-0.053464759		0.150228365		-0.35588991		0.721923012		0.834103772																								TFRC

		MAP1LC3B2		29.99366647		0.149488811		0.433261605		0.34503129		0.730070847		0.83901181																								TP53

		AIFM2		32.44492923		0.089366282		0.363222459		0.246037325		0.805653339		0.888894067																								TP53BP1

		GCLM		108.154754		-0.057111022		0.241070288		-0.236906101		0.812729637		0.892343738																								TP53BP2

		ACSL4		2086.541749		-0.014900907		0.273447357		-0.054492782		0.956542559		0.97591901																								TP53TG1

																																						TP53INP2

																																						TP53TG5

																																						TP53I11

																																						VDAC2

																																						VDAC3
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Model StainingProteomics RNA seq.

ACSL6 AD vs Iso cBOs, d50 na na ↓

PM, Plaque vs no plaque  ↓ na na

AD vs Iso cBOs, d100 na ↓ na

AD vs Iso cBOs, d50 na na ↑

PM, Plaque vs no plaque  ↑ na na

AD vs Iso cBOs, d100 na ↓ na

RSL3 vs unt Iso cBOs, d100 na ↓ na

Ferroportin PM, Plaque vs no plaque  ↓ na na

GCH1 AD vs Iso cBOs, d50 na na ↓

GCLC AD vs Iso cBOs, d50 na na ↑

PM, Plaque vs no plaque  ↓ na na

PM, grey matter AD vs Ctrl ↓ na na

HMOX1 AD vs Iso cBOs, d50 na na ↑

AD vs Iso cBOs, d50 na na ↓

AD vs Iso cBOs, d100 na ↑ na

PM, Plaque vs no plaque  ↓ na na

PM, grey matter AD vs Ctrl ↓ na

PCBP1 AD vs Iso cBOs, d100 na ↑ na

AD vs Iso cBOs, d50 na na ↑

RSL3 vs unt Iso cBOs, d100 na ↑ na

PRNP AD vs Iso cBOs, d50 na na ↓

SAT1 AD vs Iso cBOs, d50 na na ↑

SAT2 AD vs Iso cBOs, d50 na na ↑

SLC39A14 AD vs Iso cBOs, d50 na na ↑

SLC39A8 AD vs Iso cBOs, d50 na na ↑

TP53 AD vs Iso cBOs, d50 na na ↑

TP53BP1 AD vs Iso cBOs, d50 na na ↓

PCBP2

Cytochrome C

Ferritin

GPX4

MAP1LC3A

NCOA4
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						Model		Staining		Proteomics		RNA seq.

				ACSL6		AD vs Iso cBOs, d50		na		na		↓

				Cytochrome C		PM, Plaque vs no plaque 		↓		na		na

						AD vs Iso cBOs, d100		na		↓		na

				Ferritin		AD vs Iso cBOs, d50		na		na		↑

						PM, Plaque vs no plaque 		↑		na		na

						AD vs Iso cBOs, d100		na		↓		na

						RSL3 vs unt Iso cBOs, d100		na		↓		na

				Ferroportin		PM, Plaque vs no plaque 		↓		na		na

				GCH1		AD vs Iso cBOs, d50		na		na		↓

				GCLC		AD vs Iso cBOs, d50		na		na		↑

				GPX4		PM, Plaque vs no plaque 		↓		na		na

						PM, grey matter AD vs Ctrl		↓		na		na

				HMOX1		AD vs Iso cBOs, d50		na		na		↑

				MAP1LC3A		AD vs Iso cBOs, d50		na		na		↓

						AD vs Iso cBOs, d100		na		↑		na

				NCOA4		PM, Plaque vs no plaque 		↓		na		na

						PM, grey matter AD vs Ctrl		↓				na

				PCBP1		AD vs Iso cBOs, d100		na		↑		na

				PCBP2		AD vs Iso cBOs, d50		na		na		↑

						RSL3 vs unt Iso cBOs, d100		na		↑		na

				PRNP		AD vs Iso cBOs, d50		na		na		↓

				SAT1		AD vs Iso cBOs, d50		na		na		↑

				SAT2		AD vs Iso cBOs, d50		na		na		↑

				SLC39A14		AD vs Iso cBOs, d50		na		na		↑

				SLC39A8		AD vs Iso cBOs, d50		na		na		↑

				TP53		AD vs Iso cBOs, d50		na		na		↑

				TP53BP1		AD vs Iso cBOs, d50		na		na		↓








