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	Position in peptide ETVV
	Amino acid
	Amino acids interact with ETVV peptide in the PDZ1 domain
	Binding free energies（kcal/mol）

	0
	Valine, V
	Glycine, G
	-3.7

	-1
	Valine, V
	Phenylalanine, F
	-5.8

	-2
	Threonine, T
	Isoleucine, I
	-7.1

	-3
	Glutamate, E
	Threonine, T
	-4.2



