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Figure S1 Single-cell RNA-seq analysis of CDC25 family.



Figure S2 Identifying CDC25 family members prognostic values. 



Figure S3 Methylation analysis in pan-cancer.



Figure S4 The Clinical association analysis of CDC25 in SKCM tumor tissue.
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Figure S5 The correlation between CDC25 family members expression and 

hallmarks of cancer in SKCM.  
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