[bookmark: _Hlk40904138]Table S2. Primer information for qPCR analysis.
	Primer name
	Accession number
	GC content (%)
	Tm (°C)
	Annealing
Temperature (°C)
	Primer sequence

	S100A11 Divergent primer Forward
	NM_016740
	52.38
	62.9
	60
	GCGGGAAGGATGGAAACAACA

	S100A11 Divergent primer Reverse
	NM_016740
	52.38
	62.4
	
	TCATCATGCGGTCAAGGACAC

	GAPDH Divergent primer Forward
	NM_001357943
	68.42
	68.7
	60
	CATGGCCCACATGGCCTCC

	GAPDH Divergent primer Reverse
	NM_001357943
	55.56
	62.3
	
	GTTCTCAGCCTTGACGGT

	IL-8 Forward
	NM_000584
	40.9
	60.1
	60
	TTTTGCCAAGGAGTGCTAAAGA

	IL-8 Reverse
	NM_000584
	52.38
	62.5
	
	AACCCTCTGCACCCAGTTTTC

	IL-6 Forward
	NM_000600
	43.47
	60.2
	60
	ACTCACCTCTTCAGAACGAATTG

	IL-6 Reverse
	NM_000600
	47.82
	61.8
	
	CCATCTTTGGAAGGTTCAGGTTG

	CXCL1 Forward
	NM_008176
	55.00
	62.7
	60
	ACTGCACCCAAACCGAAGTC

	CXCL1 Reverse
	NM_008176
	45.45
	61.3
	
	TGGGGACACCTTTTAGCATCTT

	CCL5 Forward
	NM_002985
	55.00
	60.9
	60
	CCAGCAGTCGTCTTTGTCAC

	CCL5 Reverse
	NM_002985
	50.00
	62.3
	
	CTCTGGGTTGGCACACACTT




