SUPPLEMENTAL MATERIAL
Erythropoietin decreases apoptosis and promotes Schwann cell repair and phagocytosis following nerve crush injury in mice
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AI-generated content may be incorrect.]Supplementary Fig. 1: On Day 3, bulk RNA sequencing revealed EPO-enriched genes for biological pathways in nerves following SNCI. A-D Gene set enrichment assay (GSEA) pathways are represented on the y-axis with their associated gene numbers (p ≤ 0.05), while the x-axis displays the enrichment score for each pathway. Saline vs. EPO treatment, n = 3/ group. 
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AI-generated content may be incorrect.]Supplementary Fig. 2: On Day 5, bulk RNA sequencing revealed EPO-enriched genes for biological pathways in nerves following SNCI. A-E Gene set enrichment assay (GSEA) pathways are represented on the y-axis with their associated gene numbers (p ≤ 0.05), while the x-axis displays the enrichment score for each pathway. Saline vs. EPO treatment, n = 4/ group. 
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AI-generated content may be incorrect.]Supplementary Fig. 3: On Day 7, bulk RNA sequencing revealed EPO-enriched genes for biological pathways in nerves following SNCI. A-E Gene set enrichment assay (GSEA) pathways are represented on the y-axis with their associated gene numbers (p ≤ 0.05), while the x-axis displays the enrichment score for each pathway. Saline vs. EPO treatment, n = 4/ group. 
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AI-generated content may be incorrect.]Supplementary Fig. 4: A, B Representative IHC images and quantitative results of M2 macrophages (anti-CD206 staining) phagocytosis of myelin debris (anti-MPZ staining) in saline and EPO treated nerve tissues on post-SNCI day 5. n = 5/ group. Data are represented as mean ± SEM. The statistical significance is indicated by asterisks (*P < 0.05 vs. saline group) and compared using two-tailed, unpaired t-tests.  
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AI-generated content may be incorrect.]Supplementary Fig. 5: A, B Representative IF images and quantitative results of repair SCs (phalloidin staining) phagocytosis of myelin debris (PKH26 staining) following 24h EPO (10IU/ mL) treatment under LPS (500ng/ mL) stress conditions. n = 3/ group. Data are represented as mean ± SEM. The statistical significance is indicated by asterisks (*P < 0.05, **P <  0.0021, and ***P < 0.0002 vs. saline group) and compared using ordinary one-way ANOVA. 
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Day 5: Post-sciatic nerve crush injury gene set enrichment pathways
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Day 7: Post-sciatic nerve crush injury gene set enrichment pathways

Autophagy and phagocytosis

A Apoptosis B
Enriched pathways (p<0.05)

Enriched pathways (p<0.05)

cellular response to interleukin- 4 [ | opsonin receptor activity| L] pusive
response to interleukin- 7- [ ] pvalue positive regulation of pinocytosis- [ )
negative regulation of intrinsic apoptotic signaling pathway [ ] oo phagosome- lysosome fusion{ ]
double- strand break repair involved in meiotic recombination: [ ] g gf lysosomal matrix [ ]
negative regulation of oxidative stress- induced intrinsic apoptotic signaling pathway [ ] opsonization [ ]
count
glutathione binding [ ] [ X lipophagy | [ ] @®s
@ ®:
glutathione peroxidase activity [ ] @ autophagy of peroxisome @
a ~ L !
P38MAPK cascade| @ @ 1 0 1
Enrichment score
mitogen- activated protein kinase binding
16 12
Enrichment score
C Schwann cells, axon and myelin repair
Enriched pathways (p<0.05)
peripheral nervous system neuron axonogenesis- °
protein maturation- |
pralue
paranodal junction assembly { o 0.04
regulation of mitotic nuclear division { [ sg;
compact myelin+ ) 0.01
0.00
intercellular bridge | O
paranode region of axon- ® 0
@ «
positive regulation of receptor signaling pathway via JAK- STAT- ® @
regulation of neuronal synaptic plasticity [ ]
JUN kinase kinase kinase activity @
6

Enrichment score




image4.png
S & © @ © o
S ® ® ¥ N

sisojhoobeyd
1192 4,,9020 %

°
2
e
c
=
]
=

Magnified

< 1PN





image5.png
LPS LPS+EPO

Control

o =3 o
«

(s1199 1830} /,,,,9ZHMd)
sisojhoobeyd sos peaq %

]
o
w
+
7]
o
'}

< 9ZHM)d uiplojleyd payiube





