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Altered in 512 (99.42%) of 515 samples.
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Supplementary Fig. 3
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Supplementary Fig. 4
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Supplementary Fig. 5
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Supplementary Fig. 6

A

1590 pathways, ssGSEA

Fibroblast CAF
FAP Kruskal-Walli s, p =0.0025 C Dg O Kruskal-Walli s, p = 0.0029 VI M Kruskal-Walli s, p = 0.0025 C D45 Knuskal Wall's p = 0032
* * ns «
—_— —_— —_— —_—
ns * ns * * * * ns
——— ——— —— —
125 . 125 5
=l
10.0 10.0 4
6
- 75 = =75 =3
E £ £ 13
s s s s
4 —— 5 4 g
E’ 5.0 E" 4 8 50 =P T
.
25 25 1
2 o
0.0 0.0 0
TISSUE PDO CAF TISSUE PDO CAF TISSUE PDO CAF TISSUE PDO CAF



Supplementary Fig. 7
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Supplementary Fig. 8
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