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Table S2. GSEA with multiple gene sets for bulk RNA-seq and scRNA-seq data

Tab 1: A549CR vs A549
This tab is related to Fig. 3A-F, H, I, Fig. 5A

GSEA was conducted for bulk RNA-seq data of A549CR vs A549

Gene set

‘Chemoresistance
KERLEY_RESPONSE_TO_CISPLATIN_UP
BRACHAT_RESPONSE_TO_CISPLATIN
KANG_FLUOROURACIL_RESISTANCE_UP
KANG_CISPLATIN_RESISTANCE_UP
WANG_CISPLATIN_RESPONSE_AND_XPC_DN

Ferroptosis
WP_FERROPTOSIS

Senescence
SENMAYO

GO arrest
GO-ARREST-UP
GO-ARREST-DOWN

Hallmark

HALLMARK_APOPTOSIS
HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
HALLMARK_E2F_TARGETS
HALLMARK_G2M_CHECKPOINT
HALLMARK_MYC_TARGETS_V1
HALLMARK_MITOTIC_SPINDLE
HALLMARK_MTORC1_SIGNALING
HALLMARK_P53_PATHWAY
HALLMARK_NOTCH_SIGNALING

Tab 2 : SRCC vs Non-SRCC
This tab is related to Fig. 4C-F, Fig. S5C
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GSEA was used to compare the SRCC population and a non-SRCC population in scRNA-seq data

Gene set

Ferroptosis
WP_FERROPTOSIS

Hallmark

p-val

0.92493
HALLMARK_APOPTOSIS 0.76132
HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION 0.02175
HALLMARK_E2F_TARGETS 5.94E-10
HALLMARK_G2M_CHECKPOINT 2.13E-08
HALLMARK_MITOTIC_SPINDLE 0.00131
HALLMARK_MTORC1_SIGNALING 0.01062
HALLMARK_NOTCH_SIGNALING 0.1018

9.1E-09

HALLMARK_HYPOXIA

Tab 3 : A549CR RO vs A549CR DMSO
This tab is related to Fig. 5C, Fig. S5G, I, J
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Size ES NES NOM p-val FDR g-val Fwer p-val _ Rank at max

Leading edge

Reference link

2415

4183

3643
5130

4148
4300
2901
2677
5537
2756
5247
3630
7491

taqs=62%, list=7%, sianal=67%
tags=39%, li %, sianal=42%
tags=41%, list=5%, signal=43%
tags=62%, li 5%, signal=73%
tags=40%, list=16%, signal=47%

tags=43%, list=16%, signal=51%

tags=24%, list=12%, signal=27%

tags=64%, list=10%, signal=71%
tags=77%, list=14%, signal=90%

tags=32%, list=12%, signal=36%
tags=42%, list=12%, signal=48%

tags=73%, li %, sianal=79%
tags=63%, li %, signal=68%
tags=66%, li 6%, signal=77%
tags=35%, list=8%, sianal=38%

tags=49%, li 5%, signal=57%
tags=52%, li 0%, signal=57%
tags=38%, list=21%, signal=48%

https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK APOPTOSIS html
0.68401 https://www.gsea-msiqdb.ora/gsea/msiadb/cards/WP_FERROPTOSIS html

-0.88422 https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK APOPTOSIS html

-1.36803 https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK EPITHELIAL MESENCHYMAL TRANSITION
-2.26814 https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK E2F TARGETS
-2.19504 https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK G2M CHECKPOINT
-1.59518 https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK MITOTIC SPINDLE
-1.45628 https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK MTORC1 SIGNALING
1.35412 https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK NOTCH SIGNALING
-2.19287 https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK HYPOXIA

GSEA was conducted for bulk RNA-seq data of A549CR cells treated with RO or DMSO

Gene set

Ferroptosis
WP FERROPTOSIS

Hallmark

HALLMARK NOTCH SIGNALING

HALLMARK MYC TARGETS V1

HALLMARK EPITHELIAL MESENCHYMAL TRANSITION
HALLMARK E2F TARGETS

HALLMARK G2M CHECKPOINT

HALLMARK MITOTIC SPINDLE

HALLMARK APOPTOSIS

Footnote:
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0

0
0.004424779

0.34219858
0.07013575

1. In the GSEA reports, a p value of zero indicates an actual p value of less than 1/1000 permutations.
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Leading edge

https://www.gsea-msigdb.org/gsea/msigdb/cards/KERLEY_RESPONSE_TO_CISPLATIN_UP
https://www.gsea-msigdb.org/gsea/msigdb/cards/BRACHAT_RESPONSE_TO_CISPLATIN.html
https://www.gsea-msigdb.org/gsea/msigdb/cards/KANG_FLUOROURACIL_RESISTANCE_UP.html
https://www.gsea-msigdb.org/gsea/msigdb/human/geneset/KANG_CISPLATIN_RESISTANCE_UP.html?ex=1
https://www.gsea-msigdb.org/gsea/msigdb/geneset_page.isp?geneSetName=WANG_CISPLATIN_RESPONSE_AND_XPC_DN

https://www.gsea-msigdb.org/gsea/msigdb/cards/WP_FERROPTOSIS. html
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https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK APOPTOSIS.html
httos://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK EPITHELIAL MESENCHYMAL TRANSITION
httos://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK E2F TARGETS
https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK G2M CHECKPOINT
https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK MYC TARGETS V1
https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK MITOTIC SPINDLE
https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK MTORC1 SIGNALING
httos://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK P53 PATHWAY
https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK NOTCH SIGNALING

Reference link

tags=24%, list=9%, signal=26%

tags=23%, list=7%, signal=25%

tags=75%, li 1%, sianal=94%
tags=50%, li 8%, signal=61%
tags=60%, li 5%, signal=80%
tags=39%, li 9%, signal=48%

tags=51%, li
tags=46%, lisf

5%, signal=68%
=22%, signal=59%

https://www.gsea-msigdb.org/gsea/msigdb/cards/WP_FERROPTOSIS html
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httos://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK EPITHELIAL MESENCHYMAL TRANSITION
httos://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK E2F TARGETS
https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK G2M CHECKPOINT
https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK MITOTIC SPINDLE
https://www.asea-msiadb.ora/asea/msiadb/cards/HALLMARK APOPTOSIS.html





