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Supplementary Figure 2
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Supplementary Figure 3

CTIP2

MAP2

DAPI

(@)

EANVHS

SAT-[0IUOI+EXNNVHS

CTIP2

MAP2

DAPI

—~
o]
N—r

EANVHS

SAI-OSIW+EMNVHS



Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6

(a) Control neuron EVs
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Supplementary Figure 7
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