Supplementary Figure Legends
[bookmark: _GoBack]Supplementary Table S1 Read numbers and mapping statistics. Cnt: healthy control subjects; als: ALS patients.
Supplementary Fig. S1 (a) Demographic characteristics of the cohort of patients and healthy controls included in the NGS analysis. (b) Heatmap of the sample-to-sample distances built on the rlog-transformed miRNA expression values obtained from Small RNA Sequencing experiment. The dendrograms describe the hierarchical clustering of the samples based on sample distances. (c) Demographic characteristics of the cohort of patients and healthy controls included in the validation by qPCR. 
Supplementary Fig. S2 Linear regression analysis of miR-199a-5p (a) and miR-423-3p (b) copies number in fast (red line) and slow (blue line) progressing patients.

