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Fig. S1 SUFU is negatively correlated with SPOP in ccRCC tissues. A The images for negative, low, moderate and high IHC expression were shown. B Representative IHC staining for SUFU and SPOP were shown in the same ccRCC tissues and normal adjacent tissues.

Fig. S2 SUFU inhibited cell growth and aggressiveness in HK2. A The relative abundance of SUFU protein were detected by western blot in the normal kidney cells HK2 transfected with SUFU siRNA or its non-targeted control. B,C Fluorescence images and percentage quantification of EdU incorporation assays are shown. D Cell migration were examined when HK2 cells were transfected by indicated siRNA. E Transwell assays and the quantifications of invasion cells were applied to show the invasion capacity of HK2 cells expressing siRNA. (**) P < 0.01; (***) P < 0.001 (unpaired Student’s t-test).

Fig. S3 SPOP and SUFU showed a negative correlation accompanied with an aberrant activated SHH in ovary cancer. A The protein levels of SPOP and SUFU were measured by western blot in IOSE80 and SKOV3 cells. B The mRNA level of SHH target gene GLI1 was examined by qRT-PCR. (**) P < 0.01 (unpaired Student’s t-test).







