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Supplementary Figure 1. Boxplots of Noxa mRNA levels in the METABRIC cohort of breast cancer
patients stratified by tumor stage (A) and grade (B). (C) Boxplot showing the trend between the
expression of Noxa and the determined Nottingham prognostic index of the METABRIC breast
tumors. (D) Noxa mRNA levels according to the breast cancer intrinsic molecular subtypes of the
METABRIC cohort. G3, Grade 3; G1, Grade 1; G2, Grade 2; Lum A, Luminal A; Lum B, Luminal
B; ns, not significant; (*) indicates p < 0.05, (***) indicates p < 0.001 and (****) indicates p < 0.0001.



