Figure legend
Supplementary Figure 1. A. Scatter-Plot of differentially expressed miRNAs of HUVECs in the control group and Norm-Exo group (left). Scatter-Plot of differentially expressed miRNAs of HUVECs in the control group and Hypo-Exo group (right). Dots above the top line (blue) and below the bottom line (red) indicated the fold change of the RNAs is more than 1.5 between the two groups. B. Relative miR-150-5p level in HUVECs treated with miR-150-5p mimics or si-miR-150-5p. C. GO biological process enrichment and KEGG pathway enrichment analysis of the target gene of miR-150-5p.
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