Supplementary Fig. S6

Sample ID
W BMO1 BM13
W BM02 " BM14
W BMO03 BM15
W BMO4  BM16
BMO05 LMO1
M BMO6 I LMO2
1 BMOep ™ LM03
W BMO7 © LM04
W BMO7p| LMO4p
[ BMO8  LMO5
W BM09 LM06
[ BM10 W LMO6p
BM11 I LM12
BM12 [ LM14

a b
Fine
- — F M co_SsPP1 1.00
¢1_CDCA7 ||
[ c2_SEC61G
c3_MGP 0.75
M c4_AGR2 o
- B c5_S100A8 s
g W c6_CXCL14 2050
=050 B c7_SEC11C g
5 B c8_MALL &
[ c9_WIF1 0.25
C10_NEAT1
I c11_SOx4 .
l | B c12_FN1 0.00 —r— -
| i M c13_GGTLC1
c14_VMP1 Egg%&ggQ;
5885’88§B§888:&9229588%&%888&&3 M c15_CcCL20 5 8 g s 2 8 2 9 3
2555552 525000000883333533355 M c16_AQP 398 8 ¢ 9358 g
o o = = S o 8 g )
o © o
(SRR SRR « S TRRRHS o KRR NS RS ST S O RS R RS SRR 2 WSS SNBSS AR N RN y
P1 P2 P3 P4 :
regulation of peptidage activity fibrinolysis complement activation defense response to $ymbiont
[SGISNONE e dopeqtidase activity negative regulation of hemostasis myeloid leukocyte migration o -
negative regulation of peptidase activity negative regulation of - nse response to yirus
= st Hdrol vt blood coagulation leukocyte chemotaxis i
negative regulation of hydrolase activity Fehee of response to virus
negative regulation of
immune system process regulation of response|to wounding of viral life ¢ycle
negative regulation of proteolysis negative regulation of
response to oxygen Igvels response to wounding granulocyte chemotaxis negative regulation of|viral process
regulation of wound healin
response to decreasgd oxygen levels ¢ 9 cell chemotaxis negative regulation of|
" I of blood viral genome replicatipn
edale of cell = neutrophil migration . X ot
negative of cell complement activation, antigen processing and presentation
acute inflammatory response regula_tion of wfgulatillﬂ classical pathway . ENSNN o | intdrfaron
response to hypoxia negative regulation of granulocyte migration
wound healin i n .
negative regulation o blood wagul:ﬂion. _regulahor;ool interferon—beta prodution
ivati fibrin clot formation SSIRIRIREEponse
0 5 10 0 2 4 6 0 5 10 00 25 50 75
: —Log10 (adjusted P-value) -Log10 (adjusted P-value) -Log10 (adjusted P-value) —-Log10 (adjusted P-value)
: P5 P6 P7 P8
external encap§ula‘|in(w _ B cell proliferation cytoplasmic translatior|
structure organization skin development e - :
extracellular structure prganization = chlg — 55;:;&;:9&1:222 :l
eul e chemotaxig
matrix o] . regulation of chronic
cell chemotaxis inflammatory response
collagen metabolic prgcess - ol humoral immune response ?:':"'::L;e;s‘s’i';s;é;r
ratinocyte differentiation )
regulation of cell growth Ieukocyie prgiferation) response to tumor necfosis factor
I hocyte proliferation
cell growth keratinization SILE) - B response to interferontgamma
regulation of B cell prpliferation
ossification . neutrophil chemotaxis lymphocyte chemotaxis
RSB ate achesidn intermediate filament orgarfization positive regulation of ERK1 callagtivation involved|in
integrin-mediated B scade | o1l activati immune response i
-mediate ositive regulation of cell activation i .
slgngallng pathway intermediate filament-baseld process | © d cellular response to interferon-gamma :
B cell activation :
i
- epidermal cell differentiatiop ERSIRIEERK2 castade [
cell-matrix adhesion B r"s":’s fegulation of chronic inflammatory response
te migraf
0 5 10 15 0 5 10 0o 2 4 6 8 0 2 4 6 8
Log10 (adjusted P-value) -Log10 (adjusted P-value) -Log10 (adjusted P-value) -Log10 (adjusted P-value)
Enriched GO terms in each MPs
e f LMO06p-2 LMo6 LMO6p-1
-
e =
s = Subclone1 l”
o ]
E [| Subclone2
Il J \‘ | I
! [
5 1 | \
= |
@ i
|
y ‘n \. \,
IIIHHIH HI |
‘ \ | \ IJH hl
Subclone1 \ I\ \ LK
s
=
- Subclone2
|
llll*ll\l\ ‘ 10T
Sample ID Type CNV
BM06 [ BMO7 = LM04 BM | primaryLungCancer 1.1 1 0.9
BMO6p. | BMO7p  LMO4p LM S———

e - 3 = = - o =
w = o N o
£ 5852¢:23¢
m'z|'§0>|0|<|
° o & o ol I L 2
‘G o ‘(2 o ‘5 o
o
cxcu25jg|ill|| !H}.||‘ |
ceL2 21L|IIII|I|||LIII||
EXO8RRICILEXZ0a]
Sy SHA-IsS<oELasA
wlg§E'gl‘9g8§|;l‘£8|~|5§|8%
8580 B gB ST B0 e
°y 88w 5° @%%e
o
Z score
]
1
0
=4
-2
Subclones
WLMOs
LMO6p-1
.LM06p2



83

84
85
86
87
88
&9
90

Supplementary Fig. S6: Characteristics of cancer cells, related to Fig. 5.

(a) Cancer cell cluster ratios in each sample. (b) Sample compositions in each cancer cell cluster.
(c) Representative enriched GO BP terms of meta-programs. From left to right, from top to
bottom, P1 to P8. (d) Expression patterns of representative cytokines/chemokines in cancer
cells. (e) CNV patterns of BM06, BM07, LM04, and primary pairs from top to bottom. Potential
subclones of BM06p and LM04p were marked with a black rectangular box. Each row was a
cell, and each column was a chromosome. (f) Regulon activities of LM06, LM06p-1, and
LMO06p-2.
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