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Supplementary Figure 4. Subclusters of non-neural cells in the developing cerebral cortex
(a) TSNE shows the subclusters of cells which are not neural origination including microglia, endothelial cell, immune cell and blood cell. 
Dotplots on the right show the typical cell type markers’ expressions. (b) Heatmap of subcluster spcific genes and their corresponding enriched 
biological processes. (c) Cell cycling stage analysis of the three subclusters of microglias.


